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Figure 1. Schematic diagrams depicting how sendigR can be used to build, maintain, and query a SQLite database of SEND data. (A) Functions in the
sendigR package can be used to generate a new SQLite database and add/remove studies from an existing SQLite or Oracle database. (B) Functions in
the sendigR package can be used to query a database of SEND data to extract findings from control animals that match specific criteria.
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