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Summary 

Cambridge Crops, Inc. has developed a process for extracting the fibroin of silkworm cocoons 
and processing the primary proteins to allow reformation of a protective fibroin layer over fruits, 
vegetables, meat and other food products for prolonged shelf-life with reduced opportunities for 
spoilage. They have commissioned studies to evaluate for possible risks of allergenicity and 
toxicity. This report presents information on evaluation of possible risks of allergy and toxicity 
from naturally produced and processed fibroin proteins. 

The first steps of evaluation were learning about and understanding what is known about the 
allergenicity and toxicity of the silkworm cocoons of the Bombyx mori silkworm and 
understanding the processing of the silkworm cocoons for production of the fibroin proteins. 
Silkworms have been cultured for production of silk as well as the pupae for food for 
approximately 5,000 years. The silk fibers have been used for production of cloth and other 
materials used in medical applications and foods. Literature searches were performed using 
keywords to find published information about potential allergy and toxicity as well as the 
sequence and structure of the primary proteins in silk. The NCBI PubMed was the primary 
targets of inquiry. Reference downloads were searched for allergy and allergenicity as well as 
toxicity. Primary publications were examined from those published in English, and the abstracts 
were evaluated for all identified publications. There is clear evidence that consumption of the 
pupae of silkworm has caused allergic reactions in a number of consumers, but few allergens 
have been identified. 

That said, silk cocoons that are cleared of the pupae have not been identified as sources of 
allergic reactions. 

References were identified that reported protein identification of proteins in silk and in cocoons. 
Additionally, references describing the use of fibroin from the cocoons to produce surgical 
materials from the processed cocoon materials were identified. The AllergenOnline.org database 
at the University of Nebraska-Lincoln and the WHO/IUIS allergen nomenclature database only 
identified one allergen ( arginine kinase) from Bombyx mori silkworm. Yet a search of PubMed 
suggests there may well be 3 other allergens within the silkworm itself, including reports for 
tropomyosin, paramyosin and chitinase proteins. Published reports were examined to understand 
the evidence and the protein sequences of implicated materials. 

There are gaps in the knowledge ofbioinformatics methods that might accurately predict 
possible risks of allergy. Our previous bioinformatics study used AllergenOnline.org version 20 
and the NCBI Protein database in April 2020. If matches of>35% identity are found compared 
to the AllergenOnline.org database, it is important to evaluate the proteins further and possibly 
do serum IgE binding tests. No risks of food allergy were apparent although there were minor 80 
amino acid sliding window matches for two of the proteins that were considered further. 

Cambridge Crops had protein materials from pupae, cocoons, and processed fibroin as well as 
their intended food coating product, called Mori Silk, tested for residual allergenic and putative 
allergenic proteins. The identification of potential allergens described in this report was used to 
focus the analysis of proteins that was performed by the proteomics lab at Harvard and was also 
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analyzed by Dr. Philip Johnson of the Food Science and Technology Department at the 
University of Nebraska. The targeted proteins and the results of the tests are described here. 

In addition to the above, I understand that a representative of the FDA CFSAN suggested that the 
sequences should be evaluated further with SVM (Server Machine Learning) and Auto-Cross 
Covariance (ACC) predictions to ensure that the previous evaluation was complete. This report 
presents the results of those tests. In addition, Peptide Cutter was used to identify longer 
predicted peptides following pepsin digestion of the four proteins for pH 1.3 and pH 2, and 
compare those peptides with the bioinformatics tools. 

There have been a few different SVM or similar evaluation methods developed and published 
since 2006. All of them rely on the database of protein sequences considered to be allergens and 
other proteins assumed not to be allergens. The Algpred database allows the user to submit their 
sequences under different algorithms however, there has not been validation and no clear 
explanation of the tool or interpretation of the output. The most thorough recent SVM, 
AllergenFP 1.0 was developed at a university in Sofia, Bulgaria and was tested by me to 
complete this study. Notably, AllergenFP 1.0 uses auto-cross co-variance (ACC) transformation. 
None of those methods have been robustly tested to validate predictions against serum IgE tests 
or biological assays. An important aspect is that each website depends on selection of the 
allergens and non-allergens used in the evaluations. The websites of the bioinformatics tools 
were evaluated along with associated publications. And a final bioinformatics tool, AllerCA TPro 
that includes using five databases in combination (with inclusive dates) was tested and results are 
similar to those from AllergenOnline.org. The predicted peptides from Peptide Cutter did not 
provide better risk assessment than using full length proteins as discussed here. Results of the 
full investigation are included here. 

In conclusion from this evaluation, I fmd there are no added risks from the fibroin proteins from 
Cambridge Crops (Mori Silk) based on these additional searches. Predicting peptides from 
pepsin digestion and re-evaluating significant length peptides against either the 
AllergenOnline.org database or the alternative databases did not alter the prediction. 
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Abbreviations and Definitions 

aa Amino acid 
AK Arginine kinase 
AOLv20 http://www.AllergenOnline.com/ database version 20 
Arah2 Arachis hypogaea 2S albumin from peanut that is a major allergen of 

peanut 
BLASTP Algorithm used to find local high scoring alignments between a pair of 

protein sequences (using databases on Entrez) 
CT Chitinase 
EntrezNCBI A public genetic database maintained by the National Center for 

Biotechnology Information (NCBI) at the National Institutes of Health, 
Bethesda, MD. Protein entries in the Entrez search and retrieval system 
are maintained by the NCBI of the National Institutes of Health 
(U.S.A.) 

FARRP Food Allergy Research and Resource Program, University of Nebraska 
FASTA3 Algorithm used to find local high scoring alignments between a pair or 

protein sequences (using the AllergenOnline database) 
GI A unique identification number assigned by NCBI to each sequence in 

the database 
PM Paramyosin 
PubMed A public information database of scientific journal articles and abstracts 

maintained by the National Library of Medicine, National Institutes of 
Health (U.S.A.) 

TM Tropomyosin 
TR Thioredoxin 
8mer Exact word search for segments of eight amino acid matches between 

the query protein and proteins in AllergenOnlin.org 
80mer Sliding window of 80 amino acids of query protein are compared to 

AOL v 20 by PASTA 
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1.0 Introduction. Silkworm (Bombyx mori) is a Lepidopteran moth that has been cultured for 
nearly 5,000 years to produce cocoons made from the silk fiber secreted by glands in the 
immature larvae that is used to cover the body as it prepares to metamorphize to adulthood. 
Pupae of the silkworm have been consumed by humans in China for more than 2,000 years. 
However, there are at least five reports of anaphylaxis following consumption (Feng et al., 
2018). Most consumers do not experience allergy from consuming the pupae as identified 
using keyword searches in PubMed in March 2020. Additionally, the pupa of silkworm is 
not known to cause toxic responses for consumers. 

Generally, the silk fibers are predominantly made of polymers of fibroin proteins bonded 
by adhesive sericin proteins (Inoue et al., 2000; Zhang et al., 2015). The cocoon itself is 
made in layers of silk fiber from specific glands in the pupae and the composition of the 
layers differ a bit in protein composition (Zurovec et al., 1998; Zhang et al. 2015). As 
described by Rockwood et al. (2013), silk fibroin is isolated from raw silk of the cocoons 
by a process of physically removing the pupae, then boiling the cocoons to remove most of 
the sericin and then denaturing the fibroin proteins (heavy chain and light chain proteins) 
and finally forming gels under controlled conditions to form a variety of surgical constructs 
or even a soluble coating for perishable foods (Marelli et al., 2016). 

Based on literature searches, it is clear that processed silk from the cocoons of Bombyx 
mori has been used to produce surgical implant devices and sutures that remain safely in 
human recipients for years without allergic reactions or other adverse health effects. 
Certain silk implants have caused short-lived inflammatory responses, such as 
subcutaneous silk-gels (4-week inflammatory response) and woven silk meshes (7-day 
inflammatory response) (Thurber et al., 2015). This inflammatory response is not expected 
to be relevant to Cambridge Crops' application of ingested proteins. The process of 
forming edible coatings for fruits, vegetables, and other perishable food items as described 
by Marelli et al. is roughly the same process Cambridge Crops uses to isolate the firoin 
proteins (removing the pupae, boiling the cocoons, denaturing the fibroin proteins to make 
them soluble). The proteins in this solution includes primarily heavy chain fibroin, light 
chain fibroin, fibroin P25 and sericin (Dong et al., 2013). 

The purpose of this study is to provide the target proteins that are to be used to identify 
possible allergenic proteins in the final fibroin powder used to coat edible foods. Searches 
were performed to identify the proteins in the pupae or in silk that have been identified as 
having any potentially allergenic properties. Furthermore, this study was conducted to 
compare proteins that have been identified as being present in fibroin to those of known 
and putative allergens using guidelines of the CODEX Alimentarius Commission for 
genetically modified plants to identify possible risks (Codex, 2003 as modified and re­
published in 2009). Aalberse (2000) provided the basic argument for this cutoff that was 
accepted by CODEX. Examples of this approach are outlined for a genetically modified 
mustard (Siruguri et al., 2015) and a GM banana (Jin et al., 2017). In addition, a search 
was performed for possible toxic proteins in the species Bombyx mori. The Codex 
guidelines recommend looking for proteins with more than 35% identity to segments of 80 
or more amino acids of allergens or putative allergens. Since the www .allergenonline.org 
database may not have every possible allergen identified, an additional search of the 
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complete protein database ofNCBI using BLASTP searches looking for high identity 
matches to "allergens" or "allergenic proteins" is used as a double check. 

I understand that representatives of FDA CFSAN asked for additional searches of the 
proteins using SVM computer prediction methods and to use predicted proteins from 
pepsin digestion in the searches. The Peptide Cutter of Expasy Tools was used for 
predicting possible residual peptides. Whole proteins and predicted peptides were used to 
search specific databases as well as AllergenOnline. Some additional control proteins 
including ricin from caster bean and a partial Ara h 2 protein of peanut were used to 
evaluate the database searches as a double check on the systems. 

2.0 Purpose. The purpose of this study is to perform an evaluation of the potential 
allergenicity and toxicity of the fibroin protein product developed by Cambridge Crops, 
Inc. 

3.0 Methods. The evaluation for potential food risks typically includes a careful search of 
scientific literature for relevant peer-reviewed studies to evaluate the safety of the gene 
donor as well as the safety of the proteins encoded by any transferred genes. In addition, 
computer searches (bioinformatics) are used to evaluate the potential similarity of the 
encoded protein to any known allergen or toxin by comparisons to those in appropriate 
databases. 

3.1 Scientific literature search strategies. The PubMed database 
(http://www.ncbi.nlm.nih.gov/pubmed ) maintained by the U.S. National Library of 
Medicine was used as the primary data source for scientific literature on allergy and 
toxicity. The primary question is whether the source of the gene is a common cause of 
allergy or toxicity. The data (authors, publication, date and abstracts) from searches 
were saved to files for review. All publication abstracts were manually reviewed and any 
likely relevant publications suggesting adverse health risks were investigated further by 
reading the journal articles. 

3.1.1 Search for allergenicity. A search was performed using the terms "Bombyx 
mori'' AND "allergen" as well as "allergy". The searches were repeated with the 
terms "silkworm" AND "allergy" and replacing "allergy" with "allergen". These 
searches are expected to include Bombyx mori pupae, Bombyx mori cocoons, and 
any other component of Bombyx mori silkworms. 

3.1.2 Search for toxicity. A search was performed using the terms "Bombyx mori" 
AND "toxin" as well as "toxic". The searches were repeated with the terms 
"silkworm" AND "toxin" and replacing '"toxin" with "toxic". These searches are 
expected to include Bombyx mori pupae, Bombyx mori cocoons, and any other 
component of Bombyx mori silkworms. 

3.2 Amino acid sequence of query proteins. The four primary proteins in fibroin: fibroin 
heavy chain, fibroin light chain, P25 and sericin protein amino acid sequences were used 
to search for identity matches to allergens and for toxins, and the sequence of Ber e 1 
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from Bertholletia excelsa was used as an allergen control, and the complete ricin protein 
from Ricinus communis was used as a control for the toxin searches with the sequences 
shown in Table 1. 
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Table 1 Amino acid sequences of the native Fibroin proteins. The Fibroin heavy chain, Fibroin light chain, P25 and sericin 
were compared to allergens in AllergenOnline.org version 20. Sequences shown in this table were used in the bioinformatics 
searches for allergens and toxins. A positive control for allergen is Ber e 1. A positive control for toxin is Ricin, which was also 
tested by prediction for allergy. A partial (77 amino acid) sequence of peanut allergen Ara h 2 was also used as a control. 

Gene source 

Common name of 

Lalin name 

Protein name 

Protein length (aa) 

101:# 1 

Protein sequence (supplied by IITA and confirmed as matching the NCBI entries for the GI#) 

Underlined segment is the probable signal peptide 

Silkworm 

Bombyx mori 

Fibroin heavy 
chain 

5263 amino acids 

NP 001106733.1 

>NP_D01106733.1 fibroin heavy chain precursor [Bornbyx rnori] 
MRVKTFVI LCCALQYVAYTNAN I NDFDE DYFGSDVTVQSSNTTDE IIRDASGAVIEEQITTKKMQRKNKN 
HGI LGKNEKM I KTFVITTDSDGNESIVEE DVLMKTLSDGTVAQSYVAADAGAYSQSGPYVSNSGYSTHQG 
YTSDFSTSAAVGAGAGAGAAAGSGAGAGAGYGAASGAGAGAGAGAGAGYGTGAGAGAGAGYGAGAGAGAG 
AGYGAGAGAGAGAGYGAGAGAGAGAGYGAGAGAGAGAGYGAGAGAGAGAGYGAASGAGAGAGYGQGVGSG 
AASGAGAGAGAGSAAGSGAGAGAGT GAGAGYGAGAGAGAGAGYGAAS GTGAG YGAGAGAGYGGASGAGAG 
AGAGAGAGAGAGYG TGAGYGAGAGAGAGAGAGAG YGAGAGAGYGAGYGVGAGAGYGAGYGAGAGSGAASG 
AGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGTGAGSGAGAGYGAGAGAG 
YGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGAGAGYGAGAGAGYGAGAGVG 
YGAGAGS GAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGS GAGVG 
YGAGVGAGYGAGYGAGAGAGYGAGAGSGAASGAGAGAGAGAGTGSSGFGPYVANGGYSRSDGYEYAWSSD 
FGTGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGVGVGYGAGYGAGAGAGYGAGAGSGAA 
SGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGVGSGAG 
AGSGAGAGVGYGAGAGVGYGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAG 
SGAGAGSGAGAGSGAGVGYGAGVGAGYGAGYGAGAGAG YGAGAGSGAASGAGAGSGAGAGSGAGAGSGAG 
AGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGAGAGYGAGYGAGAGAG 
YGAGAGSGAASGAGSGAGAGSGAGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGVG 
AGYGAGYGAGAGAGYGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAG 
VGYGAGYGAGAGAGYGAGAGSGAASGAGAGAGAGAGTGSSGFGPYVAHGGYS GYE YAWSSESDFGTGSGA 
GAGSGAGAGSGAGAGSGAGAGSGAGYGAGVGAGYGAG YGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGA 
GA GSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGYGAGAGAGYGAGAGSGAGSGAGAGSGA 
GAGSGAGAGS GAGAGSGAGAGSGAGAGS GAGAGSGAGAGYGAGVGAGYGAGYGAGAGAGYGAGAGSGAGS 
GAGAGSGAGAGSGAGAGSGAGVGSGAGAGSGAGAGSGAGAGSGAGAGYGAGYGA GAGAGYGAGAGSGAGS 
GA GAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGVGYGAGVGAGYGAGYGAGAGAGYGA 
GAGSGAA SGAGAGAGAGAGTGSSGFGPYVAN GG YSG YEYAWSSESD FGTG SGAGA GSGAGAGSGAGAGS G 
AGAGSGAGAGYGAGYGAGAGAGY GAGAGSGAGSGAGAGSGAGAGS ~AGAGSGAGAGSGAGAGSGAGAGSG 
AGAGSGAGSGSGAGAGSGAGAGSGAGAGYGAGVGAG YGVGYGAGAGAGYGAGAGSGAASGAGAGAGAGAG 
TGSSGFGPYVAHGGYSG YE YAW SSESDFGTGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGA 
GA GYGAGVGAGYGAAYGAGAGAG YGAGAGSGAASGAGAGSGAGAGSGAGA GSGAGAGSGAGAGSGAGAGS 
GAGAGS GAGAGSGAGAGSGAGAGSGAGAG YG AGAGAGYGAGAGSGAG SGAGAGSGAGAGSGAGAG SGAGA 
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GSGAGAGSGAGSGSGAGAGSGAGAGSGAGAGYGAGVGAGYGAGYGAGAGAGYGAGAGSGAGSGAGAGSGA 
GAGYGAGAGAGYGAGYGAGAGAGYGAGAGTGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGS 
GAGSGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGAGAGYGAGYGAGAGAGYGAGAGSGA 
GSGAGAGSGAGAGSGAGAGSGAGAGYGAGYGAGAGSGAASGAGAGAGAGAGTGSSGFGPYVAHGGYSGYE 
YAWSSESDFGTGSGAGAGSGAGAGAGAGAGSGAGAGYGAGVGAGYGAGYGAGAGAGYGAGAGSGTGSGAG 
AGSGAGAGYGAGVGAGYGAGAGSGAAFGAGAGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAG 
YGAGVGAGYGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGVGAGYGAGYGAG 
AGAGYGAGAGSGAASGAGAGSGAGAGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGSGAGAGSGAGAGYG 
AGAGSGAASGAGAGAGAGAGTGSSGFGPYVANGGYSGYEYAWSSESDFGTGSGAGAGSGAGAGSGAGAGS 
GAGAGSGAGAGYGAGVGAGYGAGYGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGA 
GSGAGAGSGAGAGYGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGV 
GAGYGVGYGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGSGAGAGSGAGA 
GSGAGSGAGAGSGAGAGYGVGYGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGSGA 
GAGSGAGAGSGAGAGYGAGVGAGYGVGYGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGS 
GAGAGSGAGAGSGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGSGAGAGSGAGAGSGA 
GAGYGAGVGAGYGVGYGAGVGAGYGAGAGSGAASGAGAGSGAGAGAGSGAGAGSGAGAGSGAGAGSGAGA 
GSGAGAGSGAGAGYGAGYGAGVGAGYGAGAGVGYGAGAGAGYGAGAGSGAASGAGAGAGSGAGAGTGAGA 
GSGAGAGYGAGAGSGAASGAGAGAGAGAGTGSSGFGPYVANGGYSGYEYAWSSESDFGTGSGAGAGSGAG 
AGSGAGAGSGAGAGSGAGAGYGAGVGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYG 
AGAGSGTGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGVGAGYGVGYGAGAGAGYGVGYGAG 
AGAGYGAGAGSGTGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGVGAGYGVGYG 
AGAGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGSGAG 
AGSGAGAGYGVGYGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGSGAGAGSGAGAG 
SGAGAGYGAGVGAGYGVGYGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAG 
AGSGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGVGAGYGVGYGAGAGAGYGAGAGSGAASGAG 
AGAGAGAGTGSSGFGPYVANGGYSGYEYAWSSESDFGTGSGAGAGSGAGAGSGAGAGYGAGYGAGVGAGY 
GAGAGVGYGAGAGAGYGAGAGSGAASGAGAGAGAGAGSGAGAGSGAGAGAGSGAGAGYGAGYGIGVGAGY 
GAGAGVGYGAGAGAGYGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGA 
GYGAGVGAGYGAGAGVGYGAGAGAGYGAGAGSGAASGAGAGAGAGAGAGSGAGAGSGAGAGSGAGAGSGA 
GAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGVGAGYGAGYGGAGAGYGAGAGSGAASGAGAGSG 
AGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGAGSGAASGAGAGAGAGAGTGSSGFGPYVNGGYSGYEYA 
WSSESDFGTGSGAGAGSGAGAGSGAGAGYGAGVGAGYGAGYGAGAGAGYGAGAGSGAASGAGAGSGAGAG 
SGAGAGSGAGAGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGVGAGYGAGYGAGAG 
AGYGAGAGSGAASGAGAGSGAGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGSGAG 
AGYGAGYGAGVGAGYGAGAGVGYGAGAGAGYGAGAGSGAASGAGAGSGSGAGSGAGAGSGAGAGSGAGAG 
AGSGAGAGSGAGAGSGAGAGYGAGYGAGAGSGAASGAGAGAGAGAGTGSSGFGPYVANGGYSGYEYAWSS 
ESDFGTGSGAGAGSGAGAGSGAGAGYGAGVGAGYGAGYGAGAGAGYGAGAGSGAGSGAGAGSGAGAGSGA 
GAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGYGAGAGAGYGAGAGVGYGAGAGAGYGAGAGSGA 
GSGAGAGSGSGAGAGSGSGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGYGAGYGI 
GVGAGYGAGAGVGYGAGAGAGYGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGAGSGA 
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GAGSGAGAGSGAGAGSGAGAGYGAGAGVGYGAGAGSGAASGAGAGSGAGAGSGAGAGSGAGAGSGAGAGS 
GAGAGSGAGAGSGAGSGAGAGSGAGAGYGAGYGAGVGAGYGAGAGYGAGYGVGAGAGYGAGAGSGAGSGA 
GAGSGAGAGSGAGAGSGAGAGSGAGAGSGAGSGAGAGYGAGAGAGYGAGAGAGYGAGAGSGAASGAGAGA 
GAGSGAGAGSGAGAGSGAGSGAGAGSGAGAGYGAGAGSGAASGAGAGSGAGAGAGAGAGAGSGAGAGSGA 
GAGYGAGAGSGAASGAGAGAGAGTGSSGFG PYVANGGYSRREGYEYAWSSKSDFETGSGAASGAGAGAGS 
GAGAGSGAGAGSGAGAGSGAGAGGSVSYGAGRGYGQGAGSAASSVSSASSRSYDYSRRNVRKNCGIPRRQ 
LVVKFRALPCVNC 

Silkworm Fibroin light 
chain 

>NP_001037488.l fibroin l ight chain precurso r [Bornbyx rnori) 
MKPIFLVLLVATSAYAAPSVTINQYSDNEIPRDIDDGKASSVISRRWDYVDDTDKSIAILNVQEILKDMA 
SQGDYASQASAVAQTAGIIAHLSAGIPGDACAAANVINSYTDGVRSGNFAGFRQSLGPFFGHVGQNLNLI 

Bombyx mori 
262 amino acids 

NP 001037488.1 

NQLVINPGQLRYSVGPALGCAGGGRIYDFEAAWDAILASSDSSFLNEEYCIVKRLYNSRNSQSNNIAAYI 
TAHLLPPVAQVFHQSAGSITDLLRGVGNGNDATGLVANAQRYIAQAASQVHV 

Silkworm Fibroin P25 

CAA27804.l 

>CAA27804 . l P25 [Bornbyx rnori] 
MLARCLAVAAVAVLASAGPPSP I YRPCYLDDYKCISDHLAANSKCIPGRGQ I PSQYEIPVFQFEIPYFNA 
TYVDHNLITRNHDQCRVSEFYDNVRTLKTVLTVDCPWLNFESNRTLAQHMSFKEDVVLSFYINGSYPLIR 

Bombyx mori 

Silkworm Sericin 

P07856.2 

LTTVFDKGNNFDLCSAFTFADLAGGLPIFHINPNDQRTAQWLSKDLTLLHIYEREHIFGKRNWLARSFIS 
RTLCDFGCQH 

>sp l P07856.2ISERil_BOMMO RecName: Full=Sericin 1; Al tName: Full=Si lk gum 
protein; Flags: Precursor 

MRFVLCCT LI ALAALSVKAFGHHPGNRDTVEVKNRKYNAASSESSYLNKDNDSISAGAHRAKSVEQSQDK 
Bombyx mori SKYTSGPEGVSYSGRSQNYKDSKQAYADYHSDPNGGSASAGQSRDSSLRERNVHYVSDGEAVAASSDARD 

ENRSAQQNAQANWNADGSYGVSADRSGSASSRRRQANYYSDKDITAASKDDSRADSSRRSNAYYNRDSDG 
SESAGLSDRSASSSKNDNVFVYRTKDSIGGQAKSSRSSHSQESDAYYNSSPDGSYNAGTRDSSISNKKKA 
SSTIYADKDQIRAANDRSSSKQLKQSSAQISSGPEGTSVSSKDRQYSNDKRSKSDAYVGRDGTVAYSNKD 
SE KTSRQSNTNYADQNSVRSDSAASDQTSKSYDRGYSDKNIVAHSSGSRGSQNQKSSSYRADKDGFSSST 
NTEKSKFSSSNSVVETSDGASASRESSAEDTKSSNSNVQS DEKSASQSSSSRSSQESASYSSSSSSSTLS 
EDSSEVD IDLGNLGWWWNSDNKVQRAAGGATKSGASSSTQATTVSGADDSADSYTWWWNPRRSSSSSSSA 
SSSSSGSNVGGSSQSSGSSTSGS NARGH LGTVSSTGSTSNTDSSSKSAGSRTSGGSSTYGYSSSHRGGSV 
SSTGSSSNTDSSTKNAGSSTSGGSSTYGYSSSHRGGSVSSTGSSSNTDSSTKSAGSSTSGGSSTYGYSSR 
HRGGRVSSTGSSSTTDASSNSVGSSTSGGSSTYGYSSNSRDGSVSSTGSSSNTDSNSNSAGSSTSGGSST 
YGYSSNSRDGSVSSTGSSSNTDSNSNSAGSSTSGGSSTYGYSSNSRDGSVSSTGSSSNTDASTDLTGSST 
SGGSSTYGYSSDSRDGSVSSTGSSSNTDAST DLAGSSTSGGSSTYGYSSDCGDGSVSSTGSSSNTDAS TD 
LAGSSTSGGSST YGYSSDSRDGSVSSTGSSSNTDAST DLAGSSTSGGSSTY GYSSNSRDGSVSSTGSSSN 
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TDASTDLTGSSTSGGSSTYGYSSSNRDGSVLATGSSSNTDASTTEESTTSAGSSTEGYSSSSHDGSVTST 
DGSSTSGGASSSSASTAKSDAASSEDGFWWWNRRKSGSGHKSATVQSSTTDKTSTDSASSTDSTSSTSGA 
STTTSGSSSTSGGSSTSDASSTSSSVSRSHHSGVNRLLHKPGQGKICLCFENIFDIPYHLRKNIGV 

Bertholletia 
excelsa 

Brazil nut 

2S albumin 

Ricinus 
communis 

Jack bean 

Chain A and 
Chain B 

Ber e 1 

146 amino acids 

Accession P04403 

>Positive allergen control Ber e 1 
MAKISVAAAALLVLMALGHATAFRATVTTTVVEEENQEECREQMQRQQMLSHCRMYMRQQMEESPYQTMP 

RRGMEPHMSECCEQLEGMDESCRCEGLRMMMMRMQQEEMQPRGEQMRRMMRLAENIPSRCNLSPMRCPMG 
GSIAGF 

Ricin 

576 amino acids 

Accession 
P02879. l 

>Positive toxin control Ricin 

MKPGGNTIVIWMYAVATWLCFGSTSGWSFTLEDNNIFPKQYPIINFTTAGATVQSYTNFIRAVRGRLTTG 
ADVRHEIPVLPNRVGLPINQRFILVELSNHAELSVTLALDVTNAYVVGYRAGNSAYFFHPDNQEDAEAIT 
HLFTDVQNRYTFAFGGNYDRLEQLAGNLRENIELGNGPLEEAISALYYYSTGGTQLPTLARSF IICIQMI 
SEAARFQY I EGEMRTRIRYNRRSAPDPSV I TLENSWGRLSTAIQESNQGAFASPIQLQRRNGSKFSVYDV 
SILIPIIALMVYRCAPPPSSQFSLLIRPVVPNFNADVCMDPEPIVRI VGRNGLCVDVRDGRFHNGNAIQL 
WPCKSNTDANQLWTLKRDNTIRSNGKCLTTYGYSPGVYVMIYDCNTAATDATRWQIWDNGTIINPRSSLV 
LAATSGNSGTTL TVQTNIYAVSQGWLPTNNTQPFVTTIVGLYGLCLQANSGQVWIEDCSSEKAEQQWALY 
ADGSIRPQQNRDNCLTSDSNIRETVVKILSCGPASSGQRWMFKNDGTILNLYSGLVLDVRASDPSLKQII 
LYPLHGDPNQIWLPLF 

Arachis 
hypogaea 
Peanut 2S 
albumin AA 1-

Ara h 2 partial 

77 amino acids 

AAN77576.1 

>Posi tive allergen control Ara h 2 partial sequence 

MAKLTILVALALFLLAAHASARQQWELQGDRRCQSQLERANLRPCEQHLMQKIQRDEDSYGRDPYSPSQD 
PYSPSQD 

77 
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3.3 Sequence database search strategies. The AllergenOnline version 20 
{http://www.allergenonline.org/) and the NCBI Entrez Protein 
(http://www.ncbi.nlm.nih.gov/BLAST/) databases were used as the primary protein 
amino acid data sources and search algorithms for the sequence comparisons for 
allergens and toxins respectively. The AllergenOnline database was updated on 10 
February 2020 and is maintained by the Food Allergy Research and Resource Program 
of the University of Nebraska. Protein entries in the Entrez search and retrieval system is 
compiled and maintained by the NCBI of the National Institutes of Health (U.S.A.). The 
database is potentially updated or modified daily, and therefore the date of sequence 
searches by BLASTP is relevant to the dataset used in the BLASTP searches. BLASTP 
and FAST A3 are unique computer algorithms that provide similar local alignments and 
results if the appropriate scoring matrices and criteria are used. 

3.3.1 FASTA3 overall search of AllergenOnline.org. The primary amino acid 
sequences of the silk Fibroin four proteins and of Ber e 1 were entered in the 
Search Entry query box of http://www.allergenonline.org/databasefasta.shtml. 
The search was performed as Full FAST A version 35.04 with default setting of E­
value of 1, using a BLOSUM 50 scoring matrix. The overall alignment provides 
the most likely estimate of potential allergic cross-reactivity and is unlikely if 
identity matches of less than 50% occur for most of the length of the aligned 
proteins. 

3.3.2 FAST A3 of AllergenOnline.org by 80 aa segments. This short segment search 
with AllergenOnline.org version 20 is based on the recommendation of Codex 
(2003). The rationale is that this might help in identifying structural motifs, much 
shorter than the intact protein, which might contain a conformational IgE binding 
epitope. It should also help to identify potentially cross-reactive proteins that are 
not true homologues of an allergen that have significant local identities that might 
provide an immunological target for IgE antibodies in those with allergies to the 
matched allergen. Only matches > 35% are listed in the output table. The search 
starts at AA 1-80, then 2-81 to the end of the search sequence. The E score is set 
to 1,000 to eliminate limitations of short searching query sequences. 

3.3.3 Exact 8 contiguous amino acid match. The eight amino acid matching searches 
were performed using word search algorithm of the query sequences against all 
proteins in AllergenOnline.org version 20. 

3.3.4 BLASTP of NCBI Entrez without a keyword limit. The BLASTP is available 
on the NCBI Entrez website (http://www.ncbi.nlm.nih.gov/BLAST/). The current 
version is BLASTP +2.10.0 (22 March 2020). A BLASTP search was used 
comparing the Fibroin four proteins and control proteins Ber e 1, and Ricin 
sequences against the entire Entrez Protein database. Since the NCBI removed the 
option for a keyword limit, the entire matched sequences must be reviewed to 
understand potential risks. The purpose of this BLASTP search is to ensure that a 
significant match with a newly discovered allergenic sequence that has not yet 
been entered into AllergenOnline.org is not overlooked and also for toxins since 

000201 



RE Goodman Consulting Cambridge Crops Mori Silk Study No. REG-CC-Fibroin-1 
Page 16 of30 

there is no dedicated single toxin database. Evaluation of the E value, the length 
of the alignment and the percent identity of any identified match is necessary to 
judge the significance of any alignment using BLASTP. Default BLASTP 
parameters were used, with Word size= 6, Expect value =10, Gapcosts = 11,1, 
Matrix= BLOSUM 62, Threshold =21. 

3.4 Peptide Cutter, SVM, and other bioinformatics searches for allergens. At the 
request of the FDA CFSAN we investigated the use of different SVM algorithms and 
websites to provide a different perspective than F ASTA and BLASTP searches. The 
previously available website, AlgPred at the Bioinformatics Centre, Indian Institute of 
microbial Technology (Saha and Raghava, 2006), has not been updated since 2006 and 
therefore was not used. AlgPred has a number of different search strategies that are not 
well explained and scoring and interpretation there are not scientifically reliable. One 
SVM method was published in 2014 by Li et al., (2014) in PLoS One. However, the 
database is not available on the listed web address, thus it could not be used in 2020. 
An SVM website and database called AllergenFP version 1.0 is available and was 
searched (Dimitrov et al., 2014). That website uses two databases, one of "allergens" 
and one of "non-allergens" to score each searched protein using a hierarchy of 
classifying based on the amino acids in close proximity. While that search method was 
used here, close inspection of the databases indicated that their selection of allergens 
and non-allergens is highly biased. Nearly three quarters of the non-allergens are 
human proteins, but some human proteins that are very similar to allergens, such as 
tropomyosin, are not included in either database. In addition, another protein, ricin 
from castor bean (Ricinus communis), is included as an allergen, however it is not in 
any other allergen database and a PubMed search failed to find clear data that it is an 
allergen in humans. Tests were made with AllergenFP database (Dimitrov et al, 2014) 
with the four proteins from silk fibroin as well as the control proteins. In addition, 
peptide fragments of fibroin proteins were predicted by Peptide Cutter using pepsin at 
pH 1.3. Those over 16 AA in length were also tested. The results are listed in section 
4. The AllerCATPro database from Singapore (Maurer-Stroh et al, 2019) which 
include a compilation of five allergen databases and use multiple alignment and 
prediction algorithms was also used to test the four protein sequences from fibroin as 
well as control proteins. Krutz et al.(2019) performed complex comparisons using 
AllerCATPro with predicted proteins from a variety of food sources where the 
proteins used are unlikely to be allergens, based in part on low levels of abundance in 
the foods . The Kutrz et al. (2019) study was a fairly extensive evaluation, but it did not 
broadly test likely food allergens. It is important to note that the F ASTA prediction of 
AllerCA TPro with the 80 AA search also does not test sequences of less than 80 AA, 
similar to the COMP ARE database that it compiled along with four other datasets to 
provide their allergen list. The AllergenOnline.org website is the only database that 
tests proteins less than 80 AA with the same algorithm to identify proteins like the 77 
AA sequence of Ara h 2 for possible matches. Inclusion of the 77 AA segment of Ara 
h 2 into rice is highly likely to cause allergic reactions in peanut allergic subjects who 
have IgE to Ara h 2. 
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4.0 Results and Discussion. The summary results for the PubMed search using the various 
protein sources and search terms, and the amino acid sequences of the Cambridge Crops 
four Fibroin sequences and control proteins Ber e 1 and Ricin are presented. 

4.1 PubMed Searches. The PubMed scientific literature database was searched for 
evidence that the proteins of Bombyx mori (silkworm) are linked to allergy or toxicity. 
The search demonstrated that there is published literature for allergy related to 
consumption of the pupae from silkworm and four proteins (arginine kinase, 
tropomyosin, chitinase and paramyosin) have published evidence of allergy or at least 
IgE binding using sera from subjects claiming allergy to consumption of silkworm 
pupae. However, no evidence was found to suggest that the silk fibroin proteins (Fibroin 
heavy chain, Fibroin light chain, Fibroin P25 or Sericin) are allergens or that they bind 
IgE from allergic subjects. In addition, no evidence was found for toxic proteins from 
the silkworm. There is one report from Thailand that silkworm pupae are sometimes 
contaminated with histamine and that can cause allergic-like symptoms. The results are 
compiled in PDF documents that are shared with Cambridge Crops, Inc. 

4.1.1 Allergen and allergy. The search phrase "Bombyx mori" and alternatively, 
"silkworm" AND "allergen" as well as "allergy" were used to search PubMed for 
evidence of allergy from the protein. 

For "allergen" with "silkworm," 38 references were found. One publication 
described and characterized the presence of the allergen arginine kinase, (AK) 
with UniProt accession Q2F5T5 as an allergen (Liu et al., 2009). One publication 
described tropomyosin (TM) in UniProt accession QIHQ0 as the allergen (Jeong 
et al., 2017). One publication described the identification of both paramyosin 
(PM) UniProt accession B3VTP0 and chitinase (CT) UniProt accession Q869E2 
by 2D-immunoblot using (1) a pool of sera from patients with symptoms 
indicating severe allergy upon consumption of silkworm pupae and (2) mass 
spectrometry to identify the protein sequence, matched to genomic sequences 
(Zhao et al., 2015). A review paper by de Grier and Verhoeckx (2018) discussed 
that paper, however they mislabeled the chitinase as chitin, which is the 
carbohydrate shell of insects and crustacea. The four proteins: arginine kinase, 
tropomyosin, paramyosin and chitinase were used as targets in the proteomics 
evaluation of Harvard Proteomics facility, performed by Dr. Philip Johnson of the 
University of Nebraska-Lincoln. Thioredoxin was used as a control protein by Dr. 
Johnson as it has been identified as a minor allergen, with IgE binding in one 
subject to allergic to moths, using Plodia interpunctella, Indian meal moth 
(Hoflehner et al., 2012). 

A search for "allergens" with "Bombyx mori" identified only 34 papers, otherwise 
replicating the list from silkworm. One paper by Jeong et al. (2016) describes 
characterization of a 27 kDa glycoprotein as if it is an allergen, but their inhibition 
results and the authors' conclusion was that it was not able to inhibit binding and 
thus was not an allergen. 
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A search for allergy using silkworm identified 66 publications. When Bombyx 
mori was used, only 56 publications were found, with essentially an overlap of 
papers. Most publications described case reports of allergy to consumption of 
pupae although there were publications of worker exposure and asthma, or to 
individuals reacting to exposure to "wild-silk" scarves or sweaters. The full text 
articles described "wild-silk" usually as a mixture of silks that were not of 
cleaned, industrial type silk, but more of crude fibers that likely had other 
contaminants. No individual proteins were described for those studies. 

The conclusion of the literature searches indicates that consumption of the pupae 
of silkworms does cause allergy in some consumers, reported mostly from China 
and Japan. The only allergens (IgE binding proteins) that were conclusively 
identified were: arginine kinase (AK), tropomyosin (TM), paramyosin (PM) and 
chitinase (CN). There were no publications indicating allergy to the four proteins 
of the silkworm fibroin product (fibroin heavy chain, fibroin light chain, fibroin 
P25 or sericin). 

Importantly, Cambridge Crops asked Dr. Philip Johnson of the University of 
Nebraska-Lincoln to evaluate the mass spectrum data from Harvard University 
Proteomic facility to determine whether those allergens were present in the 
Fibroin powder product. The protocol is described further in Dr. Johnson's report. 
In sum, Cambridge Crops sent samples of the pupa, the cocoon, and their fibroin 
powder product (which they call Mori Silk) to undergo mass spectrometry. This 
was done to ensure that the allergens identified from pupae of Bombyx mori are 
not present in the cocoon or the fibroin powder product itself. 

While the four allergens were identifiable in the sample of the pupae, there were 
no allergens that could be conclusively identified in the cocoon sample or in the 
samples of fibroin powder. 

To be more precise: TM, AK, CN and PM were readily identifiable in the samples 
of pupae, there was a single peptide of TM identified in a single powder sample. 
However, a single detection of one peptide in a sample is not sufficient to be 
considered a "positive identification" under the commonly accepted Human 
Proteome Organization (HUPO)-Proteomic Standards Initiative. 

4.1.2 Toxicity. A search of PubMed using the protein name "Bombyx mori'' or 
"silkworm" AND "toxin" or "toxic" did not identify any proteins as having toxic 
reactions to humans or other mammals. The only report of toxicity was reactions 
to histamine by consumption of silkworm pupae that have residual, heat stable 
compounds, presumably due to bacterial contamination (Chomchai and 
Chomchai, 2017). The conclusion is that there are no reports of toxicity from 
preparations of silk fiber or from the proteins in Fibroin. 
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4.2 Sequence comparison of Fibroin four proteins and control proteins. The amino acid 
sequences of four silk proteins that dominate silk structure of natural Fibroin were 
searched in AllergenOnline.org, NCBI Protein by BLASTP and in other sequence 
databases with different algorithms. Control protein sequences were also tested 
including the allergen Ber e 1, a 77 AA partial sequence of the peanut allergen Ara h 2 
and a non-allergen Ricin are listed in Table I. These were compared to all known and 
putative allergens in AllergenOnline.org version 20 using a full-length F ASTA 
alignment search and a sliding window of 80 comparison as well as an eight contiguous 
amino acid match. The BLASTP search was performed against the NCBI database 
without a keyword limit as the public website no longer recognizes limits. Other 
websites that were searched focused on AllergenFP version 1 and AllerCATPro. It is 
important to note that sericin is of very low abundance in the fibroin powder based on 
production steps, and that is backed up by the proteomic assay of fibroin powder. Since 
FDA CFSAN requested searches with predicted peptides > 16 AA from the Expasy tools 
Peptide Cutter algorithm using Pepsin at pH 1.3 and Pepsin at pH 2, those were 
calculated and because of the longer predicted peptides from pH 1.3, those were also 
searched in AllergenFP, which is an SVM program. 

4.2.1 Full length FASTA3 vs. AllergenOnline.org with the four Fibroin proteins. 
Results of the full-lengthFASTA3 searches of the Fibroin proteins are presented in 
Table 2. None of them produced any identified matches of>50% identity over any 
extended AA length, with any allergen with an E score less than 1. The low identity 
matches to the two putative (unproven) allergens does not raise concerns of 
potential cross-reactivity (Aalberse, 2000; Goodman, 2006; Goodman et al., 
2008). 

4.2.2 Full length FASTA3 vs. AllergenOnline with Allergen Positive Control Ber e 
1. Results of the full length FASTA3 searches of the Ber e 1 protein against 
AllergenOnline.org version 20 identified a 100% identity match to Ber e 1 as 
expected, and more than 15 alignments with other putative or proven allergens. 
Some of these matches were more than 40% identity, but 138 or more AA, and only 
two proteins to Hazelnut (Cory/us avellana), allergens were found at >40% identity. 
Scoring results for the Ber e 1 showed one alignment to itself, Ber e 1, with an E 
score of 8e-20 and 100% identity. Matching patterns such as that would require 
serum IgE tests using sera from subjects allergic to the matched sources as some 
would likely demonstrate IgE cross-reactivity. 
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Table 2. Full-length FASTA3 alignments to AllergenOnline.org version 20, with 
highest scoring 3 alignments shown. The identity, E scores, Identity % and AA length of 
the alignment are shown. Control, Ber e 1 showed significant matches as did the 77 AA 
of Ara h 2.02 while Ricin showed no matches. 

Fibroin Heavy Chain-5301 AA 
Identity of match Escore ID% Lenfth of alienment 

GI:27806257 Collagen l.9e-26 26.1% 1082AA 
GI:71084277 HMW 5.3e-ll 25.7% 654AA 
gluten 
GI:736319 gluten 1.5e-8 26.1% 710AA 
Triticum 

Fibroin Light Chain - 262 AA 
GI: 1707911 Globin CTT- 0.14 30.8% 78AA 
IX 
GI:155676684 SXP/RAL- 0.98 24.8% 153 AA 
2 
GI: 155676636 SXP/RAL- 0.98 24.8% 153AA 
2 

Fibroin P25 - 220 AA 
GI:51093373 Sol I 1 0.89 26.1% 115AA 

Sericin - 560 AA 
GI:1871444 Gal g 6.0101 5.7e-10 27.9% 330AA 
GI:85701160 Disulfide 0.98e-2 30.8% 104AA 
isomerase 
GI:980951555 Conglutin 0.02 18.8% 415AA 
beta 

Ber e 1 Control Proteins - 560 AA 
GI:112754 2S Ber e 1 4.le-31 100% 146AA 
GI:226437844 2S Corylus 3.Se-11 45.9% 146AA 
avellana 
GI: 1794252 Albumin 7.3e-10 76.1% 138AA 
precur 

Ara h 2 - 77 amino acids 
GI:26245447 Allergen 4.Se-32 100% 77AA 
Arah2.02 
GI:224747150 Ara h 2.01 4.Se-29 98.6% 72AA 
GI:75114094 Conglutin, 8.9e-10 52% 75AA 
Arah6 

Ricin Ricinus communis -576 AA 
No matches NIA NIA NIA 
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4.2.3 Sliding 80-amino acid window FASTA3 vs. AllergenOnline.org database with 
Fibroin proteins. Results of the comparison of the four Fibroin protein amino acid 
sequences were tested against the sequences in Allergenonline.org version 20 (Table 
3). The comparison did identify a few matches for Fibroin and to Sericin may be 
considered significant based on CODEX standards (>35% identity over 80 AA), but 
given the overall short alignments and level of identity matches, it is clear these are 
dissimilar and unlikely to share lgE epitopes for productive binding and stimulation 
of cross-reactive IgE binding and resulting allergic reactions. The low identity 
matches of the level seen in these alignments does not raise concerns of potential 
cross-reactivity (Aalberse, 2000; Goodman, 2006; Goodman et al., 2008). 

Details of the sixteen allergens from AllergenOnline.org version 20 were found to 
have identity matches of >35% over 80 or more amino acids as seen is Table 3. A 
detailed analysis was performed looking at individual alignments for each of the 
16 allergens to determine where in the 5263 AA of Fibroin matches were 
occurring and to evaluate the apparent sequence homology. Surprisingly the 
matches were all from the repetitive long internal segment of Fibroin with semi­
repeated AA (GAGSGAGAGSGAGYA with occasional P. E and L). It was rare 
to see three or four AA identity matches in a row, and not uncommon to have 
gaps of matches or gaps in sequence of from one to four AA. The details of 
individual segment alignments are shown in Annex 2. The Sericin protein had 
two matches (Gallus gal/us Gal g 6 and Fusarium culmorum helix-loop-helix 
protein) that were very low in overall identity (29% and 22% respectively), but 
above 3 5% identity over 80 for short segments. The detailed alignments are not 
shown as the E scores for each were larger than 1,000 and considered irrelevant. 

Table 3. Sliding 80mer alignments ofFASTA3 to AllergenOnline.org version 20, with highest 
scoring 3 alignments shown. The identity, E scores, Identity% and AA length of the alignment are 
shown. Ber e 1 showed clearly significant matches. Fibroin heavy chain had matches over 35% ID 
but considering the overall length they are not likely to be cross-reactive. Sericin had one match 
over 35% ID but considering the length of the alignment and overall identity, it is unlikely to be 
important. The Ber e 1 control protein matched itself 100%, the 77 AA-Ara h 2.02 matched itself 
with 96.3% adjusted identity and Ricin did not have any matches. 

Fibroin Heavy Chain- 5301 AA 
Identity of match Best 80mer 

%ID 
# 80mers >35% ID 

out of 5222 segments 
of 80 AA in Fibroin 

Overall ID% 

GI:291482310 Ragweed 
Art v 1 pollen homologue 

45% 4358/5222 37.9% 

GI:291197394 Ragweed 
Art v 1 pollen homologue 

44.4% 3442/5222 42.4% 

GI:285005079 Ragweed 
Art v 1 pollen homologue 

44.4% 3442/5222 40.7% 

GI:291482308 Ragweed 42.5% 3392/5222 40.7% 
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Art v 1 pollen homologue 
GI:817033923 41.3% 1549/5222 37.8% 
Parthenium hysterophorus 
pollen allergen 
GI:27806257 Bos taurus 38.2% 119/5222 26.1% 
collagen alpha-2 
GI:240254 706 Glycine 37.8% 5/5222 26.3% 
max seed biotinylated 
protein 
GI:56550550 Cryptomeria 37.5% 74/5222 37% 
japonica chitinase 
GI:168576 Zea mays 36.6% 48/5222 36.4% 
phospholipid transfer 
protein 
GI: 193507493 36.2% 5/5222 24.7% 
Cochliobolus lunatus 
subtilisin like protease 
Gi:260401081 Zea mays 36.2% 84/5222 30.8% 
chitinase 
GI:323575361 Anisakis 36.2% 10/5222 28.6% 
simplex Ani s 11 allergen 
GI:71084277 HMW 35.8% 13/5222 25/7% 
glutenin 
GI:116329 Zea mays 35.7% 5/5222 33.7% 
endochitinase A 
GI:21751 Triticum 35% 2/5222 25.4% 
aestivum HMW glutenin 
GI:21779 Triticum 35% 2/5222 24.8% 
aestivum HMW glutenin 

Fibroin Light Chain - 262 AA 
No matches No matches No matches No matches 

Fibroin P25 - 220 AA 
No matches No matches No matches No matches 

Sericin - 560 AA 
GI:1871444 Gal g 6.0101 46.2% 64 27.9% 

Ber e 1 Control Proteins - 560 AA 
GI:112754 2S Ber e 1 100% 94 100% 
GI:226437844 2S Corylus 51.2% 92 45.9% 
avellana 
GI: 1794252 Albumin 48.8% 79 42% 
precur 

Arah2 - 77 AA 
Gl:26245447 Allergen 96.3% 77 100% 
Arah 2.02 
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Ricin - Ricinus communis-576 AA 
No Matches NIA NIA NIA 

4.2.4 Eight amino acid match search. Some countries still require a search for any 
exact match of 8 or more contiguous amino acids between the GM protein and any 
known allergen even though the criteria have not been shown to be predictive. In 
addition, 8mer matches for long proteins, especially with repeating sequence 
segments is unlikely to be useful. This search was performed out of an abundance 
of caution. None of the Fibroin proteins had a match of 8 AA to any allergen in 
version 20 of AllergenOnline.org. The positive Control Ber e 1 did have 139 
matches from the 139 AA proteins as this query sequence is in AllergenOnline.org 
ver 20 database. The results of the 8 AA match did not identify any 8 AA identity 
matches for Heavy Chain Fibroin, Light Chain Fibroin, Fibroin P25 and Sericin to 
any allergens. 

4.2.5 BLASTP of the four Fibroin proteins to NCBI Protein Entrez. The full-length 
amino acid sequences of the four Fibroin proteins were tested using the BLASTP 
search algorithm on NCBI Protein on 22 March 2020. It is not possible to use a 
keyword limit, thus the first I 00 matches were to the most closely related proteins 
that had to be manually visualized to look for allergens or common proteins. 

The BLASTP algorithm would not accept the full-length sequence of Fibroin 
Heavy Chain 5263 AA protein. The N-terminal 402 AA ofFibroin Heavy Chain 
was used in the search and only matched Fibroin sequences including the full­
length of NP _001106733 .1 and some partial sequences ofFibroin were matched. 
No other proteins were identity matched. The C-terminal 409 AA of the Fibroin 
Heavy Chain protein was also used and again, matches were to fibroin full length 
and partial sequences. There do not appear to be any other relevant matches to 
this protein in any protein sequences which would include both allergens and 
toxins. 

The Fibroin Light Chain did have matches to many fibroin sequences of various 
Bombyx species and those of many other Lepidopteran species. All matched 
proteins were viewed as homologues of the intended sequence. There were no 
matches to proteins that were labeled as allergens or toxins. 

Fibroin P25, also identified homologues from Bombyx and proteins of other 
Lepidopteran species with high identities and very small E scores. No matches 
were found that were labeled as allergens or toxins. 

Sericin also had matches to many homologous proteins from Bombyx sp. and to 
various other Lepidoptera species. No sequences labeled as allergens or toxins 
were found. 
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The toxin control protein, Ricin, matched many proteins labeled as ricin. No other 
proteins or species were identified with high scoring matches. This demonstrates 
that the BLASP for identifying allergens and toxins was working. 

4.3 Bioinformatics summary for Cambridge Crops fibroin proteins using standard 
CODEX criteria. The literature searches for evidence of allergy and toxicity to 
silkworm and Bombyx mori as well as the Fibroin proteins helps to demonstrate that 
there is no expected risk of allergy or toxicity associated with the Fibroin prepared 
proteins. The AA sequence comparisons of the four Fibroin proteins, three of which 
(Fibroin heavy chain, Fibroin light chain and Fibroin P25) form the majority of the 
powdered product, were searched against known and putative allergen sequences and 
did not uncover matches that suggest any reasonable level of possible risks. 

4.4 Peptide Cutter, SVM and other Bioinformatics searches for allergens. The 
following results go beyond the standard CODEX Alimentarius guidelines of 2003. 

4.4.1 Peptide Cutter predictions. The website https://web.expasy.org/cgi-
bin/peptide _ cutter/, allows amino acid sequences of query proteins to be searched for 
probable peptide cleavages using one, or multiple, proteases. Each of the fibroin 
protein sequences listed in Table 1 were evaluated using Pepsin (pH 1.3) and Pepsin 
(pH 2). Since pH 2 predicts many more cleavages (152 compared to 49 for pH 1.3 
for Sericin), the peptides predicted from pH 1.3 were used to search the SVM system 
(AllergenFP). That provides the largest range of possible peptides for comparison to 
allergens. Since the program does not list the individual peptides, the diagrammatic 
output was manually viewed and peptides predicted to be > 16 AA were selected for 
each of the proteins, using the peptide following the predicted cut toward the amino 
end of the protein, through the amino acid following the more carboxy end for the 
contiguous length to represent the end of the likely peptide fragment. Those peptides 
were then compared to the SVM program in AllergenFP version 1. 

4.4.2 AllergenFP. The AllergenFP website was developed in Sophia, Bulgaria as a third 
version of SVM to evaluate possible allergenicity of proteins. It is dependent to a 
great extent on comparisons of proteins identified as Allergens and those that are 
identified as Non-Allergens. Based on the description in Dimitrov et al, 2014, they 
used designations of the proteins as allergens in the UniProt database, but did not 
evaluate peer-reviewed publications for verification. Approximately three-quarters 
of the Non-Allergens were human proteins, but it does not appear that they included 
any sequences that are similar to allergens from other sources, like tropomyosin. The 
algorithms are described in the Dimitrov et al., 2014 paper, although it is not clear 
how the searches have been validated. I used the full-sequences of the four fibroin 
proteins in this search, as well as peptides of> 16 AA that were predicted by Peptide 
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Cutter for Pepsin at pH 1.3. Scoring is based on calculated Tanimoto Similarity Ind, 

with 1.0 equaling 100% probability of correctly identifying the protein as an 

Allergen or a Non-Allergen. Individual best matched proteins are shown by 

UniProtKB accession number. Those were viewed and recorded in an Excel File 

(Supplemental File 1 ). It is clear that some issues are obvious, the toxin protein Ricin 

of Ricinus communis are listed as an allergen in the database. No other allergen 

database lists this protein as an allergen. Looking at scores of the whole protein 

sequence vs. peptides from the Peptide Cutter showed great differences, with the 

designation of the full-length proteins as Non-Allergens, yet a number of predicted 

peptides were designated as "Allergens" by the scoring system. It is not at all clear 

how these results could be evaluated. Interestingly the four fibroin proteins were not 

evaluated as allergens by the CODEX Alimentarius guidelines based on 

AllergenOnline.org searches. 

4.4.3 AllerCATPro searches. AllerCATPro combines "allergenic" sequences from five 

databases as discussed by Maurer-Stroh et al., 2019. The algorithm includes 

evaluation based on CODEX criteria, however, there is a strict limit to the query 

protein length at 80 AA. In addition, there is a 3-dimensional evaluation that is not 

fully explained for predicting 3-dimensional potential epitopes. There are claims of 

very high predictive values. The database includes proteins that are judged as 

allergen by the WHO/IUIS Allergen Nomenclature database that does not require 

clinical proof of allergy. It includes allergens from AllergenOnline.org and from 

COMP ARE, as well as the Allergome database. It includes protein sequences that 

are listed as "allergens" by the UniProt database. So far only the AllergenOnline.org 

database provide clear descriptors of allergy, and as explained by Goodman et al., 

2016, there are proteins identified as only having IgE binding and those that also 

have demonstrated biological activity (skin prick tests or basophil activation). By 

limiting the sliding 80mer evaluation to query proteins of 80 or more amino acids, 

they miss possible proteins like the 77 AA segment of Ara h 2 that includes multiple 

IgE epitopes and could cause clinical reactions. Clearly the AllerCATPro databased 

score is similar to AllergenOnline.org for most proteins. Ricin was seen as weak 

evidence of allergenicity. Ber e 1 was predicted as having strong evidence of 

allergy. Fibroin heavy chain was predicted to have no evidence of allergy, as was 

true for fibroin light chain, P25 and Sericin. Full-length Ara h 2 was judged as 

having strong evidence of allergy while the 77 AA asparagine end of Ara h 2 was 

judged as having no 80 AA acid match, but did indicate strong evidence based on 

overall FASTA and 3D epitope prediction. Thus, the AllerCATPro has some 

limitation of predictions, but is more in-line with AllergenOnline.org. 
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5.0 Conclusions 

In using the criteria recommended by the Codex Alimentarius Commission for food 

safety (2003 and 2009), I find that there are no added risks from the consumption of 

Cambridge Crops' Mori Silk fibroin proteins that are expected to be used for food 

preservation. Clearly a strict application of the rule of >35% identity over 80 AA would 

lead to a conclusion that serum IgE tests are necessary, but given the overall low identity 

matches and dissimilarity of proteins, there are no clear risks for those allergic to the 

matched allergens. 

Furthermore, comparisons by SVM and other programs, with and without the use of 

predicted pepsin fragments, do not provide information that shows any additional 

possible risks. 
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7.0 Appendix: Allergenonline.org database, version 20 10 February 2020 
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Total Sequences 2,171 
Taxa prote in groups 873 

Species 392 

AllergenOnline vesion 20 

10 February 2020 
Page 1 of 43 

Accession # from NCBI or UniProt 

One manual entry 

-----~_ES~~i!_~¾
First 

Species . I Vers 
Common IUISA Allergen Type I 

Mite __ --+ Aca s 13 Aero Mite 
--+ 

Group Allergenlcity Length Accession GI# 
ion 

I Acarus Aca s 13 -+---~~~ ~."'!.".'_o_~iol0Qic1:1.I 1.e~I 131 ABL09307.1 118638268 
Acarus siro Mite Unassigned Aero Insect Acarus sire Group 4 allergen I lgE but no biological test 517 ABL09312.1 11 B638278 

_ ~cl~nidia __ ~~~u~~ - _ --~~_r~_y__!_<!~ AGC39172.1 Un~_s_~.i~_ed ____ !:_~~~~ant .. .~c.t!,:i_idia_ ~~uta ~-i~elli~ _ t·- 213 _ :--~~ .b~.!_~~J.o.la_S!!~~~ t~s~ -- 441482362 14 

____ Aclin~~ia _argula___ ___ - - ~~!dy __ ~iwi 213 AGC39173.1 ::~~!i::-r ~: 
- A:~~i:i~:~i;eu~:i;- Har:~l(j.,; __ _ ~ .t 

[ Unassigned _ . !_~~-d Pla~t _ i ___ J\~nidia~rgu~ ~i_wel_lin_ __lgE .b~!-~~-t:!':_!o~_ic~~~e~t 
213 AGC39174.1 

9 1~ -~u--~n-:a-~s-;sJi~neee_:d. . ;::: ::~ ---- -j-- --Aciinid~~n~:~•;~~: ~7~1~;;idi;; · .. 1~f::~t:s::~~l~i:: ~r~+ P00765.4 190356935 . 9 
19 t ~360 

360 BBA63994.1 
::::~:::: ::~:~::: 1------ ~: tl AcAt.ccts-~_-01,002 -~ ~F-:o--~0-·d:~p:1~.-~n~t-~ -i- Actin~i:ti:i~;J,;c;rt~ftinidin~~~ ! -~n:~:-::::Iif:~:; :~: I 

15 T P65204.1 ::_ ~3::5~~~,2: ::-
A~ti~di;~hi~e-nS~ -- Kiwi ---,--,- Actinidi8 -Aci~5' ki;....;mn r ···1gE·b~t-;:;~ "bi~~Qi~;i· t~St" 213 AGC39168.1 441462354 14 

Actinidia chinensis Kiwi _ __ 1 Act c 6.0101 Foo_di!~nt _ r- Actinidia Act c 8 Act d 8 PR-10 l~_E but no bioloQical tes_t__ ____ 15_9 

r---
CAM31906. 1 261552696 11 

Actinidia chinen,is Kiwi I Act d 12 0102 Food Plant Actinidia Act d 12 

1-
lgE plus basophif+ or SPT+ 462 ABB77213.1 82469930 16 

Actlnidia chinensis Kiwi I_ -~~~~~-~~-~- ,----- - Food Plant -- - A~~~,,~~•a_Act d 2- t~au!Tla§~_l1ke protein-_~ 1QE plu~~8ji_~+ or SP_T+ ~o - _P839~f f - - - ·se064399 7 
Actinid-18 ~-hi~ensis - ---- - Kiwi ~---··U-~~-~signe_d __ .. __ _ 1 ~cod Plant A~~~1~1a A~_!_ d 2Jhaumatm hke protein _ liE __el~_!E_~~o_ph1I+ or SPT+ 22~ _ ~q_39176. 1 441482_~70 14 
Actinidia deliciosa Kiwi Act d 1.0101 Food Plant __ _ Act1mdia Act c 1 Act d 1_Actrmd~n ___ _l.2_E pJus basoph1I+ or SP!:_ _ 3~ __ CAA34486_~ ___ _ 1?984 

- -~~iriidia_deliciosa __ K_i1Ni_ __ LJnassi~ned Foodl:l~I_ __ 
Actinidia deliciosa .. Kiwi Unassigned food Piant rI - - Act1n1dia Act c 1 Act d 1 Act1md1n lgE plus basoph1I+ or SPT+ 380 AAA32629 1 166317 

-t:: 
Act1n1d1a Act~ 1 Act-d 1 Acli~~ - - lgE plus ba&oph11+ or SPT+ - 380 - . A5Hlt1 1-

--~~- --
10 1 1Actinidia :~;::: ::::::::: deticiosa _ f ~: :c~tdd1to~;1- - - -- ~:~f · - -AEti1!tr~:~: ::t:c\~gr - ,~~~1~it.:~~~:i:; ttk- :;- -~-- --~~]dii!·F-

-

-
~806686

- !~;::!:ii 
- 12 

:~ 
Kiwi Act d 10 0101 Food Plant Actinidia Act d 1~_L_TP _l~E_pius bas;;-ptiii:;: ~rSPT..:+:_ I _ _._9~ ~ : -_ - P86f3!2~- : _ .. ~?~~~~!~·s-.=:· 13 

1 1 2 2 
. ~::~_::;: ::::::::: _ ~ _ ~::: _ :;t~d ~ :~\~~- _ --~~~Wi!~{---·· ·· ~~li~~;;1~1:~dAii~~~t :k~i~;;j~in -j .: 1~!~1~~t ;:_._:;~:i:~(;~{.f----~~~ - ;;J:1:~i__ ·· 3/1ol\1[{ -i \
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Actinidia deliciosa ~ ___ Acl d 4.0101 Food Plant Actinidia Act d 4 Phytocystatin _ . _ lgE plus basophil+ or S~ 16 AAR92223.1 40807635 

Actinidia deliciosa __ --· ___ f5iwi Act a 5.0101 __ __ ___ __ food Plant A~t~n~dJ!_~~t-~J..!-_i~_ll~r:!___ ____ __Ii~ ~ut_no_ ~-i?~~~i_c~!...!_':_~l__ 189 P845_~!-1 __ ~~-?..Q._~_3~_ 7 

. ::
Actinidia 

:~~::::~::::
deliciosa 

-~-r _____ 
Kiwi Unassigned 

~~!::t:J- ;:::::~
Food Plant 

F-__-rf
-1 

=-=1t~::::
Actinidia 

-~:~:
Act d 5 kiwellin _lgE but no bial~gical test __ 213 b AGC39164 1 441482346 14 
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AedH aegyptl Yellow fever mosquito Aed a 4 0101 Venom or Sallv~,y _ -- J--~e~_!_S a_e~yptl _Ae~ a 4 alpha 111ucoside!e _____ l~I:_ but no b1olog1cal test __ __5_?~- --~- P_1_3080.1 126713 17 
·-AgrosllSSiba - Bent grass ·· -- - -- Unassigned Aero ~IE!nt __ A~rostls A~r a 1 _ _ ___ _ lgE ~ut no b1olog1ca~ test - i _ 2~ E37396 .. _ -~-?~O§~~~ ~--- ·-· 7 

-]irost,~ ~.1b~ -~ ., _____ Be~t Qr3~~.- -----

I 
1--Una~!9..ned Aero Plant 

-1- ___ 
-· - ~-t~:~·Ain

A9rostis Agra 

9~~ 
1 lgE 

c _ _::~ . 1~::1~~t~:;~~:
but no b1olog1cal tesl -I 35 

l _ 
07M1X7 75!39987 ___ r · 

3:o - 7!!~:~~9 i-; 
7. _ 

--_ A~:~:-:::t~:;;- _,- -- _ B•i11~!5__ ~~·:r~~b~ ~~~=it~~~- 1tl~+ J~t{f;--
- - Alnus glutinosa - - - Alder t .:: 

--f ,
Aln g 4.0101:~- - Aero Plant - -==-= --=-,.l~us_ Aln. ~-4 - - _ !~~..!'!~~ -b-;;•~phu..: or SPT+ . I 65 . . -- CAA76e:ii .1 l_ - 331asii,--- --

Alternalia alternata Fungus _ I_ Alt a 1.0101 Aero Fungi Alternaria Alt a , lgE plus basophll+ or SPT+ 157 AAB47552.1 1642045-- ---

Alternaria altem~~a __ _______ Fun~.us U~~s~i~ei _ ._ _ ___ Aero Fungi - ~~~aria All~-~ _ ---IQ~ plus ~~-s~p~~~-~PT_: _ 115 AAM77471.1 . 21913174 
Alternaria alternate Fungus Alt a 1.0102 Aero Fungi Alternarls Alt a 1 lgE plus basophil+ or SPT+ 157 AAS75297. 1 - 45680B56 
Alternaria alternata F~-~~_! ________ Unasslgned Ae~~ --F-~~~-i. ____ Altemaria Alt a 1 lgE plus basophil+ or SPT+ 133 3VOR A 390980892 13 

Alternaria alternate ______ Fungus Unassigned Aero Fungi _ Alternarla .A.II .. •.~--- lgE plus basophil+ or SPT+ 130 
I 

4AU0::B _ · 506123617 15 

Altemaria alternata Fungus All a 10.01 Aero Fungi Alternaria Alt a 10 ADH tgE but no biological test 497 CAA55071 .2 
-t 

76666767 7 
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Total Sequences 2,171 
Taxa protein groups 873 
Species 392 

AllergenOnline vesion 20 
10 February 2020 

Page 2 of 43 

Accession# from NCBI or UniProt 

One manual entry 

_ 
Species Common --f UISA-~ll~rgen 

rn~: 
Type I 

:~:~:~: ::~:~~;~ ---+ t~:~: _ _ :: : ~ ::: t:: --
FirstVers

Group Allergenicity __ l~~~  
Accession GI# 

-r 
Ion 

Altema_ri::~r:;:a R~~o:~;al BP_~1 h~:~~~t ::.:;~t:1:~t - l -m- ~:::~:-~ 7:365101:098 10 
Altemaria allernata __ _F_~!'~s Alt a 3.0101 __ _ Aero_FLJngi_ __ I A~teman~ Alt ~-~- ~SP I- lg~ but no b1olo].!_c~_l te_!t -1 152 P78983.2 14423730 
Alterna~ia a_)lernat~. __ Fungus _ 1 Alt a 4.0101 Aero ~ungi - Altemana Alt a 4 th1oredox1n I lgE but no b1olog1cal test 436 000002.2 65701160 

_ ~lternaria ~~e.!:~~ta Fungus l Alt a 5.0101 Aero Fungi ~lternarIa Alt ; 5 'i1bosomal~~--- _ [ _ 1~},u! n~ ~1010Q1cal test 113 AAB48041 .1 1850540 -

--- -~-"~!~~-r!~-~!~~~!a_ ___ _Fu!!iUJ ___ ~-=-r-~~H~~-!W-d Aer~u'!_g1 - -=--r--=--r Allemana AU a 5 nbosomal P2 [ _ lgE but no b10\og1cal lest _ _ ~ - P42037.1 1173071 10 
Alternaria alternata _ Fun~~-- - Alt a 6.0101 Aero Fungi Alt~~a-~~-~~a_ ~ -~~-(.1~~~ l~E ~.uJ _no_ b1olo!l!_':_~~ -'~_:i t 438 09HDT3.2 14423684 7 
Alterna~i~ ~!~!...rl_!l_!a __ _ . --~~~~us Alt a 7.0101 ---~1::-r_o-~~-- [ Alternaria Alt a 7 Oavodoxin l~E but no ~!~(C.,~ic~I __ !~~!. _ 204 P42058,1 1168402 
Alie maria alternate fungus Unassigned Aero Fungi r Altemaria Alt a 7 flavodoxin lgE but no biological test 261 OWY50380.1 1213711549 18 

_ 
Alternar ~ ~ 

;;;:_~: 
ia altemata 

::::::::-- :~:~:: 
Fungus 

_ _ ~t 
All a 8 0101 Aero Fungi ---1-Atternaria Alt a 8 (mannitol dehydrogenese) lgE plus basophil+ or SPT+ AA091800.1 37780013 

~ ~~;g0~ _ ::: :~::: Alternan:1:::a~i~:::;~: :~th:~:genase) _ 191::1::, ::s::~::i:I::.: + ~:~ A::~::;: 1 ::::::::: 
15 

Alternaria alternala ____ .Fungus __ Unassigned 1 ~~~ ~~i- Alter~aria Nu~ Transport 2 ____ IQ~ p~~-~ __ baso_p~il~~~ S~! ~ 124 CAD38167.1 + _ 2_.:!_7_~~~~ 

_ ---~~~r~~~i~ alternala __ Fun~---__ Una_ss~gned _ . ___ A:_erE_F_~':~l Alternaria TCTP lgE binding . _ l_gE but no biol~~ical test - --~-- ABl26088.1 112824341 11 
Amaranthus retroflexus Common Amaranth Arna r 2.0101 Aero Plant Amaranthus Arna r 2 Proftin lgE plus basophil+ or SPT+ 1l3 ACP43298.1 227937304 10 
Amaranthus retroflexus ____ Common Amaranth Arna r 1.0101 Aero Plant Amaranthus retroflexus Arna r 1 _ l_gE b~t no. biological test 168 ___ A~2168.:.! .. 914410010 16 
~'"!!~-~~~!~~~~~~~i-~ ___ Short rag~~~ __ _ - ~~~-~_)_-~-~-~-~ :"_ Aero Plant __ i__ ___ -A~~r~sia Amb a 1 _ ~!=_p~_s -~-~-~-~~h!~.~r SP_T+ 396 __ ·---~27759.1 113475 
Ambrosia artemisilfolia Short r~gweed _ _ Amb a 1.0201 Aero Plant ~ - Ambrosia _ArTib a 1__ _ _ lgE plus basophil+ or SPT + 398 P27760.1 113476 

--1:~;;;:~:;;~1:
Ambrosia artemisi~olia 

~~ . 
____ 

:~:~::;~~
Short ragweed 

-
Amb a 1.0301 Aero Plant j 

--=---~-j;~~t~_ :::::::~: -':~~--::::::::::::: 
Ambrosia Amb a 1 - - lgE plus b~soph-il+ ~;si;.r:;:- ----

-~~~~
-

-~~l:f::t~:-1 ~i:~ 
397 

A:!~:::;1 
P27761.1 

:::! 
113477 

7 
Ambrosia artemisiifolia Short ragweed Amb a 1.0501 Aero Plant Ambrosia Amb a 1 lgE plus basophil+ orSF>T+ I 397 AAA32671 .1 166447 11 

Ambrosia artemisiifolia __ Short r~gweed__ Unas~fln_e_d Aero Plant Ambrosi~_~ mb a __ 1 _ __ 

I 
l l~E __plus basophU~ or SPT+ 396 1 CBW30986.1 __ _ ?~~ 2?_8~0 12 

Ambrosia artemisiifolia -~~~a~weed Amb a 1.0202 Aero Plan1 Ai:,,E~~~ a _!imb ~ ~- I lgE plus basophil+ or SPT+ ~1 397 398 c~_~E_~8?_, 1 ___ __ ?.£>2~37812 12 

Ambrosia artemisiifolia Short ra_~wei:,~-- Amb ·a ·1·.0304- Aero Plant Ambrosia Amb a 1 lgE plus basoph~+ or SPT+ CBW3D988 .1 302127814 12 

_!',-~~r~~~ar~~misii~olia . ~hortr~~~~ ---- l -A-~ _; _·1~0~0_5_~ -- AeroPlanl AmbrosiaAmba1 ~=-_iEPl~~isophil+orSPT+ _ 397 _ -~ CBW30989.1 302127816 12 

~~-~-r~s_i~_artemisiifol~~ _ __ --~~~!!_r~~e!~ _ _ ] _Un~_ss~~ned Aero Planl Ambrosia A~_b_~_!--- - ---1 - l~E_pl~s basoph!I+ or S~!!.... __ 397 _ _ CBW30990.1 302127816 12 
Ambrosia artemisiifolia Shor1 ra_gweed __ J _Una~si~-~-~d Aero Plant i Ambrosia Amb a 1 _ l~E plus basoph1I+ or SP'!._+_ 397 CBW30991._~-· - -~0-~127820 12 

Ambrosia artemisiifolia Short ragweed Unassigned Aero Plant -1-- - Ambrosia Amb a 1 lgE plus basoph1I+ or SPT+ 397 CBW30992.1 302127822 12 

-:::::;:;~~~::1;~1::-
~rnb_~~l~rl_emisiifolla _ _ Short ragweed _____ _A!':'~!.!. -0402 Aero Plant I Ambrosia Amb a 1 

~----=-
lgEplus basophil+ or SPT+- 387 CBW30993.1 ___ 

!~!:!;:~: 
3_0~2_78247 

--+--1 A!ba:•;!LJ;~2 - ;::::~: -=_--~[I_.__ __ I 
12 

~~ 
-~rnbros_ia 11rtemisiifolia 

-
- ---

__ 
Short 

:~:~::::~
ragweed__ 

~ 
Amb a 10.0101 - Ae_ri~•n~-:=--- - Ambros

;:::-;:::~::+ 
~A_~-~~ -,o:-_- -

-,=~~t:~::::~~:~
- 1 - -lgE bul~J~biolo~',ca

:::-::::~:
I!!•t_::-.::: 

-=-~1 !f
160 

=! 
-

~::~:::: 
AAX"/7686~1-· 62249491 1 i --1-71_ 

Ambrosia artemisiifolia _____ Short ragweed _ Unass,gned __ _ __ Aero Plant _____ A_1T1bros'!' Af:1b 11_ 4 l •~~!_no b1ol~1cal test 1~-- _ <;:BJ24~86.1 285005079 
. Ambros i11_ 11rt!'!'isiifolia __ _ __ Short_ragweed _ Amb a 4.0101 Aero Plant Ambrosia Amb a 4 j __ .!!!_~ b_ut_no b1olo91cal tost 164 _ _ CBK52317.1 291197394 12 

Ambrosia artemisiifalia Short ragv.-eed 

I 
I Unassigned Aero Plant Ambrosia Amb a 4 I lgE but no biological test 111 CBK62693.1 291482306 12 

Ambrosia artemisiifolia Short ra~,..._ed_ __ 

"f 
Unas~i\l~ed _ _ ___ Aero Plant A_mE_ro~l•_A_rn_l>_'0 _ __ . j' l~E ~ut no _b~o_g_i~II_I _t_e_s_t ___ i _ 140 I Cc_B__ KK6~__ 6___ 9___ 4_~_1___ L ___ 

J_~ 
2___ 9_ 1__ 482_308__ 12 

6 62 6 9 5 1 2 91 482310
Ambr~s~a -~~~~i~~~~- Short ragweed Unassigned Aero Plant --~-~~~s_i~~~~a_4 ___ ____ ll __ ggEEbb_uu _', __ nno_bb·,io1o_gg_·,iccaal teesstt 13_4__ -· _ 12 10 11 96Ambrosia artemisiifolia S~rtr~~ed - u~a~sig/1ed"-- +- Aero Plant Ambrosia Amb a 4 0 0 CBK62697.1 291482314 ~ 12 
Amb~-;~~e~i;iifolia short -~~-~ ;d·- -- - Unas"";ig,,-~d Aero Plant Afflbrosia Amb a 4 lgE but no biological test 110 J CBK626981 291482316 1 · 12 

Ambrosia artemis_ii f~li_a _ _ -- -~ Shoh_o_rtrt ____ r,~.!!"'"~_we ___ e ____ dd ____ · A_Umn_b •• a._6i~.o~e1_0d_1-_ --1-· Aero Plant A~brosia Amb a-4 --- --·1gE- b~t no-·bioio9~1 lest --r . 1~,-5-- 1-c ·1iK62699~ ,- 291482318 12 -
Ambros ia artemisiifolia ~---- ' ' Aero F'lant Ambro~ia A~b- ; 6---- --- 1QE""bui"·no bioJ~Qi~~i-i;si 118 004004.1 - -1428s-s95 - -

1
--
-

7 
Ambrosia artemisiifolia Short ragweed ___ Unassigned ----,;:;~ P~n·t · - Ambrosia Afnbas-pror.lin- - - -- 19E pl~s bas;p·t,~+ or sp,=-;-- --- 133 AAP15203.1 - 34851182 - - 7 

Ambrosia artemi.siifolia Short ragweed Unas.signed Aero Pla~t ___ _ __ . .'~~~~~osia_,\n.:ib a 8 E~~~l!n lgE plus basophil+ or SPT+ 131 AAP15202.1 34851180 
--A~~~..:-Ta:~~__!!'_[siifolia Short ragweed 1 Unassig,,-ed- ~~r~_£>_1~~t__ ~ -r:r,brosia Amb !_~_p_r~filin ·-- ·-· -- ,QEpl~; b~~-~p·t,-il+ or ·sPT+ -- 131- --AAP15201 .1 34851178 -

1
- -
7
7-
 

Ambrosia artemisiifolia Sh~rt~r~ed - . --- i --·-Amb a 8~0101 --- --~~~0 £lent -t - Ambrosia Amb 8 8 pror~in lgE "Pius bas~phil+ or SPT+ 133. AAX77687.1 62i4sso_i __ - -7-
Ambrosia artemisiifolia --~_!l~rt_ra~weed Amb a 8.0102 j --~ e~o Plant 11 _ Amb~osia ~mb a_S pror~in le-E plu! basophM+ or SPT+ 133 AAX77688.1 - 62249512 - i -

---~':!!~_r_!)~i~_art!~~i!~":._ S_~~rt ra~~~~~ --- - U~~~g-n'"ed - Aero Plant 
t---· ~. 

Ambros ia Amb a 8 profil in •. _ __!_[~.e.!~-~ _b~~'?.P_~~}+ or ~PT-t:_ 135 ___ _!>_~~1 ~A_---- 10354~920~- _ ~8 _ 
Ambrosia artemisiifolia _Short_ ragweed __ _ Aumnb •• a_s91gone1 Od1 Aero Pl~~'-=- - - . -~ -~b~~sia _A;.,b "a 8 ~~~-~II~ _ lgE plus basophil+ or SPT+ 134 s~y~=-B 1035439209 18 
Ambrosia artemisiifolia Short ragweed Aero Plant Ambrosia Amb a 9 iQEPiUSba·s~phil+ or SPr+ 83 AAX77684.1 ~ 2249~i10 - - 7 --

Ambrosia artemisiifo~a ~~~ r~_qweed ~~bM a 9 0~~ _ _ Aero Plant _ -- ~ ~r-~~ia Am~ a 9 lgE p_lus basophil+ or SPT+ 83 AAX77685.1 62249481 7 

Ambrosia artemisiifolia Short ragweed Amb a 11 0101 Aero Plant Ambrosia artemisiifolia Amb a 11 lgE plus basophil+ or SPT+ 386 AHA56102.1 558~82540 15 
- Amb~~!~~_en'l"Ts~i!~\i;¥- --short"re!)weed ---- - UnassiQned - - Aero Pi~~t Ambrosia a·rte~isiifolia Amb a 11 -- · - -1QE_pl~s_bas~~hi1+ or "sPr+ 385 .. 1- 5EG~Ji- ___ , 1023176264 17 

Ambrosia artemlsiifolia 
Short ragweed Amb a 3.0101 Aero Plant Ambrosia Amb a 3 lgE plus basophij+ or SPT + elatior 101 P00304.2 416636 
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I 1First Vers 
Species Common IUISA Allergen Type Group --~llergenicity Lengt~ -- __ Accession GI# 

ion 

___ -~ latiorL _ Short ragweed Amb a 5.0101 Aero Plant Ambrosia Amb a 5 Ra5 Amb p 5 lgE plus basoph1I+ or SPT+ 45 P02878.1 114090 

- ~l'!!~.ro-~_i_a_p~ilostac~y~ W_~~te~_~a-~~_d__ _ A:.'!.lb _p 5.01_01 Aero Plant ~~b~osia A_mb_ a_~ -~-~5 ~m~ p_5 ___ - - lgE-plus basoph1I+ or $pr+ - ~ -- 77 I - AAA20065.1 ·-- 5.,-5-9-53--

--~~~r~sia psilostac~y_a ____ vy~st~r~-~~-~~e-~-- Unas~_ill~~d Aero Plant A'!'b_ro~!~.':'~b-a 5 ~-!.~~-~~_p_ ~- - ·- 1?E··p_1us ~as~phiF ·~~}f€f~j 77 AAA200~_!.:1~-- _ 515954 
Ambrosia psilostachya Western ragweed 

t-
Amb p 5.0201 Aero Plant Ambrosia Amb a 5 Ra5 Amb p 5 lgE plus basophil+ or SPT+ I 77 AM20064.1 515955 

Ambrosi11 psilostachya _ _ Western ragweed Unassigned Aero Plan! ---~~~~sia ~-~~ a_~ RsS A:~~-~~- lgE plus basophil+ or SPT+ 77 . _ _ ~0066.1 515956 I 7 

_Ambrosia psilostachya _ ~~-~1-~_!!1_ja9.~j---==+ .. ~~~-~~~~-;d - --+- Aero ~~n! ·-- Ambrosia ~mb ~ 5 ~a.s A~~-p~_ lg~_elus ~as~pM+ o:rSPT+ 77 AAA20066.1 515957 1 7 

A~br~~a-~ -~-~~-- ___1 __ _ Gi~-~t ra_E!_weed Ar:!'~ !.~.:.0101 ·--l· Aero Planl Ambrosia Amb t 5 Ra5G l~~ -~_ut n°-~!ol~!li~~J t!~f~--- 73 P10414 i i __ - 1140-91- - 7 
Amphioclopus fangsiao __ (?ctopu_s _ .l!~-s~~~ed --+- Food Animal 

j_ 
·--~"'.'P~i°-cto~~~-a~~~ ine ki~_se Ii~-bu! -~~ ~io_!_o_gical ~e~~ _ 348 AEK65~ 2_0 _1_=- +=.-E o7_428_~7- 12 

Anacordium occidentale ___ C~she\N _ Ana O 1.0102 __ _F_ood _F'lant _ __ Anacardium Ana o 1 lgE plus_b_aso_phil+ or SPT+_ _ 536 AAM73729. 1 21666498 7 

Anacardium occidentale Cashew Ana O 1.0101 _ fo~d ~~-~~--- ---~ _ Anacardlom Ana o 1 _ __ I~~-p_l~s ~°!s_o_phil+ ~~ §r1: + 538 AAM73730.2 21914823 _ _ !. ._ 
Anacardium occidentale Cashew Ana o 2.0101 Food Plant I Anacerdlum Ana o 2 lgE plus basophil+ or SPT+ f-457· AAN7SB62.1 25991543 7 

Anacardium occidentale Cashew Ana o 3.0101 --F- ood Plant ___ J_ Anacard iumAna o 3 lgE but no biological test 138 AAL91665.1 24473B00 

--~~Ananas ~i c·;m-oSU$____ Pineapple ------=i=A·~·a··ci(J1-()1- -· Aero Plant Ana_':l_~_0n_a_c_. ~-~.ro_m~l~_in precursor _ -1 l_g __ lEg __ ~e_.lbu __ ust _ _bnaos __ ob_.:--ph__i~ •_.~,cao_rlst·•P-T_+ __ [ __ 35.!_ 023791.1 75277440 
~"a-;,,~~!l ___ - _ 10 10 9 51 131 ~jn_~~pple _ __ ·--+~n_a-·c _1:0101 ___ Food Plant _ Ananas_ protilin An~~-~ _ . Q94JN2.1 75306610 10 

A!'l isekj~ F!e~reffii_ P_!rasitic fish -~r~ ___ t _Unassigned Food Animal Anisakis Anis 12 l~E but no ~io~-~!~.1 ~e·~ -- 264 AGC60026.1 -~- -442s77B45 14 

An!sa~is ~~r~f~ i ___ ~-~~a~i!ic_~~~__!t'Orm I __ Unas~i~ne~- -- _ Food Animal Anisakis Anis 12 _IQ~_~ut ~~ bi~-~!cal test 264 AGC60027.1 442577847 14 

Ani~a~s_e~Q.~~!!~ Parasitic fish ~rm r_ ~~~s~~~d _ -~o~~ ~nimal Anis-Skis Anis 12 ! _I~~ _b_u_t .. ~~-~iolo9}~~ test 264 AGC60028.1 442577B49 14 1
Anisakis pegreffii Parasitic fish worm ____ Unassigned Important Worm (parasite) Anisakis Anl s 2 pa·r;~yosin lgE but no biological test 869 AGC60020.1 442577633 14 

. Anisakis simplex Parasitic fish worm 
An_isakis -~implex ~~a~3Silic ~~:h ~r.i.=--1~~-I Anl s 1.0101 __ Foo~ ~i:1\~~-1 Anlsakis Anis 1 protease inhibitor .!~~pl_us bas~.P_hil+ or ~~I: _ 194 Q7Z1K3.1 47605452 

~n~s:SiQ.ned Food Animal TI -- -~~IS3kiS"Ani s 1 ~-r-Ot8as~~fu~~~;- _l~E plus _basophil+_ or ~P!+ 163 AGCS0035.1 
+ 

442577863 14 
Ani~~~~ s!mpl_~~ Parasitic fish worm 1· Unassigned _!='ood Animal _Anisakis Anis 1 protease inhibilor J1;1_E plus basophil+ _or_SPT+ 163 AGC60036.1 442577865 14 
Anisakis simplex ___ Parasitic fish _worm Anis 10.0101 F~_o~ __ Anii:nel i Anisakis Anis 10 I~~ but no_ biological test I 231 ACZ95445. 1 272574376 11 

-_~ n[saktS Sim~1-~~---- -- ~ara~ilj~-~~~ -~r-~--- Anis 11.0101 ~~od A~!~~! __ ..J A~isakis Anis 11 lgE but no biological test r 307 BAJ78220.1 323575361 12 
Anisakis simplex _ !1a~~-~I~ _!'~sh_~rm _ ___ Un_assi~~ed food Anim~I_ I Anisakis Anis 11 _ _ -,g_~ _bu~ ·no_ ~i~l~~ica~~-'!_S-!_ _L 160 BAJ78221 .1 323575363 12 
Anisakis simplex _ 1--- Parasitic fish worm Unassigned Food Animal Anisakis Ani s 11 lgE but no biological test I 287 BAJ78222.1 323575365 12 
Anisa~is simplex __ __ Parasitic fish worm Anis 12.0101 food Animal Anisakis Anis 12 _1_9~ - ~~~~~ ~jol~g~l_test ~ j 295 BAJ78223.1 323575367 12 

_ Anisakis sin:tplex Parasitic fish worm ·- . _ _Y.n_ass~ne~~ ---- - •----Food Animal Anisakis Anis 12 ___ l~~--but !'~ __ bi_olog ical test 1 264 AGC60029.1 442577B51 I 14 
Anisakis simplex Parasitic fish worm Unass~gned · h::~-'-'~-~!:)_i_'!'':11_ Anisakis Anis 12 IJ~E but no_ b_io_lo9ical __ ~~- t' 264 AGC60030.1 442577853 1 14 

A~isakis sim~l~x -~~~a-~i~_~s~~-w~~~- Unassig_ned food Animal -A~i~-akiS.
~
Ani

~i
·
--
s· 1-2 lgE but no biological test 1· --- 264 AGC60031.1 442577B55 4 

Anisakis si~pleJ( ___ --- ~arasitic fish worm An! _s -~~-0_1~_!__ food Animal --~.!'!~~_ki_s ~~ ~J - 19~ b.~~ .. ~o::b~i~i~~~r~e5t- ·- -- - 2_11 _ BAT62430.1 957554293 

l 
473

:7-
Ani~k!~~"!_?~X- Parasitic fish worm Anis 2.0101 Food Animal ____ AnisakJ~ Anis 2 p~ra~yosin lgE bul no _biological test AAF75225.1 84530B6 7 

Anisakis simple}( __ I _ __ Pa~asitic fish worm Unassigned food Animal ~ isekis Ani s 2 paramyosin lgE bul no biological test 869 Q9NJA9.1 4255-9536 - -- g 

.~ni~a~.!_s ~im?~eK --~~~-~~i~~ f~s-~-~~!~-----l~-0101 Food Animal Anisakis Anis_~ t~~~~~~in lgE plus basophil+ or SPT+ 2B4 Q9NAS5.1 14423976 
Anisakis simpleK,___+-_ Parasitic fish worm Unassigned Food Animal 

r ___ 
Anisakis 

__ 
Anis 3 tropomyosin iQE plus ba~OP-hit+-Of sPT+___ __ 2B4 AEa28167."1- -=~so28S785 ll 

An!sakis_si_rnplex Parasitic fish worm Ani s 4,010_1 ___ _ Food Animal ; Anisakis Anl s 4 lgE_plus _basoyhil+ or SPT ~ 14 I PB3885.1 4760539B 

A_ni~~k~ ~2_1~-- ___ P_e_~~~_ilic fish worm _ Unassigned .. F~od Animal - -~~~~~f:-.:'i!_~ lgE_ e.l~s b_~~oph!I~ _o~ SP!+ 115 ~ -- CAK50389.1 110346534 
,_____Ani!a~_is simpl_ex__ _P_arasitic_fish """r~___ Anis 5.0101 Food Animal _ I Anisakis_Ani s 5 SXP/RAL-2 lamily protein _ lgE but_no biological test _1_~:!_ ___ _El~F435~4._1 12130B87B 
__ Anisakis simplex Parasitic fish worm Anis 7.0101 Food Ani~~j=--- - l- ~~!ia~i~-~rii s 7_·U~3-r_e~~~~iz~~-i!!!~rie~-=~~ [9E b~t ~~ ·biCllo~iCaJ lest 1096 ABL77410.1 119524036 

Anisakis simplex Parasitic fish worm Anis B.0101 Food Animal An isakis Ani s 6 SXP/RAL-2 family protein 2 lgE but no biological lesl 150 BAF75681 .1 155676636 
- ----- ----- ----

Anisakis simplex Parasitic fish worm Unassigned Food Animal An isakis Ani s B SXP/RAL-2 !amity protein 2 lgE but no biological test 150 BAF75704.1 1556766B2 
------- ·- --- -

Anisakis simplex Parasitic fish worm Unassigned Food Animal Anisak ls An i s 8 SXP/RAL-2 family protein 2 lgE but na biological lesl 150 BAF75705 .1 
------- --

155676684 
-- -

Anisakis simplex Parasitic fish worm Unassigned Food Animal Anisakis Anis 6 SXP/RAL-2 famlly protein 2 lgE but no biological test 150 BAF75706.1 155676686 
- - ----- --· 

Anisakis simplex Parasitic fish worm Unassigned Food Animal Anisakls Ani s 8 SXP/RAL-2 famity protein 2 /gE but no biological lest 150 BAF75707.1 
---- -----

15S67668B 

Anisakis simplex Parasitic fish worm Unassigned Food Animal Anisekis Anis 8 SXP/RAL-2 famity prolein 2 lgE but no biological test 150 BAF75708.1 155676690 
1---

Anisakis simplex Parasitic fish worm Unassigned Food Animal f Anisakis Anl s 6 SXP/RAL-2 family protein 2 lgE but no biological tesl 150 BAF75709.1 155676692 
----

Anisakis simplex Parasitic fish worm Unassigned Food Animal Anisakis Ani s 8 SXP/RAL-2 family protein 2 lgE but no biological tesl 150 8AF75710.1 155676694 

Anisakis simplex Parasitic fish worm Unassigned Food Animal Anisakis Ani s B SXP/RAL-2 family protein 2 lgE but no biological lest _ _J __ 15o BAF75711.1 155676696 

Anisakis simpl"x Parasitic fish worm Unassigned Food Animal Anisakis Ani s 8 SXP/RAL-2 family protein 2 lgE but no biological test 150 BAF75712.1 155676698 
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Total Sequences 2,171 

Taxa protein groups 873 

Species 392 

AllergenOnline vesion 20 

10 February 2020 

Page 4 of 43 

Accession# from NCBI or UniProt 

One manual entry 

-- I A FirstVers 
~'.:~~--- Common IUl5 Allergen Type _Group _ _ _ ___ __ __ ~l~':'~eniclty . Length ---~c~es~i~~- GI# ion 

Anisakis ~implex Parasi1~fis_h_worm _ -:j" Anis 9.01_01 Food Animal An isakis Anis 9 
~ 

lgE but no biological test 147 ABV55106.1 157418806- J 9 

Anisakis simpl~ Parasitic fish worm ---1 Unassigned --F00d Anim-~I An isakiS ·simP,;~-tropOnin-like _ _ __ -- 19E. but no -biol~9ie&I -teSt .. 161 CAB58171.1 4--- - 6oe_s_7"i~-=I- i "" 
A_~Jh~x~n.!l_u~ _o~~-~J~m ~~et verna_l _Qr~ss_ _ _Unassigned _ Aero Plant -~~!b_~x_a_~ t~uf'!:'l_~nt o 1 _ l~E _!J~!._ ~~ b1olo~~al test- J 26 _ j _ G37396 320607 7 

A~~h-~xanlhu~-~-~~~_tum --~-~etv~_rna~~~~~s --~ ---~ -n~~;_; _igo_~_o_d_, Aero Plant --~t AnthoxanthumAnto 1 .• . ___ l~E-~~~O_?!olog,calte91 ~2 i __ Q7M1X6 7513996_6 _ _ 
Anthoxanlhum odoratum Swe~! v~_l"!"al gra~ I Aero_ Plant _ 11_ __ _ __ Anthoxanthu~-~i:-it_C?_1 __ .. _ _ __ l~E but ~o brolog1cal~I:~ _ 3_! _ Q7M1Y0 _ 7_51_~~Q _ 

t-~ 
7 

____ ~?~~ cer~na __ Indian hcm_eybe! - ] 

l 
· 

_
U~ass

__ 
i9ned _ Ven':>m or Salivary _ _ ~Eis Api ~ _1_ ~~i <!_ 1"_.~p_i c_!. _ lgE plus basophit+ or SPT+ 13-4 A59055 7-435005 7 

Apis cera_na cerana _ . Indian honeybee - _ 

-f--
Apl_d 1 ___ ____ ~enom or Sa~ivary 1 1 _ ~pis -~p_i __ ~ --~-~p_i ~ 1 Api c 1 1_9~.Pl.u~ -~~s~p-~~1-+: or _~PT_• .I 134 . -~K0.93_6!,.! 12058-583 1· 15 

1 __ _:.Aci:P.:::is ~o!.~~t~---- ~iant ho.n~r~~~-- Api d_1.01~1 _ -· t--- _y_e_nom or Sa_l_ivaf)'. .. ~p_!_s_AfJi m _1 Ap! _d 1 A_pi c 1 _ 1_9~ . .e.!~! _basoe_~J!~ ~r SPT+ 134 
1 

Q7M415.1 47117012 7 
Apis dorsals Gtant honeybee I Unassignect Venom or Salivary Apis Api m 4 Meliltin _!_gE but no biological lest 26 P01502.1 12695_5 __ ! _ 7 

Apis me)~ifera__ ___ _ Honey~~e I__ AU~ni_m _1_.0n1e0d1 __ ··vveenn_o_ mm __ o_rr~S••···i'~iv••-ryry __ -· _ Apis Api_ m 1 Api d 1 Api c 1 liE plus _b~_~o_p~!l~--~r ~~!.-t:. 167 P00630.3 ____ 24418862 
1 85519 0 0

~pis_~e~il~ra --~~n~y_b~e 1 .A~is !'Pim !~. ~~~i~ lgE ~ut no bio_l~9_~c-~! !~!~ _ 223 ABF21077,1 94471622 
--- ~pis mellifera ~oney~e~ 1- · Api m·1o~i:i1·01 · - - V~~~ 

.
-~-~-s~iiVal)'- Ae_i s Api m 10 ica_rapin_ .l_gE but no biological test_ 175 1 

i _ 
___ A_~~2 __ 1~~ ~-- 94471624 

·- Apis mellifera _ _ Honeybee _ ~ _pi _':'~0101 [ Venom or Salivary _ J I_ _ ______ Apis Api _m 2 lgE plus basophil+ or SPT+ 362 I 006169.1 565279 

.. f'e!~ -~~l!if~_r~ __ ~_one_ybee .~n~~si~ned _ Veno'!l or Sa~va_ry __ ____ ~pis ~pi m ~ a<?~ ~hospha~s~_ · ·-·-1-Q_E_b~t nO bioiOQic~i"lest · 388 AC125605.1 208342441 10 

~p.is ~llifera_ ~o!'~J-~~ _ _ ~p~ m 3.0101 _v_l!_~~~-~_!_~~~i:i - 1 Apis Api m 3 acid phosphatase --·iggEE-_·bbuut~_-nnoo ·bb. ~o1og: ~,cca~~I it~ J_tt 
0 5 

=·_' _8 }3- · I QSBLY5.1 74835477 12 
1 10109 70Ap is meUifera Honeybee Ap i m 4.0101 Venom or Salivary - Apis ipi m 4.Meiiti;;,-

= ~ t CAA26038.1 5622 

Ap[s memtera _ -~~~~ybee Unassignr Venom or Saliva~ f. Ap_is Api m 4 Melillin lgE but no b1olog1cal test 27 MEHB2 69552 ~ 
--- Apis __ mellifera ____ . Honelbee -ApimS.0101 ~- V~nom or s-:.1;~.ry ='r1 - - ;,;-p;;-Api m ·sdipoptidylpeptidase -~ 

l 
,g~p1~.-b-;;soph1I+ or SPT:':_ __ _79.72~_ .-. -1- NP _001119715.1 

l 
·. _,_ ~j_ial 54_3- f_ 15 

____ Aeis mellifera ... Honeybee _ Api-m6~1i1 .. . - Ven_<>m or Sai,v~ry __ - Apis Api m ii _______ .. lgE but no b1olog1cal test 
i 
I 
-

N_P~001035360.1 94400907 ' 7 

-- -:~t::::::: 
Apis mellifera -~-; --

~}~:;::: 
H__<>"")'b~. ·+-

-- ---
Una~si_!!_ne_d V~nom or Sa~V.!'1._ Apis Ap i m 6______ -_ 1iE but n~ b101og;cal_t_a_s_i_'· f 94 _ABD51779: 1 . - 86770352 l- 10 

Apis meUifera ___ , __ _ - ~~!'~¥bee_ 

--f 
j 

::
Ap1

:
_ 

::;
m ~ 1 

:
-~01 

~m
__ 

-~
1_ 

--t~:::;::::::z
Venom or Salivary 

· · -
_ Apis 

~:::::::::::~::::; 
mellifera Api m 11 1 lgE but no biological test t 416 !"P _00~0.1"!564 -+ 

! ~:::::::::::::: I 1~:o ~~!;~:-~ __ ·.: __ 
.1 

........ ~!:;i:~~-
58585~70 _ 

~t~ 
15 

Apis metlifera carnies ___ -~~-i:'_'!_¥~e.e _ U~~s~!?~ed _ -~~'?-~- ?~-~~vary __ . Apis Api m 10 icarapin lgE but no biological test 12 AHM25036.1 594706629 16 
-Apis ffleilife~ ~mica _____ ---· -~-io~~~~~ i .una~~i~!1ed __ ----Veno"_) or Sali"'.ary 1- A~is-_~pi_~ -1~ -~~pin 19E but no "biotoQicatteSt -- 19 AHM25037,1 594706627 16 
Apis mellifera camica Honeybee ! Unassigned Venom or Salivary Apis Api m 10 icarapin lgE bul no biological test 25 AHM25036.1 594706625 16 
_Apis _mellifera camica - Hor;eybee - -· • ! --u~aSSiQn~d ~~- ·-=-v·en~m _or §a_l_~;,,~~ ·i -·. --- ApiS Api m 10 ica~a-Pin lgE but _no _biol'?Q~I test 41 AHM25035.1 594706623 16 

1 -
_Api~f"!1_~r_a_v_eol~n~. _______ celery___ j . A~i 9_ 1._o_1-0:1 _ ____ Foo~ fJ~~!._~ -- --- Ap~n, Api g -1 -- ______ _ )~_E P._lus b~sop!lil+ _~_r Sf°!"~. 154 p493 72. 1 ' 1346566 
Apium graveolens Celery Ap! _Q_ 1.:0_~~1 ___ t _oo~?l~_nt_ _ __ ---~pium Api_ g 1 _ lgE.plus basoehil+ or SPT+ _ _ 159 P92918.1 ·1 14423646 . 
Apium g~ev~olens - Celery Api g 2.0101 Food Plant Apium Api g 2 lgE plus basophil+ or SPT+ 118 

Apium gra~e-~lens Cele~ _ _ __ Api g 4.0101 ~ood -~ la_~t -----+-
--r' __ 

_Ap_iu~-A~~~ ~ __ ._lgE plus basophil+_o~ S_PT+ 134 . ~~;:;~::_: 2:~:~~;:_6 __ \2 
Apium graveolens Cele~_ _ -~P! [--5:0! 01 Food Plant _ _ Apium Api ~ -5 --~q_~ bu~ no bi~logical test 86 P61943.3 33300920 10 

1
Ap ium graveoleriS-R.iPaCeulYl - Celery Ap i g 6.0101 Food Plant Ap ium graveolens Api g 6 LTP 2 lgE but no biologica l test 67 P66609.1 550540627 15 _Group ____ ------ - -- / 

Arachis hypogaea Peanut ___ Unassigned Food Plant Arachis Agglutinin (lectin) lgE but no biological lest 273 AAB22817.1 253269 
Arachis hypogaea Peanut Ara h 1 Food Plant Arachis Ara h 1 ·- ~ ~E_pl_u~b_asophil+_ or_SPT+ -· 614 P43237.1~ 1166390 7 

__ Arachls hypogaoa .. ~ean_ut ________ ~•_h_1_._tl101 Food Plant ArachisAra h 1 --- --+- 1!,E_plus_~•.so_ehl+ orSPT+ __ 626 _ _ _ P43236.1 . 1_1~6_39_1__ __ 7 
_ _A~chis h~eoQaea Peanut Una_~s~~~-- Food Pla~t. __ Ara~~_!-!~~-1__ lgE plus ~•~~phil+_ o~fl_!:T_+ _ 299 AAT00595.1 46560474 

_ Arachis hypogaea _ Peanut _ Unassigne~ _ Food Plant 

__ Arachis hypogaea Peanut ~n~~sii~~d Food ~la~~---- !~! 
A~~l ~ _hypoQ_aea Peanut Unass_!2ned --~oo_~~~_nt_ _ 

:;:::::;: 
ArachisAra h 

~; 
1 - ·- --

·-
7 
r 

. 

::~}i~:t~:~~::~
l_l!_~lii_i,~;;-ophil+ 

-:
oiSP

~~:t 
T+ __ _ 6~- - -A00536561

~;%~:::·:
-

· r--
312233063-

:-::~~;: _ 12 

Arachis hypogaea Peanut Unassigned 1 . Food Plant 
+- . 

-~;:~~:;~;:::::: ----;:;:;=~ 
Arachis Ara h_1___ lgE plus basophil+ or SPT + 416 

Arachi_s hypogaea Peanut ~ Unassigned Food Plant Arachis Are h 1 lgE plus basoph1I+ or SPT+ 418 j - - JSMH_A 375332427 13 

f~;:~~:~~- 1~- ~::::::~:=· i------ . 13 

Ara~hl.-Ara 12 ·1- 3S7E A 347447566 

h lgE butnobiolog,cal test 71 - - - - B3EwP:i: , 1016736624 . 17 -
l - -- -... rach1s Ara h 13 _ _def ... ~SI!' ____ -~ 

I 
_111ifb~t-no 1>1olo~1cal tes~l -- 7? - -- - COHJZ1.1 - 1018736637 

t-
17 

I___ Arach1s Ara h 13 defens!n __ _ I~~ but no b1olog1cal test __ 79 B3EWP4 1 1016736630-- - 17 
A~~_his hypo~~a__ Peanut Ara h 2.0~0!__ __ ~ _. Food Plant j Arach,s Ara h 2 lgE plus basoph1I+ or SPT + 

j 
1 17 2 AAN77576.1 · 26245447 7 

Arachis hypogaea Peanut Ara a 2 Food Plant _t -- Arac-hlsArahi___ lg_!:p~ sb;~~h~~+o~PT+ f 169 - _ ~~~a~~f 31-322017 I j 
Arachis hypogaea Peanut Ara h 2.0101 Food Plant ~ Arach1s Ara h 2 lgE plus basophil+ or SPT+ 156 AAK96887. 1 !]5418705 1---lo 

___ An1~his hypogaea -1 Peanut _ ___ 1 Unass1gned Food Plant Arechis Ara h 2 l~E ~~us b_a~op~il+ or ~_P,:_+ 158 - ACN6224B.1 24_!~~~s_o_ l i 1_0 
7Arechis hypogaea __ Peanut Ara h 3.0101 Food Plant Arachis_A_ra _h 3 G_l!'_C_i'!i_n_ lgE plus basophil+ or SPT+ 507 .. 1 AAC63045.1 3703107 ··-·---

~ra_c_~is_ h¥p_og_a.ea _ Peanut Ara h 3.0201 Food Plant ____ Arachis Ara h 3 Glycinin lijE plus ba~;,phil+ or siif+· 530 AAD47362.1 5712199 _ L-.7 

~r~chis ~.¥~~~I:!_ Peanut U~ss~n~d _ Food Plant ~rachisArah lGlycinin )iEf?~~-s~~-~!>P._~il_~C?r_SPT+ 538 _ l~~~M-~~~-58.1 1314465 -~ __ 7 
__ Arachis hyp~gaea Peanut UnE1Ss1gned Food Plant . ·---~~~i~ A~~- ~ _3_~lycinin __ lq_~l_us b~s~p_hil+ or Sf:'!+ 219 AAM93157.1 2135348 j 

__ Arachi~_ hyp~gaea Peanul - - I - - ~-~assl~ fled Food Plant -~ra~-~-i~_Ara h 3--~-~y~J~~n _ I lgE plus basophil+ or SPT+ 512 ABl17154.1 12380623 1 
Arachis hypogaea Peanul Unassigned Food Plant Arachis Ara h 3 Glycinin --1 ""iQfP1~s·bas0Phil+ ~~-SPT~-- 530 ACH91B62.1 19973·2457 j 10 
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First Vers 
Species Common IUISA Allergen Type Group Allergenicity Length Accession GI# 

ion 
_Arachis h_ypogaea - Peanut I _ u~-;;SiQne~ -- - Food Plant Ara_c~_isAra_h 3 Glycinin _____ l 19EP~·b;;,phs+·or SPT~- - - -s·10-L ··aciv A -- 224036293- 10 
Arachis hypogaea Peanut Unassigned FO-;,d_ Pl_~n_i:::-=_-=_-_-__ ArachisAra h 3 Gtycinin ' 19EPi~~ b;sop-hil+ o;sp;-~- - -s12-- A·o-a53659~i -- 312233065- 12 

. -+--
Arachis_hypogaea , 

~ 
___ __ Peanut Ara h 5.010_1 __ ___ xood Plant 

J
Arachis Ara h 5 =~_lg __ E __ .plu~-~-~s~P ___ ~_1I+- o_r __ SP!+ . ___ 1 __ ~1 _ _ --~ __ A __ 1?55~~!.:.1 59~2968 

Ara~h!s hypogaea ____ Peanut Unassigned______ F_ood Plant . --~~achi:» _~~~-~-~ _ --~~--~ p __ .lu_~-~~o-_p~- -i!+_ or SPT+ J 131 __ [ __ ~D8~~06~.1 

I 
284810529 1 11 

Arachis hypogaee ___ Peanut _ lJ__11_assigned _ Food Plant Arachis Ara h 5 _ ljlE_p~u_sbasop_hil+ or_S~"!::_ ___ 1_3_1 . I AGA8405_6.1 431812555 14 

-1:~~:~-~~;
Arachis hypogaea 

.~:: 
_ _ Peanut ____ Ara h 

-::::~:: 
6.0101 -J---__ -· 

:::~~: ~~: __ __ ---{;:;_;;;~
Food Plant 

: _
. Arachis Ara h 6 _ _ lj!E 

:_:~~~:;~;
__plu_s ba_sophil+ 

.;;.~~:f;~
or 

~
SPT

~i:_ 
_"': 

-
12~ ( AAD56337.1 5923742 l · 7 

=:=- _ 2 2599 
I :~::~:: :~: ~: 1 j ~~ ! ~~;::·~- 1~91 632 5~ ~ - ; ~~ -

Arachis hypogaea Peanut Unassigned Food Plant Arachis Ara h 6 lgE plus basophil+ or SPT+ 145 Q647G9.1 7511 -'-40'-'9'--'4 ___ 10 

Arachis hypogaea Peanut Ara h 7.0201 Food Plant Arachis Ara h 7 -~E-~_u_t no bioloj!i_cal tes( 164 ABW17159.1 _ - r - _ ~8__1__2_1995 j- 10 
_A_~chish~po!!_~••--- _ Peanu1 _ _ --

I 
~Ara

_ 
_h8.01Cl1 Food__PJ•~ --- - Arach~_P.! !!!8 __ _ _ __ 1 _ _ 1gEplusbasophil+orSPT+ _ 157 AAQ91847.1 37499626 7 

Arachis hypogaea___ _ ___ l'eanut _ P.-"!_~_8.0201 _ ____ Food Plant _ P.r_11_chis Ar_11_~ _B__ _ , - lgE plus basophil+ orSPT+ 153 ABP97433_-,- ,-- -14590461-0 j 9 ·-

. __ J~!achis hypogaea Peanut __ -~ __ _y~~..!~~e-~ Food Plant ____ A_!~chis Ara ha __ - -~!i1~!l:'_s -~aso,e~i!"!"_or SPT+ __ 15?__ J\~~7-~_908._~-- 1~9?_8!>7~0- __ 9 __ 1 
__ Arachis hypogaea _ _ ____ P_ea_nut ____ L __ U_n_•••ii!n•d __ -~F_oo_ odd PPllaanntt __ +_ Arachis Ara h 8 _ _ f lgE plus basophil+ or SPT + 157 ABG8~1 _55,1_ _ _ 11 ~~?6_574 

0 
I 12 

Ar~chis hyp~jaea Peanut Ara h 9.0101 . _ _ Arachis Ara h ~ LTP isoallergens --1Q_E bul no_.bi~logical test _ 116 ABX~~_?~}.:~- --~_1_g~7230 10 
Arachis hypogaea Peanut Ara h 9.0201 Food Plant Arachis Ara h 9 L TP isoallergens lgE bu1 no biological test 92 __ ccA=.BX-'-7--'5045.1 161610580 10 

__ 

. ~i~:~:: 
Arac~is 

~;:::::: 
hyp_ogaea __ 

. -
_ 

----. 
Peanut 

-t: 
_ .f\~-~-1-~-~!Q.!_ 

~ ~i~ri:~~ 
_ 

1 
Food Plant ---___ _ - ~~~~_!1tP.~9~.!~ -~r.a_ h 10 _ t ___ lgE ~u! '!o .bi_~~0_2!~1 test_ .. 169 AAU21499.2 113200509 15 

:::~=-~:c__ __ ·_·_-_ 
150 AAU21500.1 52001239 15 

I - ::::;:;~-- _ . f_... :;:_:~: ~~ --:~_;:::~;~;;: -- 137 AAZ20276.1 71040655 15 

A_!~_c~_i_s __ ~~p~a~a .. _ £'!3~mut __ __ Are h 11.0102 Fo_o~ ~~a-~t _ _ _ 

:;:~~::_~:;::::
A~~~h_i~ hy__eo~_a_!~ 

_;;:~i~ 
Ara_h__!_! 

_
___ 

_ 
lgE but no bi~~o.9ica~~est 137 Q45W86 122218540 16 

Arachi~ hypogaea --~~~~_!_____ _ __ _ ~~~ -~ 1~:~-~01 __ --- ~ood Plant Aract:iis hypogaea oleo sin Ara h 15 lgE plus basophit+ or S_PT + _ 166 AAU21501 .1 52001241 15 
-------· - -·----

. Ar!_~ ~~,cc:u=•--+- ---'E'--'u"-ro"'pean_ pigeon tick _ Arg r 1,01_01 _ , Ven_om or Salivary _____ Argas Arg r 1_ _ ... _ 

l 
lg_E; ~us basophil+ or SPT + 159 CAG26895.1 58371884 7 

- ·-------- -
Argas renexus European pigeon tick ____ Unassigned Venom or Salivary Argas Arg r 1 lgE plus basophil+ or SPT+ 144 2X45_A 322812205 12 

Artemisia absinthium ______ __ Una~siQne~ _ Ae~_~lant___ Artemisia vulgaris like Art v 1 lgE but no biological test 108 AHF71021 .1 573005946 17 

Artemisia annua Unassigned Aero Plant - - Art.~ i putaii~e g~1.~ioseoxida-.;--~ - -lgE-bui.no biologi;,.;it.;st - r=-594-· ARQ16437.1 - 1190354092 19 

Artemisia annua · --- 1 -Un~ss-lgned - ~~ Aero-Pla~t~-- Artemi~ia vulgaris like Art v 1 lgE but no biological test 1-32 ANC85007.1 102s259is1- 18 

- - Art~~u-a -- 1_- --- -~ Unassigned_____ Aero Plant - --.. .-M~~~-~ris-1ik.·e _A_rtv1 - - _lgE"butno-bi~1~gi~-I·1;sl -- _---132 _ -~-A~S~OOS_._~_ 1026259949 18 

. _Artemi~j~ _a.rMi ____ _ _____ __ 

-i 
! 
-

Unassigned Aero Plant Art 

_
an 
a~:t.P_LJ!~~~~ 

7_ putative 

. 
galactos_e_ oxidase lg~ but no biological test _594 ARQ16438.1 1190354094 19 

- - ~i:t_e'!1_isia capi~l-~rJ~ - - - --- -- - Un8Ss_ig~~d - - ·--· --Aero-·p·j~ri·t -~ -_ --- ~11 .2~~~!-~~)d~~~--- - _·· 1 lgE~~~'-"~ ~i~~ii~(.!.~~---- 59~-~~ ARC 16439.1 ~.!_~_Q_?_~~~~- ____ J_~ _ 
Artemisia gmelinti ___ Unassigned Aero Plant ___ Art an 7 putative galactose oxidase lgE but no biological test 594 ARQ16440.1 1190354098 19 

Artemisia lavandulifolia I I U_n_~~~J~n~~ Aero Plant Art an 7 putative galactose oxidase 4=1gE but no b1olog1cal test 594 ARC16441 .1 1190354100 19 
Artemisia ludovicia·;;;- - Un_a_ss_i1tn•d Aero Pla~1 --- - - Arte-;;;1s1a vulg~ns Ilk-a Art V 1 - lgE bu,no b,ok>Qical-tesl - - 108 ---AHF1102s·_·1 57300595�-- ----i7-

- ~~!_f!1i_:;ia si~~f!rsiana 

1:!rtf~t
___ 

-· _' 
._____ 

__ Aii~.:~~;a - __ 
Lii:!_~Ssi~ed Aero Plant Art an 7 putative galactose ox1dase lgE but no b1olog1cel lest 595 ARa16442 .1 1190354102- - ]9 

Mu~wort 1:_it:il~~:: _,.__:_:_ f;:~::~f - ----· -~::!:-~:-~~~:::::~Bir=- -:~: l -
:~::::~::;:: - :~}:~-·· :~-~JJ}~(- :::;::~: --f·-=

Art~~"?;::}:~;tl~~i:;J;.

·· --
5

--

-:-To!f~~~•tfa~~t:~,~=.~• -i 
:~~~~~!t~= -1~!:3°::1 0~ ~: 

-~!}· ~:i!~!~~; 5
12I:e~:iai- - ; 

_ __ Artemisia vul~eris_ _ __ Mugwort __ _ Ari v 3.0101 Aero Plant 

-:~:~t::~:~ -

- .:::::;;:r: 
Artemisie Art v 3 ·1· I~~- ~_l_us_ ~asop_h_i!~-~~~~-'!'+ _ _ _ 37 

=~=-
--i--- POCOBB.1 73621307 

Artemisia_ v~lgeris_ . __ _ __ 

_;;;t 
Mug_wort _ 

. -' 2:.:::-
Art v 3.0201 

· ~~= 
Aero Plant - +- Artemisie A·rt·,;3-- lgE plus basophil-t- or SPT+ 1 114 j ACE07186.1 189544578 11 

::::~:;::- 7 

~-~e-~ l_!i~-~~~!~!~-- -- r---. __ Mugwort __ . Una_ssig~ed · 1 __ _ Aero Plant ____ .. __ --- ~ ! ~is_i_a -~ ~ :!._ _ _
_-.-i
__ _ I 

:!i;::;;tmLI 
lgE plus _ basophil+ or .sPT+ 

::; 
92 

:::::: 
6FR_~-=-A____ 

_;:::ii--
_ !~~-~30~-~ 

1 :: 
20 

Artemisia vulgaris______ Mugwort Art v 4.0101 Aero Plant Artemisia Art v 4 lgE but no biological test 

j 
133 CAD12861.1 25955968 15 

~
Artemi,iavulgaris ~ - ~~~,.,o~=,-A~~~-020 __ 1____ AeroPlant . ArtemlslaArtv4 ---, lgEbutnobiologicaltesl 133 CAD12862.1 ~ 5955971 15 

~ :~:~:;:;_:~~;~;---=- - ~~~~~-- . - ~~::-;:~~~:_ ---~;i~~~}_ -· J---- . t __ J~:~f:i:~~:1- -·- --1~::~:~:::::~!:::~::: I ;~-; - _ -~1· __ 
396 

---=~~}!f!¾} ~~ 
Artem_isia_~~~•~s __ _ Mu~rt_ _ _ _ __ Art v 6.0101 --~~~ Pl~nt ___ Artem1s1a_Art v6 pectale lyase _ __ __ lgE but no biological test__ ~~8~3~8

;~~~t 
.c.1-_ 

_ 
·- 62530263 8 

Artemisia vulgarls ____ Mug\N'Ort Art v 5.0101 Aero Plant Artem1s1a mugwort Art v 5 _ lgE plus basophil+ or SPT+ 82 AAX85389 ,1 62530265 15 

__!.._!~_!'~!_l"-~8 be~!!._~~~-e . Furlgus· ·- --un~~-~igr;d- Contact -- -· Tr1~hophyt~n-(Arthrodel"TT1a) Tn m 4 - -~~-1::_Pl.~s basop~U+ o~ --~~T~ --726 - -- CA023611.1 23894232 7 
Arthroderma benhemiae 

- ---
--

-:~~~~!
F"un9uS 

-·-
. - - -

·-l-. 
- -Unec:::!!::!-~;1gned -- Contact - - ,=-n~h~phyton (Arthrod·ermB) Ti1 r-i lgE plus basophil+ or SPT+ 292 CAD23613.1 23894240 7 

- ~rt!'rt:ic1:r:ri•e Contact Trichaphyton(Arthroderma)Tri r2 lgEplusbasophil+orSPT+ ·- 404 CA023614.1 23894244 

vanbreusegherriii___ . .,, Contact Trichophyt0n (Arthroderme) Tri m 4 -~~~!~~ b~~ophll+ or SPT+ 726 BAH09387. 1 _ ~ 21~~~=--3 ___ . _ 10 

__ Ascaris l,umbricoides __ .. !:~rasitic r~_u!'~~!._f!l _____ ~-~~s_si\1_~e~ ~orm (e_~!~~-!~L Ascaris Ase s 1 __ J.i~ ~u~ ~o -~i_o_l~-~-\cel ~e~I 134 AAD13644.1 ·-1-- 2735096 __ 
Ascaris lumbricoides Parasitic roundworm Unassi ned Worm (parasite) Ascaris Ase s 1 lgE but no biological test 134 AAD13645.1 2735098 

Total Sequences 2,171 

Taxa protein groups 873 
Species 392 

AllergenOnline vesion 20 
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Total Sequences 2,171 

Ta>ea protein groups 873 

Species 392 

AllergenOnline vesion 20 

10 February 2020 
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Accession# from NCBI or UniProt 

One manual entry 

FirstVers 
Species ___ ___ _ ':°"'"'°n .... __ ! IUISAAllergen ·--- _ lype -~---- Group I Allergenlcity length ---~ccessl~n __ . GI# ion 

Ascaris lumbricoides __ Parasitic ro_~ndw?rm ___ I __ Unassigned __ ""' ___ Worm _(parasi_~e) Ascaris Ase s 1 __ .)._ lgE ~~t no biological_lest _ 133 AAD13647.1 2735102 _ __ !.. _ 
Ascaris lumbricoides ~ Parasitic roundworm 7 Unassigned Worm (parasite) Ascaris Ase s 1 lgE but no biological test 133 AAD13649.1 2735106 7 

Ascaris lumbricoides _ .1--.--~~!a~~~~n-~~~!!."_____ Unas_s_i9_~~~ -- Worl!'Jp_~-~~L__ Ascaris Ase s 1 lgE but no biological test 1 267 AA013650.1 2735108 
Ascaris lumbricoides Parasitic roundworm LJ_nassi91~e?._ _ _ War~ (parasite) _ t-- Ascaris~~~ 1 _____ ·- - · · 19E b~t-~o- bi~i~~aiieSi - ~--267 AAD1365-1~1-- ·-- -- -- · 27351-10 -f:~:~: -~~:~::!:: --~~~:t :~~:::~: __ Un_assigned ___ Worm (par~site) j' - ---- ::::~: ::: : ; __ _ 1 ::: :u.~ ~:-:::::::::: :::: ·1 __ ~~: . - 1 ~~::::j:i -- :;::m 

-- A~~riSIUffibriCOides ~7~~~i-~c round~·~ --=--· =~~~:t::_ --::: :::;:::::. . --Ascaris Ase •_1 _____ ~_t=- lgtb~~~~~_il~_i!Lti~~ - - _211'3!-144 ~ 1 · - Me93839.1 -~ '!-2.77-33-55111080- - -
~ Ascaris lumbricoides Parasitic roundworm _ Un~ssigned · - - Wo~(p~-;:;;· e) -iR Ascaris Ase s 1 lgE but no biological test AAD13646. 1 
~~~Ms 1umbriCOideS Parasilic roundworm Ase 13.0101 . Wo~ (p~rasit;) AscariS' troPomy~S~~-- - - igE b-ut no.biola9iC""aitest AcN32-32i"i" - - - · 22401·soo2 10 

Ascaris suum - - ~~~~ilic roundworm Ase •.1 __ ~ .Worlll_{e.arasil~l .. ______ A_sc~l~ll~s 1 _ lgE but no biological.test _ j: -+ AA6:::i.: 1 ___ _ 2:~::19 7 
1 5 0 77

Ascaris suum Parasitic roundworm Ase s_ 1.0_101 ____ _,__ . Worm (_p_arasite) _ ____________ _!\scans Ase s 1 ----· __ .lgE but n~ biologlcal_test. ·---- __ ____ __ . 7 1
As~~i~-~-u~-~------- __ __ l'ara~~~~!'-~_worm .un~ssign_ed . ~ vyarm (parasite) __ As~~ _ _Asc s_!__ . lgE_ b~_t_no biological test 134 2XV9=-~- 343197079 12 

Ascaris suum Parasitic roundworm Ase s 13.0101 Worm (parasite) Ascaris lumbricoides/suum Glutathione S- lgE plus basophil+ or SPT+ 206 P46436.3 1170109 15 
_____ -- ·-- ____ _ __ _ _ ___ transfers_________ ---~---------- ··-------

1---- Aspergillus ~~~s _ _ _______ F_ungus ____ Una~sig~ed _ -~~~~~~~ _ _ Aspergillus Oryzin Asp o 13, ~_13 lgE but no biolog_icat test_ 403 Q9UVU3 746657?~- _ _ 7 _ 

Aspergillusfumigatus __ Fungus _.____ -~SP! .1 A~ro_f~~~. - ·· - - --· AspergillusAspf1 ._lgEpl_usbasophi_l+orSPT+ 125 CAA06305.1 3021324 7 
~ ~~P.t:.r:iillu_s ~~i~~~~s Fu~~~~--- _ A_s_p_!_ 1__ •. , _ _ _ A_-:r:_o_~ui:~!---·· __ AspergillusAsp f 1 _ ____ lgE plus b~sophil+ or SPT+ 1so·-r--AAF8&369~1 - · --~2!Q?~~ _ 7 

Aspergillus fumigatus -~un9us _ _ Unassigned _ _____ Aero Fung• ___ __ Aspergillus Asp f 1 _ _ _ __ _ lgE_plLJS_b~sop~il+ or SPT+. 176 P67B75.1 54039254 7 

Asperglllus fumigatus Fungus Asp f 1 O 0101 I Aero Fungi Aspergilfus Asp f 10 lgE but no biological lest 395 CAA59419.1 963013 7 

~~~~sfumigal~---- _F __ u_n.gu.s t Asp...!_11.0101 . ___ AeroF~ ___ __ AsperglllusAspf _11 _ ____ _ lgEplusbasophil+orSPT+ 178 CAB44442.1 _J!)_!~~4_J_ 7 
Aspergillus fumigalus . - ··- Fun~LJs___ _ _ A~_f 18.0101 Aero£un~1 __ Aspergillus Asp f 18 and Asp n 18 lgE but no biological test ~5_ _ __ C:M73782.1 , __ 2~3_2_2_0__ 7 
Aspergillusfumigatus _ Fungus Aspf2 Aero Fungi · · -- -- ;..~-p~;gill~sAsp_f2 _ _ -_-- . =·lgEbutnobi~logicalte·st- _ 250 MB07620.1 .,. 66_4852 _ 

·- Aspergillus fumigatus Fungus - · --]" · Asp f 2.0101___ - ·A•ro Fungi - .. • __ ~~ill_u.!_Asp f 2 lgE but no biological test 310 P79017_J ___ -~~?_:15_2 __ 

-~~!glllus fumigalus _Fun11.us _ _A~_f_:!2,0101_ Aero~ungi ___ _ _ Aspergillus.Asp 122__ lgE but no biol_ogical~esl_ 438 _ --~ -K~9~1.,_1 13925~73_ _ _ _ _ 

_ Aspergillus fumigalus Fungus Unassi~ned ___ Aero Fungi - · - ·· _Aspergillu• A•p f 22 lgE but no biological _lesl_ 43.8 __ --~X30.3 83288046 
Aspergillus fumigalus Fungus Asp f 23.0101 Aero Fungi Aspergillus Asp f 23 lgE but no biological lest 392 MM43909.1 21215170 

_ Aspergillus fumigatu~ _ I ______ Fungu~ __ ~-~~signed _A~ro Fungi_._ _ _ __A~pergillus Asp !_~3 .. __ lgE but n~ biological test 39?_ _ . __ 9~~~~~~~ 3305621 
Aspergillus fumigalus Fun.ll_u_s ___ .. Asp 127,0101 . ___ Aero Fun~.i_ ___ Aspergillus ~SJ: f 27 lgE but no biological lest 163 CAl7844_8,! __ .,, 91680605 

Aspergillus fumigalus __ Fungus__ Ase f 28.010_1 _ Aero F'll_ng_i_ _ _ Aspergillus Asp f 28 - - -· - ~ but no bio_l~~icalle-5.1 108 CAl78449.1 91680607 

_ Aspergillus fumigalus - ····- . Fungus _Asp f 29.,010_1 .. ·- Aero Fungi Aspergillus Asp f 29 ___ lgE but no biologicallesl 110 CAl78450.1 f - ~_!~80_6_'!.9_ 
Aspergillus fumigatus £~~9u_:i _ _ ___ Asp f 3.0101 -i---- Aero Fungi___ _ ___ Aspergillus Asp_!~ --JgE plus-bas~phii+· o·r ·sp,=:;:-i-1-68 -·1 AAB95638.1 2769700 

_ AspergiUus fumigalus Fungus ·--~•p_f 34.0101 Aero Fun~i.. _Aspergillus A~e..!_34 lgE plus basophil+ or SPT+ ) 185 CAM54066.1 133920236 
AspergiUus fumigatus r--- - - ~~Qus Asp f 4.0101 Aero Fungi Aspergillus Asp f 4 ·· · - lgE ·pi~-~ bas~hil+ or spf.;· 286- j CAA04s59:1-- - - 3005839 

. Aspergi/Jus fu~igatus -~-~ngus _ __ ljnassig~~d _·- Aero FLjngi ____ __ ___ Aspergillus Asp f __ 4___ ____ lgE p_lus basophil+ or SPT + 322 I 060024.2 B3300369 
Aspergillus fumigatus Fungus Asp f 5.0101 Aero Fungi Asl)ergiHus Asp f 5 lgE but no biological test 634 CAA83015.1 3776613 

Aspergillus fumigatus Fui,-2_~-- ·- ·· _ Una_ssigned _ Ae_ro_ ~ungi ___ _ _1 . __ .~ ~- !pergillus A~p f 5 ... - - .-- _lgE b~!-~~_bi.ological .te~! ___ -1- .63. 4. -.· __ _ _ ~~607~~--- ---·· ~5541646 ____ 11_ 
Aspergillusfumigatus f----~~~~_s_ ·- __ _ AspfS.0101 _ __ Aero Fungi :J -~-=AspergillusAspf6_~ ... ·- _lgEplus.basophil•orSPT+ _ _ 22H AA860~7~_:!_ _ _ 1648970 7 

_ _ Aspergillus fumigatus __ __ Fungus . Unassigned.__ _ A~r~ Fungi r=...==~s.P.!!i!~I'!~ ~~ f_S _____ ~u~-.b~~-~Ph!I.'. or. ~~-T• 210 q~2_4_~0.3 -· _ 83305645 7 
Aspergillusfumig~lus . ·- ~ungus __ _ ~s_pf_7.0~_!)-~ __ ~!oFungi · _ __ AspergillusAs_pf7 ________ lgEbut~o _bi~logicaltest .L 2_7~ _ . 042799_.? _. --~~~~3~9 __ -~--

Aspergillus fumigatus ~~i,~s Asp f 8.0~01 ______ ~ero Fungi ~~_pergillu~~p ! B__ _ _ lgE P!~-.•. -~~ophil+ o~-. ~~I~ J 11 .. 1 _ -l - - ~~~--~6. 8.8 ... 1 ~~652~-.-----~-~ _ 

- - ::::~::::~:~~:::::~: ~~~:~: ·- ·-fsnPa;;i_~~~~ -------- ::~:-~~~:: - - ::::~::::~::::;:- ·--~~!!~~t~~{~~;-i;~i~:;+ I ;~;--- -4--c1~~!:~~1 
8/s~islt-f- ~-- · 

_ Aspergillus furr:iigatus Fungus _ Unassigned _ _ Aero Fungi_ __ Asp~rgillus __ Endo-chitosanase I lgE but no biological test 238 Q87519.1 74629604 16 

Aspergillus __ fu_mig_atus _ . Fungus f- Un~ss1gned --~ Ae~ Fungi Aspergillus fumigatus Asp f 13 lgE but no biological test -403-· --- CAA77666.1 --2295- - 15 

_ A~p_e~llus fumiga.!_~s ~un~u~ Unassigned -1--- Aero Fungi ···- - - Asp-ergillus fumigatus_~_s_e_ f 13 _ . l lg.E b:ut no biological test 341 _ --~~756Q_5_'.1 --3549530-- 16 

Aspergillus fumigatus Af293 Fungus Unassigned Aero Fungi AspergWlus Asp f 2 lgE but no biological test 304 EAL89830.1 66849502 
--· - - - ------

As.pergillus fumigatus Af293 Fungus Unassigned Aero Fungi Aspergillus Endo-chitosanase lgE but no biological test 242 Q4WB37.1 74666748 16 

·Aspergillus fumiQatus var. RP 
Fungus Unassigned Aero Fungi Aspergillus Asp f 4 lgE plus basophil• or SPT+ 322 KEYB1716.1 666434194 16 2014 

Aspergillus fumigatus var. RP Fungus Unassigned Aero Fungi Aspergillus Asp f 7 lgE but no biological test 270 KEY78748. 1 666431137 16 
l----~2c0c!'L _ -- ---·--- - ·· ---·---

~spergillus niger __ Fungus Aspergillus Asp f 18 and Asp n 18 .. . __ lgE but no biological test 533 ~AA32!fJ_2_.1 _ ____ 2~9172 
~s~e_rgillus niger , _____ F_~~~~s _ _ --= u:::s!g~=d--==I- - -::_;: ~~~:: . __ AspergillusAspn14_ _ __ lgEbutnobiologicaltest 804_. _ C~B_06_4_17.:1_ 2181180 7 
Aspergttlus niger J Fungus Asp n 14.0101 Aero Fungi Aspergillus Asp n 14 lgE but no biological_te_s_1 ___ 804 AAD13106.1 4235093 7 ----+-­

Asperglllus_~!r~~e _ _ • 
1 

_ Fung~s __ _ Asp <>3.!. .. _ -~-e!~ ~ungi Aspergillus Asp o_2_1___ lgE ~lu_s_ bas~phil+ or SPT + 499 POC1B3.1 94706935 7 
Asperamus oryzae Fungus Asp o 21.0101 Aero Fungi AsPergillus Asp o 21 lgE plus basophil+ orSPT+ 499 AAA3270B.1 166531 1S 
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Species Common IUISA FlrstVers Allergen Type Group .Allergenlcity ~J Length Actesslon GI# 
Ion 

A~per~ill~s _0._')'~~~ . _ _ F~!![~S Aspfo .13, Q~01 __ AeroFu~i .A~.e.•rqillus.!)rtzin_Asp.c,._13.,_11_13 tgE but no biological test I 403 P12547.2 129235 7 
·····--··---·- · Aspergillus versicolor Fungus:__ ___ _ Asp V 13.0101 Aero Fun~ 

I 
Aspergillus versicolor serine protease _ ,ge bUi_n_o "biOtogiC·a1· tE;S,i" ____ [ 403 ADE74975.1 294441150 16 

Bacillus lentus Bacteria Unassigned __ __ _ _ Bac!eria airway Bacillus lentus subtilisin lgE but no biological test 

_j
269 P29600.1 267048 

Bacillus lichenlformis ·- - - ·--~cteria Unassigned . .... ___ Bacteria airway - I 
-~--
---

sac
s";~1'ii~

1,~ 
-; -1i~h8nifurmis subtlilisin lgE plus basophii+ or. sPT + I 379 P00780.1 135016 

Bacillus licheniformis - --------- Bacteria _ _ _ ~ 
t---

U~as~i9~~~ ___ Ba~teria ai~~- - 17ch--;n~f01TTI_!__s~ubtlihs~ - -~ ~ lj~__P1us bi!soPhil~ oc__SPT~ 1 _ 374 - AAG31026 .1 111276B0 

~ !~~-~£· Bacteria ~~~s~i~_ned __ ~- _ Ba~~~!~a _aJ_~~}' __ Bacillus lentus Esp!r~se_~- i.- 19~ put no b1~lo~1cal tt:_s~ __ 361 BAA05540.1 1225905 
Balanus rostratus Crustacean 1-

9 

~~~~Si~~'!~-___ Food Animal ~alan~s !._!r~o_!!1yos1n ~ lgE ~ut_!'~-~10~0~~c_al_test 284 BAF46896 ,1 1256593B6 9 ·--- -----
Bassia scoparia ______ summer ~press Koc s 1.0101 Aero Plant Kochia scoparia Koc s 1 lgE but no biological test 167 AKV72169.1 914410012 16 
Bassia scoparia summer cypress Koc 2 2.0101 

_- ~::=:~:
Aero Plant 

7~ -
---K~~hii · scop~ri~ KaC ·s ··2 . ··------- - ·-· 

.01 - · 1gE-b~t ~O · biol~g·i~al-test 133 AIV43661 .1 701225194 17 ----Balillus comutus _. Japan!_~ ~u-~an ~~II _ Unassi~ned Food Animal BatiHus Tur c1 . lgE but no .biological test_ 284 BAH10149.1 219B0658B 10 
Berthol!etia excelsa -- Brazil nut Ber e 1.0101 -- - - - ------ ------ - - · · BertholletiaE!ere 1 tgE?lus basoehii.•. ~r. S.f'.T~ 146 P04403,2 112754 
Bertholletia excelsa .... Brazil nut Ber e 2.01~~- -------Barthollet- ia Ber e 2 lgE but no biological test 465 ---- --AA03B859. 1 - ·I· 30313867. 

--~rthol!!.~~--~-x-~lsa Brazil "LI! ____ Unassigned_ Food Planl BerthoMetia Ber e 2 

--.J-::t::~:t~:f~!:r::li~i: --=)!{-~ 
_ _ BB4S_A __ 153491623B 20 

Betula pendula _ _ _ _ Eurof?ean white birch Aero Plant Betula Bet v 1 A45786 - -- - r··- 320545 7 
·· - ---- · 

~etula .P!'_ndu!a ~u:_~e!an white birch 
I 

Bet v 1.0301 Aero Plant Betula Bet v 1 CAA54696.1 534898 7 
Betula pendula ~ European white birch Aero Plant Betula Bet v 1 lgE plus basophil+ or SPT+ 159 CAA54695.1 + 534900 

~~!1~~~ - - European wh.!!_e birch __ 

l 
Aero Plant Betula Bet v 1 _ lgE _plus basophil+ or SPT + 160 CAA54694.1 534910 ··-----Betula pend_~~ European w_h~e birch __ ____ Aero Plant Betula Bel v 1 -------

lgE plus basophil+ or SPT• 160 CAA96546.1 1321714 
Betula pend1.1la European white birch Aero Plant Betula Bet v 1 l~E plus b••~p~il+. or. S!'_!+__ _:-,so -Tj- - CAA~65_39.1 
Betula pendula I European white birch Aero Plant Betu/a Bel v 1 

-fm;1: I 
- :::~::-~:~:~::=:= . ~~;i~::~-~~:::~f~~-]-~!':~\020:s :~ . ~:;: :::~: Betula Bel v 1 

Betula Bet v 1 -
--

l
::~ 
gE phJ•basophi

::~: :::::~::: : 
7 

i+ 
:; 
or 
::;: 
SPT+ T-160

I 1:~ 
·- CAA96542

~~::::~: 1321720 -r-7-
.1 1321722--1 

Belula pendula · --- EuroPe80 white-birch· I -- Aero Plant Betula Bel v 1 I lgE plus basophil+ orSPT+ 1 160 CAA96543.1 1321724 - - 1 
81:!I~~~ .P!n.~u_l~ Europ_ean wh\te b_irch __ .j ___ ~~ro Pla~_t Betula Bet v 1 

. -·-- -~- --- ---- i 
r 

l~E plus .bii.soph!~c__S_P::_ 160 C~965_4~ . -· 1321726 ~ 
Betula pendula ___ European ~~~ _bir~h Bet v 1.0115 Aero Plant Betuta Bet v 1 lgE plus basoph1I+ or SPT• 160 CAA96547.1 1 .. 3217. 28. .j' 

_ -~~ulap~ ~~a___ Europeanwhitebirch _ __ __________ 1 A.e-roPlant Betula Bet v 1 - -~l~E p (u~_b.asoph! ;-;;·rSPT+ _16~ - - ___ .. P43186.2 - 1168710 
Betula pendula _ ~uropean ~it~_~irch __ __ ·--~~~_"".__1:0108 _ Aero Plant _ ! _____ fl.etula Bet v 1 - ~E plu~_b .. soph1I+ or SPT+ 160 CAB02155.1 15�.2~61 _ 1 
~~tul~_pe_~u~~ _European white birch Bet v 1.010~ --1---- - A~ro Plan~ ii. 

t-
Betula Bet v 1 l11_E. plus basop_h'!': o~-S~+.- 16_0 _ !_- CAB02156.1 1542863 

__ Betula pendula 

-r 
_ Eu_r_o~e_a~ ~ }~l:~irc~ Bet v 1.0110 __ , _ _ ___ ~ero Plant . 

Betula Bet v 1 lgE plus basophll+ or SPT+ 160 CAB02157.1 1542865 I 
Betula pendula European -...vhite birch Bet v 1.0111 Aero Plant ·---s~~-la_B_e_t V 1 ~ plus basophil+ or SPT+ I 160 CA802158~ 1·--· 1542867 r 

_ _ __ Betulapendula _E_urop~an_whit~_birch J. 
J 

Betv1 .0117 Aero Plant ___ · - BetulaBetv1 - - · lgEplus.basophil+orSPT+ 160 CAB02159.1 1542869 
- Betula _pendula____ _ Europe~n_white bir~h __ __ Betv 1,0113 Aero Plan_t _ _ _ _ _ , BetulaBetv1 f lgEplusbasophil+orSPT+ 160 CAB02160.1 1542871 

Betula pendula _ __ ___ European white bir~h I Bet v 1.0114 Aero Plant ·--~~•ula._8.et_v._1~-~~ -7 --:J9.E·e-lu,·b!!O.£hil"':._O! .S.!'T•--:t. 160- . . . . c~~~21sfJ. 1542873 
Betula pen_dula _ _ I _ Euro_pean white birch Aero Plant 
Betula pendula Aero Plant 
Betula pendula European whi!e birc!' r Aero Plant 

-t:~:~:~:;~- - -~:11~;~}:-::~t:;J:1: ____ ::~ J
-I Betula Bet v_.1 -·----· l~E plus Msoph~:4: 0~13P'f•_L_160 _ 

--.~}~i~::
I c .AA051.~?

~
: 

: 
1 

. 
.. _. _ __ 2_5~4222 

~:;:;~~ 
Betula pendula European while birch Aero Plant Belula Bet v 1 lgE plus basophil+ or SPT• I 160 I CAA05188.1 2564224 7 

_Be~~I~ p_~~~ula Euro_pean ~ite b1rc~ 

·r: -~ 
Aero Plant Betula s.et v_1 ___ ·--· i 

:::{:~:
lgE plus 

.:::;~~;~~t 
basophil+ or SP~ 

_ 1 _ 
160 CAA05190.1 -·- .i.· 

_ ~et~ll:!_~~nd~la __ _ Europea~ _w~ile_ ~irc.h Aero Plant 
~ Betula _pendula _ European white birch Aero Plant ;~~ 

Betula pendula __ Aero Plant 
:::~:: ::: : 1 ~:~;!;::1 :~:::: 

2564228 7;--

-- -European 'Nll~•- §c!' ~~· 1 01H Betula Bet v 1 lgE plus basophil+ or SPT+ 160 CAA07323.1 4006953 --T 7 

-~etula P.~."-~~- _ __ E~~ean wh~~ blfCh - - Aero Plant __B-!ulaBetv!___ . ~ E pius :b.•s~iihii!_~i:_SP:f•- 160 CAA07324.1 - 400695-5-1-, 
Betula pendula - EuEuropean ropean while birch Aero Plant Belula Bet V 1 lgE plus basophil+ or SPT+ 160 CAA0132~ -t- - - 4ooe957 
Betule pendula white b,rch - - - Aero Plant Botula Bat v 1 lgE plus basophil+ or SPT• 160 CAA07326.1 4006959 

_ ~~~~I-~ ee.~dula European white _birch __ Aero Plant Batula Bet v 1 lgE plus basophil+ or SPT + 160 CAA07327.1 4006961 
_B_e~ul~ P.~n~~~a . __ European white birch _ Betv1.0118 Aero Plant --- - .... Botula Bet v 1 lgE pl us b~~ophil+ or SPT+ ·1so - · --CAAoi:iie:i 4006965 

_ ___ ~uropean w~!I! birch - · --Aero-Plant____ - --·-~-"-t.ula!3•t~ .~ _ ~ E_plus basophll• or SPT:':_.. 160 _9_~ 07~~ . 4006967 
Belula pendula __ _ European white birch Aero Plant Betula Bat v 1 lgE plus basophil+ or SPT+ 159 CAA04823.1 4376218 7 
Belula pendula European white birch .L- ~:;::::~: . ---· ·-·--·------ - Betu(" ~••.~.1 __ . ·- --· 1~5.p(usbas.ophll+orSPT": .. 159 ··.: .~CA~04B2~J'-:--·-437~~j!!._l _ 1__:_ 
Botula pendula · European whit& birch Bet V 1.0116 BetulaBetv1 lgEplusbasophil+orSPT• 159 CAA04827.1 4376220 7 
Eitiiulap·endulii European white bi~h Bet V 1.0206 Aero Plant Betula Bet v 1 lgE plus basophil+ or SPT+ 159 CAA04828.1 4376221 7 
Belula_pendula __ European 
Belula pendula 

l 
E~r-~pe·a~ 

white birch Aero Plant Betula Bet v 1 lgE plus basophil+ or SPT + 159 CAA04829.1 4376222 
white" birch ----·--·--·-Aero Plant Betula Bet v 1 lgE plus basophll+ or SPT • 160 AAD26560.1 4590392 

_ _ Betula pendula European white birch Aero Plant Betula Bet v 1 lgE plus basophll+ or SPT+ ·--- ---·--------· 160 AAD26561 .1 4590394 
Belula pendula European white birch Aero Plant Betula Bel v 1 _:,i~Eplu~ basophil+ ori P..t : 160 AAD26562 .1 4590396 
Betula pendula European white birch Aero Plant Betula Bel v 1 lgE plus basophil+ or SPT + 160 P43180.2 1168706 
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Species Common IUISA Allergen Type 

-~et_~I~ pend~le ___ __ European white __ ~~l"Ch --! 
First Vers Group j Allergenlclty Length Accession GI# 

ion 
Aero Plant Bet~l•_B~v_1 ___ . _J_t~E plus __ bll_sophil:.. o!_~P..!_:.__ I 159 1QMR~A __ __ --~1~!~2_2_ 

Betula pendula European white birch Aero Plant Betula Bet v 1 __ lgE plus basophil+ or SP!:__ 21 AAP37482.1 30908931 

Betula pendula - -~ur~~~a~-~~Jte ~}!ccch __ -!------ Aero Plant Betula Bel v 1 j ___ lgE plus basophII+ orSPT+ I 159 1LLT_A 38492423 + 7 
___ Betula pendula ______ .r E~r~pEta~_white ~~rc.!1 ____ _ j ___ Unassigned Aero Plant 

~-~.1~I~ .P.e~d~la . --- +- __ European white bi~h ---· l:}nas~i.tn~~ Aero Plant 

Bf:!~1~ Aero Plant --- - · .ei:~~.ul~_ . __ E_u_r'?pea~ l,IVhite _birch ____ ~nassi~ned ,,i · · 

:::~:: 
Betule 

::: 
Bet 
: 
V 

; 
1 

__ =_=: ~~
lgE 
~~]~1::;~~~;:~ :;_ fl~-1~:~~--~}!i~~! ~~-~ _ 

plus basoe_t:11I+ or 
:;;:~
SPT+ 120 CAA07320 1 

_;:_:ts\ 
4006947 

-1
1-

_ ---:~7 -
B_~_l~la pendula ·---~~opean_wt,ite ?ire~_ Betv 1.0203 Aero Plant B~iu1.-s~1~1-~-- - ___ lgfp)UJ ~•OPi!il-t:_Or SPT+ - 160 ---!- -CAA5~488 ( - -452742 1 
Betula pendula __ _.E~ro_pean 'While b~rch__ _ -·~~-~y_ 1~Q~~7 Aero Plant _f __ Betula Bet v 1 lgE plus basoph1I+ or SPT+ 150 ABC41592 1 83722317 
Betula pendula European 'Wh ite birch Betv 1.0119 Aero Plant t Betula Bet v 1 --igE plus basoph,I+ or SPT+ 150 - -- ABC41615 1 83722364 
B_etula _E!~dula -~~_rJ_p~~~ ~ite bi~c~ __ Aero Plant Betula Bet v 1 . lgE plus basophil+ or SPT+ 159 188F _A ___ _ 

0 
159162097 

Betula pendula _ _ European white birch Unassigned Aero Plant Belula Bet v 1 j __ lgE plus basoph~+ orSPT+ _ 159 4BK7_ A___ _ 560188693 15 
Betula pe~u•~- _ .Euroe~~~~e_ ~ir<::h__ 

I 
__ .u!:'.a_~~i_if!'!d Aero Plant Belula Bet v 1 I lgE plus basoph1I+ or SPT + 159 489R~A 550544347 15 

9.etu_~e~du_la. __ E~ropeal) white_birch _ ___ Unassigned Aero Plant 
Betula pendula Eur~p_e_~_n __ ~ite bir~ ~na~~_ii~e~ Aero Plant :::~:;;;:;~--- --+~:;:}~;-:;:~~::~_:;;~~- ::~ ,-- 15 

:4:8._~K-_-~6 .. _:ABA· __ - - :~~~::: 15 
Betula pendula _ _ Euro?_ean white birch Unassigned Aero Plant 
B~~; 

Betula Bet v 1 lgE plus basophil+ or SPT+ 159 560188692 15 
pend~ - - European white birch Bet v 1.0101 Aero Plant Betula Bot v 1 lgE plus basophil+ or SPT+ I 160 CAA33887.1 17938 15 

- Betula pendula European while birch Bet v 1.0102 Botula Bet v 1 lgE plus basophil+ or SPT .--1--1-60 CAA54482.1 452732 
Aero - - - 15 

Plant __ Betula pendula (U~j~~-~-~-i~--~_b_fr~~--=---= ·-:j ____ ~~t v 1.~~ 03. Aero Plant ~ 
Betula Bet v 1 . - .::+=:iiE ~l~s_b~sophil+ o;SPT + =·c::_ 16_Cl_:- CAA54483.1 452734 15 

B~~~I~ ~e~dul.a ~.L!ro_p_e~_r:,_~~jl_l! birch / -· ~e_t v 1.0.~ 04 Aero Plant 
- - - - - Betula Bet v 1 _ lgE pl~~--b~S?P..~i~~r SP_T•--1 160 CAA54484. 1 452736 15 

~etula pendula 1 
--·~~r~p~~-1"!-~hJ_te birch .j. Bet.v ~ .. ~l~.~--· Aero Plant 15 

Betula pendula ------- ··-·--------- -r -- _}~uropea~ wh_il_e -~i~c~ ----t- --~~-t _v _1.!_~ Q? Aero Plant _ _ __ r ::~ 
Betula pendula ______ _ European white birch j Bet v 1.0201 Aero Plant 

---:::~:1:~~i-
Betula Bet v 1 - -Ciiijiisbasophil+ 

::~-:-:;;~~~:f:~~~:+: I ::~ 15 
or SPT+__ --160 -

~::::::;:; 
r CAA54421.1 

:::;:~ 
450885 

Betula pendula Eu~~P~a~ ~iie" birch--
15 

Bet v 1.0202 Aero Plant ----- Betula Bet \/ 1 lgE plus basophil+ or SPT+ 160 CAA54481 .1 ---- 452730 15 
Betula pendula ____ European white birch _ U_na~s.i.q_ned Aero Plant Betula Bet v 1 lgE plus basophil+ or SPT+ 159 ___ 4~TZ_A 661918055 16 
Betula pendula _ - -c-- European white birch U~a_SS!~-~e-~_ Aero Plant 
Betula pendula European white birch Unassigned Aero Plant -~- -fl9!!f_a!;lJii:=- ~E pl!J~ b~sop~il+_~r SPT+ 159 955264732 17 

lgE plus basoph1I+ or SPT+ I 51 -+ 
_ ___ ~;;~~~D 1 

845786 320546 
~~~- pend.~~-- ~ -~uropean ~~i_t_~ ~_!_r~_ _ __ _ Unas_~~~ Aero Plant IQE-plus basophl+ or SPT+ 1---133 - - 1COA_A 157830684 
Betula pen_dul~ ___ _ __ European_ white birch Bet v 2.0101 Aero Plant --- ---------- -r-i;E plus baso-ph1I+ or SPT+-r-133- AAA165221 166953 11 
_Betula pendula __ Europea_n __ w~ite ~irch Unassigned Aero Plant 

i . -· :
Betula 
_:::_:;:

Bet v -----·- ----~-- --

_~--
t· 

2 t- ij!E plus bas?_£1,i:<: or SPT+ 133 __ A4_~!!_1:B_ 1 576017922 15 
Betula pendula European white birch Bet ll 3.0101 Aero Plant Betula Bet v 3 lgE but no b1olog1cal test 205 CAA55854 1 488605 15 

-~ Betula.pendula. _ Eur~pe_~~ __ white bi!"Ch ___ Bet ll 4.0101 Aero Plant 
Betule pendula European white birch Bet v 6.0102 Aero Plant -r Betula Bet v 4____ _ lgE but no biological test 85 CAA60628. 1 ~ 09536 15 

Betula pendula European white birch Bet\/ 7.0101 Aero Plant 

Aero Plant 

Aero Plant 

. l 
Betula Bet v 6 --:- 1~_E b~i no b __ i_o __ lo_ji_c,i __ ie_s_i __ 308 I AAG22740.1 10764491 

s:t~:i.:;:~!~-- -t~~::: :~::: ~:~~--__ F-:~t.:1t:t=--
173 --· 1 

li.~ _b.u~ f!~- ~!~.1~~-i~~.I _t_~s~_ ,- CAC84116.1 21886603 7 7

I -
Betula Bet v : _;~~::1~::e s-transferase lgE plus basophil+ or SPT + 237 AHF71027.1 573005958 16 --··-·· ·---··---

Betula Bet v 1 lgE plus basophil+ orSPT+ 160 BA821489.1 12583681 
--~etula platyphylla _ _Ja£~"1:!_~_e_whit~b~~--- ~~a.~.s!gne~ _ Aero Plant Betula Bel v 1 

1 
_Jl!_E' plus basop_hil+ or ~P):+_+ __ 160 BAB21490.1 12583683 

__ Betula platyphylla Japanese white birch Unassigned Aero Plant Betula Bel v 1 lgE plus bssophil+ or SPT + 160 BAB21491.1 12583685 
Betu!a.!P: _ _ ____ ---~\rch Una~~~~~ - Aero Plant Betula Bet v 1 lgE plus basophil+ or SPT+ __ 51 AAB25850.1 298736 
Betula sp. +---cc- Birch Una,signed __ _ Aero Plant Betula Bet v 1b lgE_plus basophiH· or S~T+ 51 AA825851 . 1 298737 7 

····· · ---- ·-- ·· 
_ Blattella g~rmanica .. _ German cockroach Una.ssignecl___ Aero Insect Blattella chynioiryp~in-like lgE but no biological test -~- _ ,'\J053282.1 757943154 16 
_ Blattella ge~manica German cockroach Unassigned Aero Insect -- Blstteua 36 kDa allergen~ I lgE but no- bio10gical test 20 AA829344.1 544616 7 

·· ·-- ·~ -.~ -Blattel!s germanlca . -- Ge~an cockroach - --· Unassigned -- l. ___ _ Aero Insect --- --- _-- - 81attella'36kD~ ai1ergen --- ~but ~-0 bio1~gicalteSt- - - 25 AAB29345.1 544619 7 

_ Blattella germanica ___ German cockroach Unassigned Aero Insect ·- Blattella arginine kinase Bia g 9 __ _ lgE bul no biological test _ 356 A~-~ -24_3_5~._1 -· -- ~~~~2737 10 
Blattella germanica German cockroach Bia g 9 ,0101 Aero lnsecl Blattella arginine kinase Bia g 9 lgE but no biological test 356 ABC86902.1 86160922 18 

Blattella.germanica _ ~- -- German ce>ckroach _ Bia g 1.0201 _ _ ·· - - Aero Insect Blattella Bia g 1 lgE plus b11sophil+ orSPT+ 492 AAD13531.1 -~~~~- __ !_ 
Blattella germanica German cockroach Bia g 1.0101 ··-· - _ _ _ Aero Insect - ·-·e:1;.i;i1~- Blag1 _ _ _ -- lgE pl~~ basoPhil+ ~~-SPT+ - 412- -- AAD13530.2 4572592 

--- Biatioll~gormanica~ - - _ - German cockrooch - - - _ Bia g 11 .0101 Aero Insect Blatlella Bia g 11 alpha Amylase ___ 

r 
lgE but no biologl~.;j"i.,,i- 515 ABC685_: 6:J ____ -=--=85002763 15 

-·· Blattella. germanica __ German cockroach _ Unassigned . Aero Insect --- . .. -·-···ijj;;jt~lia-·Bia·g 2 .. - lgE plus basophll+ or SPT+ 330 
-- . . ----- - ·--·--- ___ 1VG9_A 62738637 7 

Blattalla germanlca German cockroach ~n.~ssls;1ned Aero Insect ---· --:::::::::: ::: : ! __ -~-f ::: ABP3560J.1 . •· 145_105726 9 
BlaitellB g;;r~~~i~ German cockroach Bio ~--~_._0191 Aero lnsecl ·------·-··-·-··- --- AAA86744.1 -···-·--·· 1176397 11 
BlatteUa germ&;;ica German cockroach ___ Unassigned Aero Insect Blattella Bia g 2 

::~~
lgE plus 

-:~::::~~~t 
basophil+ 

:::~t: 
or SPT + I 334 3LIZ_A 315113421 12 

Blattella germanica _ German cockroach Unassigned Aero Insect __ Blatlella_ Bia g 3 -- ~- _ l~E but ~-o _b!_o_Lo~lcal test_ _ __!!~ ___ _ ACY40650.1 262272875 11 
Blattella germanica German cockroach Bia g 3.0101 Aero Insect Blattella Bia g 3 lgE but no biological test 657 ACY40651 .1 262272877 11 
Blattella germanica German cockroach ___ J __ Bia g 4.0101 Aero Insect Blattella B~a J!i. lgE plus basophil+ or SPT+ 182 AAA87851.1 1166573 

_ Blattella germanica Germen cockroac.h _ _ . I - ~· Unassigned Aero Insect Blattclla Bia g 4 i-~E plus ·ba~~phil-t:_o_~~PT_~ --- 182 ABP04043.1 144952778 
Blattena germanica German cockroach Unassigned Aero Insect · Bl~tlel la Bla-g4-- lgE plus basophil+ or SPT+ 181 ACJ37389.1 ' 212675308 10 

Total Sequences 2,171 
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Species Common IUISA Allergen First Vers Type Group Allergenicity Length Accession GI# 
Ion 

BlatleNa ger_manica _ German_cockroach u~as_s~~~ Aero Insect Blaltella Bia g 4 _lgE plus basophil+ or SPT+ 191 ACF53836.1 194350815 11 
Blattella germenic::• ___ _ Gerrnan cockroach Unassi~g_ne_d_-+-- Aero Insect ---Blattella Bia g 4 lgE plus basophil+ or SPT+ 190 ACF53837.1 - - 1943508·17- - i1 

_ Blattella germenica Germa~_c_o~k~_a~----· l!.n~ssi?.~ed _ 
0 

Blattella germanica G!3r_r_n~n ~~-c~r~~~~ ___ B_la g ?,010~ ::;::~::: -1'· - - :::::::::-:::::__ _ ___ - ~:::~::::;::+~ -=--ici~=-:-::~~:~:- mJ}{:;r T___ __t::: : ~ ~--_ ____ __-:__ -_ :1 

813tt81l~_~~~anica · German cockroach I Bia g 6 .0101 
8 

Blattella germanlca _ _ G~rm-~n cockroach J---~~j ~i_2_~f-= ::;: :~::: :::::!:f: ~::t -1 ::: t: ~~ ~1~::~: l;:: ::: :::::!:~:: :~;~:~!! 
Blattella germanica German cockroach I Bia 9 6.0301 Aero Insect --'. _ BlaUell~. Bia g 6 . fl --~~ b_u~ no bi_ological tosl -~- 154 ABB89298.1 82704036 
Blattella germanica ~erm~~io-~~~-~~~-=L-~!~iY~~~( . Aero Insect t BlalleUa Bia -~ _7 ____ l!l_E_!>_l:'I n_o_ biological tesJ ___ 284 AAF72534.1 8101069 
Blattella germanica German cockroach Unassigned Aero Insect Blatlella della GST _ lgE bul no biological test ___ 216 ABX57814.1 16113751B 11 

~lomia _t.!Ce!c_~lis Mite Bio 11.0101 -------· + Aero Mile Blomia Bio t 1.01 t lgE but no biological lest 221 AAK58415.1 14276828 7 
BlomJa !:t>J>icalis Mite Bio t 1.0201 AeroMile I Blomia81ol 1.02 lgEb~i-;;-o- biologlc:;ft~~. ~1 333 r AA024541 .i -- 33667928 8 

Blomia tropi':~1\s. _ _ Mite -~~~~s~n~-~ - +--- Aero Milo ---1---- ·- -Blomia Blot 1:02 - - )i b~\ _M _biological t esl 33(:. ·1 - 5JT8~B ·-- 1199299i9o f- 18 
. Blomia trcplcalis Mite Bio 110.0101 Aero Mile ---- -+'- -- - ___ Blomia Bio I to . - - l_!l_~e~• basophil+ or.sP:r_•_ ,_:2a·~--+I ABU97466. 1 156938889-- . 
B_lomia_ trC?ei~':'!(~ __ ----~_ite Blot 11 .0101 Aero Mite_ _ ____ JI, Blomia 8~_1_1_ ____ lgEplus_ basop_hil~o~ SP_~ _(_ 875 . . i _ AAt..,_8~1~3. 1 21954740. - -
81omia t_r_opi~alis _ __ Mite Bio 112.0101 Aero Mile . _lll~m~~~o~~2___ _ll!_E plu_s b~_s_<>!'hil:'._O.'._ll_!:l_+ (_ 144 I AAA7B9_0J,1_ 902012 I 
Blomia tropicalis M ite Unassigned Aero Insect Blomia Bio t 12 lgE plus basophil+ or SPT+ I 69 2MFK_A 723586656 16 

_ Bl!3r:r_:ii~. tn_lpic~~s M ite Bio 113.0101 Aero Mile Blomia Bio 113,01 _ _ _ ___ _ _ l9E but no biolo9 i~I_!~~ -~ _ 130 I AACB0579. t _ .. 1 ~:7~?9 
Blomia tropical~s Mite l:'.~a~si~ned Aero Mile Blomia Bio 12 t j lgE plus basophrl+ or SPT • L 129-t ABH0635_~_!__ 111120432 
-~l~~_ia t~_~pi~~~-- _____ Mite Un~~si~ned 

__ Blomia t~o_picalis _ _ Mite --r Unassigne_d __ . :::: ~::: _ ::-~f~~l:J:~-;11- l f __ ::: !1~:-~~~;iht :;~:;: 11 ;:: ::~~:!:~: 111494253 I 8 
_111111. 1122 .442248 -... 00 ti - BB 

_ Blomia tropicalis _ Mite Aero Mile Btomia Bio t 21 ! lgE plus basophil+ or SPT + 129 ABH06348.1 
-~~omia_ tropica~ _ Mite ----+· iiu~~•;~;to\ Aero Insect Blomia Bio 121 -rl -·1gE-PtuS bas·o-phil+ or SP-T+ --· -,2s AAX3404i.1 - - - 60679ii0 I, 

Blomia tropicalis Mite --·--1 Blol3.0101 Aero Mite Blomia Bio I 3 . lgE but no biological lost 266 AAM10779.1 25989482 
_Blomia tropi~_~lj~--- __ _ ____ Mile _J. unass~~!~-- Aero Mite Blomia Bio I 3 lgE but no biological lest 266 AAQ24542. t 33667930 8 

1
Blomia tropical!s ___ Mile Bto t 4.0101 Aero Insect Blomia B~t 4·;;1phaamylase I lgE plus basophil+ or SPT + 506 AAQ24543.1 33667932 --· -- 8--

Blomia_ tropicalis _ _ _ Mile i Bio t 5.0101 .. ---·- Aero Mile . Blomia Bio t 5 _ __j_ ll!_E J>!'JS basophil+ or SPT• 134 - ·-AAD10BS0.1 -~~~~~7 __ 7 -t-----· 
_ __ Blomia tropicalis _ Mile I Unassigned Aero Mile Blomia Bio I 5 _ -~Ec_elus b~s_op_hil+ or SP!-+ 134 ABH06352.1 1!~~ ~043_6 __ 

Blomia tropicalis Mile --1- Unosj~;;ed __ Aero Mite __ Blomia B!o I 5 _I_QE plus _b~s_?phil+ C?,r_~!_°!' + 134 ABH06359.1 111120450 
81omi~ tropi~~-ii-• -- ·- - ----Mite Unessign~_d Aero Mite Blomia Bio I 5 lgE plu~b~sop_hil+~r sP,:+ 119 2JMrt,,t _ _ _ 160285626 
Blomia tropicalis Mite Unassigned Aero Mite Blomia Bio I 5 lgE plus basophil+ or SPT + 135 APU87558.1 1131385191 18 

.. ~_lo~i~ tropi~lis ______ M_i_le__ Unassigned Aero Mite i' ~!~~a ~lo_~-~---__ __l~~_plus bas~e_~il+ or~.~+- . --~~~- -- _ f>:,_PU87557.1 1131365189 18 

135 APU87556.1 1131385187 18 
. ~--- -··- ·-- -··-- -~:::::-t:::·:l: ___ __ -__ ---~~: -~-~;:;:_:l~· ___ :_ J:~t~:---_ . - _::::::_::::_: f' i::::~::::::~:t:~:~f: 134 APU87554.1 1131385183 18 

192 AAQ24545.1 33667936 -:::::: :-~::::::::- - ~::: -·· - ~1:at; '.~~~~ A::ro1:i~:t :::::: ::: : f -· -.: .. :: :_ ~ ~:-:_ :: .. :: .. ::::: .. ::::··- .j 195 ASX95438.1 1241067909 18 
- eio~ia-ir0Pi~alis - - _-_-_:::::::::-. M-__ _!__-1•====-=--- Unassigned Aero Insect Blomia Bio I a - -- -1gE· b'~t-nO biologic·a,-,-eS1 - - 236 AAP35069.1 3795_8_149 8 

Blomia lropicalis Mite St~ t 8.0-101 - ,---· Ae .::....::.:.: ecc___ :.:ro lnsc::cl .-8Blomia Bk> - - - ·-·- - ,QE bui no bi ot~9ic::el lesl·-- 236 ACV04860.1 256665455 11 
Bombu_s pennsyivanicus _ · ---· __ Bumblebee Born p 1.0101 _ __ _ __ _. Veno .. m_ or S aliva lY Bombus Born p 1 ' ~ lgE bu al test 136 Q7M416.1 47117013 12 . -·------- ----
Bombus pennsylvenicus __ _ ~- Bumblebee _l~ _ _omm p 4.. -__ _ 01 .. , ~1 - Ven~!!1 or ~~~~al)'. ----ombus _!!_-- · Protease ·eom p 4 - __ --·~~-b~t .. no ~~o)~_Qicel t1:st 243 Q7M413.1 75009997 12 8 0 11 0101 

Bombus terreslris Bumblebee r _yenom ~~ ~!i~_a!l.__ Bombus Bom t 1 _l?E but no ~ioloQiC~~!~ ! __ 136 P82971 .1 14423832 
--so~bu-s terrestris . --~. ~-=--~-~~~~~b~! . . [ B·so·momb jm4·_10.·0101-011 . - · Venom or _Salivary - .. !!~_mbus Born !..iE_rolesse lgE but no biol~it:a1 test 20 POCH88.1 313471465 12 
__ Bomby_x_mori ____ Silkv«>rm I Aero Insect Bombyx Bomb m 1 -~~ _!l:ut~_o E~~iical.!':_S~ 355 __ ABB88514.1 __ 82658675 15 

Bos grunniens ~ut_us. Yak --- ·- l-~-~~d __ ~) .~~O! _ . Food Animal ]- - -- e~;~_o-; d 1 1-b-e1a ·casein- -- 259 t' XP =005902099.2 942073448 _f-:--,6--= 
Bos taurus Bovine ___l__ Unassigned Food Animal J Bos Alpha-s1 casein lgE plus basophil+ or SPT + 93 -- AAA62707.1 162650 7 
Bos taurus -.· .. [ · Bovine ~nass!gned Food Animal Bos _Alpha-s1 casein __ _ (~E plus basoP._~il_~ ~r §_P_!!_ j 214 AAA30429.1 162794 ·-·--- --·- . Bos taurus Bovine Unass~gned _ Food Animal !!OS ~IJ?~B~~ ~!_~.i~ _ lgE_plus baso_phiH: or SP"'.-+:._. I· 76 AAA30478.1 162927 
Bos taurus ·-- --·-Bovine" Bos d 9.0101 Food Animal _ Bos Alpha-s 1. casein lgE plus basophil+ or SPT+ 214 __ NP _651372 . 1_ 30794348 
Bos faurus Bovine ~n~.s~!.@!lt:'~ Food Animal __ Bos Alpha-s1 casein ABW98943.1 159793197 
Bos tsurus Bovine Una.ssigned Food Animal Bos Al_ph~s1 ca~~~ .. -::Ht:::~~~it :: ~;;:. l ~~: ABW98945.1 159793201 
Bos taurus Bovine ~nassl_~n_ed Food Animal Bos A!!!~~_-s1 c~~!!~-·­ ABW98953. 1 159793217 9 
Bos taurus Bovine Bos d 10.0101 ··Food Animal · Bos Bos d 10 :-::-::~:-:::::-~~:-~~-~~:- l-··-;!~ - NP _776953.1_­ 27806963 15 
Bos taurus Bovine ____ + _ Unass~ned _ .- Food Animal Bos Bos d 11 beta case in ··-1--lgE pl~•. b~OjlhU+ or Sf>_T+ _.J _ 22~ _ AAA30430.1 162797 --·-· ····-
Bos laurus Bovine Bos d 11.0101 Food Animal Bos Bos d 11 beta casein ! lgE plus basophil+ or SPT+ 224 AAA30431 .1 162805 
Bos taurus Bovine Unassigned Food Animal Bos Bos d 11 beta casein I l9E plus bas_ophU-r or SPT + --::_ 224 AAB29137. t - - ····-·--·-·--- 459292 
Bos taurus Bovine Unassigned •·--- ~oo_d Animal Bos Bos d 12 I lgEpfusbasophil+orSPT+ I 190 AAA30433. t 162811 
Bos taurus Bovine Bos' d 12.0101 Food Animal Bos Bos d 12 1 lgE plus basophU+ or SPT+ 190 NP _f76719.t 27881412 15 
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First Vers Species Common IUISA Allergen Type Group Allergenicity Length Accession GI# 
ion 

Bos taurus I Bovine Bos d 2.0101 Aero Animal Bos Bos d 2 --=~,i~.~~i~ ~.o bio!O_ij~~I .!!~!= t 172 AAB06720.1 BB6215 
Bos tauru; · I Bovine Bos d 3.0101 Aero Animal Bos Bos d 3 lgE but no biological test 1 101 028050.1 2493414 

Bovine _ __ Unassigned Food Animal Bos Bos d 4 lij~.1!!~~--~a~~p~il+ or SPT+ 142 CAA29664.1 295774 . . ... ··-- . 
Bovine I Bos d 4.0101 Food Animal Bos Bos d 4 __ ~E e~u~- ~~~_o_phil~ o!S_PT+ 142 AAA30615. 1 1632B3 == ;::::~;~:-J= -

Bos taurus Bovine Food Animal Bos Bos d 5 IQE ~lus basophil+_ or SP.'.! 17B CAA32B35.1 520 --·- ~- -- - __ __: __ rt-:t:a:~;~~,-- l- f 
Bos taurus Bovine Food Animal Bos Bos d 5 lgE plus basophil+ or SPT+ 17B P02754.3 125910 
Bos taurus Bovine Unassigned Food Animal Bos Bos d 5 JgE plus basophil.;-or s·PT+·-t 17B ACG592B0. 1 19595713B I 1D --- - -- J t ·-
Bos taurus Bovine r~-so; a 6~010,-·- Food Animal Bos Bos d 6 JiiE~eiu;_ _b~~~hii+orSPT+ I 607 AM514111 16264B I 7 -- --- ---·-
Bos taurus j Bovine l ·u~;~~iQ~ed ~ --- Food Animal Bos Bos d 6 lgE plus basophil+ or SPT+ 607 CAA76B47.1 3336642 

.• _ .~s _!!_u!~~ _ J Bovine 1 Unassigned Vaccine __ Bos colla~en _alp~~2 ___ _ 1 lgE plus basophli+ or SPT+ 1364 NP _776945.1 27B06257 11 
1-·----- ·-· -

Bos taurus Bovine 1 Unassigned Food Animal Bos lactotrensferrin 1- liE b~ n_o_!?1olog~l_!i:~t - ~ --70-B 1 NP ~~1~~~ =~~-30794292 8 

_ Brassica juncea _ - - --~ustard · ~re j i.0_!01 Food Planl . r- BrassicaBra j ·__ 1 2s-;;ji;~min -· lgE but no b10Jog1callesl 129 PB0207.1 32363444 9 

Brassica napus___ Rape Bran 1.0101 Food Plant I __ __ _ __ Bre_n_1___ -- · l~~~~n;;-biolojl1cal lest I _ 125__ j__ - -P_8020B.1 75107016 
Rape Unassl~ned Aero_P_I!,~~- _ J__ BBrraa __ nn BB_rraa. (r ~----- _ J_gE- ~~t no_b1o_~,c•__ l_t_•!~ -- r' ____ 83 _ S65_144 2129B01 

_ _ Rape __ _ . --~_rassica ~ap_u~--- .un~S~!~~ed - .- ____ ~ero Pl~~t- I __ ___ __ ~ -- 1 _l~~~ut_~(!_l~L~oq1ca!_~s_t ·-· 83 S65145 2129802 
Brassica napus Rape Unassigned --+- Food Plant Brassica napus 2S albumin I lgE but no biological test 109 AAN86249.1 269B5163 

1 
Brassica oleracea var. 

Wild cabbage _J __ Bra o 3.0101 Aero Plant Brassica Bra o 3 LTP full length .J. _.1_!:_p~~s .~~-ophil+ or SPT+ 112 XP _013623213.1 922434456 16 _____ oleracea _ 
Brassica rapa Turnip Unassigned Aero Plant Bran Brar 2 ~ no biological test 80 S65143 2129B05 

---B-rassic_ a_ rape ___ _ ___ _ Tu_r __ n_ip Brar 1.0101 Food Plant Brassica Brar 1 lgE_ but no _biologic_al test _ 178 CAA46782.1 17697 
!3rassica r_a_p~ -------·-- __ !_~~ie_ Brar s .0101 ·- ·- - - ·Food Plant I s;as-~~·ca_lcim"bfndirlgprotein Group I lgE but no biological test I 7'9 -1-- 8AA09634.1 - 1255540 1 15 

Brassicarapa _subsp . . rapa _ T':_l~ip _ -~ Unassigned __ __ Aero Plant +~-- .. ______ B~~~ -Brar2 ____ lgEbutnobiologic.iltest -- -83 1 ·- -P691i9.1 ___ _ 5~_1)_1)_~46 _ _ 7 
32363456 9 

- ---- - --
608690 15 

Br•~~:~::::a::~:;:~:rapa ~:::: . · · -t -~:~:rtt~~~~ ·- . -i-;ii-- 1 
c~:~:iff~f!:l'F~:i;h:1r;~~f f-:;!·:~:~;ii:i::1~:i;i ~~ --[~~ -~ ~~j;~~!~'.i --

37548637 
Candida alblcans Yeast .. ·r una.Ssig~-ed Contact .. Candid-~-En~1a;;,·----- - - - - - lgE pluS baS~Phn+ or sPT + - - 440 P30575.1 232054 
Canis familiaris Do~ ____ , can f_1~101 Aero Animal _ __ C:anis can_f _1_L_lpoca_lin ___ __ lgE pl~• ~a~ophil+ or SPT+ _ 174 ____ AAC48794.1 259B974 11 

·--- - - --
Canis familiaris D0.2___ __ Can f 2 Aero Animal Canis Can f 2 Lipocalin lgE plus basophil+ or SPT+ 177 CADB2911.1 29292272 7 -·-------- -
Canis familiaris DO_L_ Can f 2 . ·--- -~~r~ ~-~!~~i~ - ··1 -- - : __ CaiiJ~-~~~! ~ -~_?~~Ii~--=-~-- --,~-E-p~~s-~~~-~p~~~ O!_~~j+ ·--. -:119-- CADB2912.1 29292274 
Canis familiaris Do~ Can f 2.0101 Aero Animal Canis_~~.!J. .. ~!fi-~c_a_!!~_ lgf:_plus b.a.~~~l!_~_(!!._~~-1:.~- __ _ 180 AAC4B795.1 259B976 11 -·-- --·-··· --- ~- -
Canis familiaris Do~---- Can f 3 Aero Animal __ _ __ C_ ~~~s_Can f 3 Serum albumin lgE pl__us basophi~+ o~ SPT+ 265 AAB30434.1 63393B 7 

Canis fammaris ·- Dog ____ _ Can f 3 __ A_e~A_n_i!!,_~ _ Canis Can f 3 Serum albunii:' ____ __ lgE pl_us b!sophil+ or SPT+ __ 58_5 _ - ~AA76841.1 3319897 1 

Canis familiaris Dog Can f 3.0101 Aero Animal Canis Can f 3 Serum albumin lgE plus basophil+ or SPT+ 608 BAC10663.1 225316B8 15 
Ca_nis fa_miliaris __ I Dog ·- --+--·Ca~ f_4~0..!_0_1 _ _ 1 Aero Animal ___ Canis Can f 4_epithelial 18 kDa lgE but no biological test___ 174 AC.'(_3_852~:_1_ ___ _ 262232390 12 
Canis familiaris __ Dog Unassigned Aero Animal Canis Can f 4 epithelial 18 kDa lgE bul no biological test 174 AHY2464B.1 625295108 16 
Canis familiaris _ _D_o!I_ Can 15.0101 Aero Animal Canis Can 15 _ __ lgE but no bioloriical test 260 CAA68720. 1 B6B 15 
Canis familiaris Can f 6.0101 · - Dog_ - Aero Animal i- --- c-;nis Can f 6 Lipocalin ·--'~-~_but no b~otogical ~es! .. 190 CCF72371.1 - i74o-928fl4~ 13 
Canis familiaris Dog . ~n~~.si~n~-5! Aero Animal Canis Can f6 Lipocalin 7 lgE bul no biological test j-_-177 5X7Y=~ - 1374502923 i 19 
Canis familiaris _ __ _ ___ _ Dog Can f 7.0101 Aero Animal Canis fam1llariscan f 7 _ I~~ ~-~!~o b!~l~~i~I test 149 AAB34263. 1 945179 J- 16 
Cannabis saliva Hern_p Cans 3.0101 Aero Plant __ -1--- Cannabis LTP Cans 3 ! lgE plus basophil+ or SP!:'._ 91 CCK33472. 1 571256597 15 

Capsicum an_~_u_~_r:r_i Bell pepper C:ap_~ _1.0101 Food~an!__ __ +- - - _ Ca_psicum Ca.!'_ a 1 lgE but no biolo_gical_tes(_ 246 CAC34055.2 16609959 7 
Capsicum annuum Bell pepper Cap a 2.0101 Food Planl _ _ __ Capsicum Cap~ lgE but no biolog ical test 131 CAD10376.1 16555785 7 

~~~~ pap~~~ - _Papaya_ Cari p 1,0101 Food Planl Cari p 1 .0101 endo polygalacturonase l9E plus besophil+ or SPT+ 494 ! ACVB5695.1 25864013B --/- - 18 

._C?.aric~ ~~_e_~t!. . ____ _ .. ___ Papaya 
__ Carpinus_ betulus Hornbeam Car b 1.0102 

---··· · ··· - - ---
__ Carpinus betulus Hornbeam , Carb1.0103 

Carpinus _betulus __ Hornbeam -l~-.r ~ 1Co:i~-~ --- · ~r ~1 l '~filitr,··-1 m1ii1~ irrL-1 t;lt . ~~tt-1 
Carpinus. betulus .. Hornbeam Ca( b 1 .01_1)_5 _ f 1
Carpinus betu/us Hornbeam Carb1.010B Aero Plant Carpinus Car b 1 _!2E plus basophil+ or SPT+ 160 CABD2215.1 1545893 

__ ':~!.P~~-~~ .. betul_~! Hornbeam Car b 1.0301 

_ (?ar~i_n~~ .~~!~lus Hombeam Car b 1.0302 :A-:e_r;:o·_-p:ll:a.~n:,: :-~--:1 ·-~ ~::::~~: ~:~H- -r-~ ::: ;:~: :::;;~::~_ :: _:;;;J _ ::: 6~:~~~1i:i ::::::~ 
~~~pinus ~~-~u.s ·=·H~~~b;am--·· l ~~~~Si!l_n~~ - · ~ Carpinus ca; b ·1 - lgE plus basoph1J+ or SPT+ _ .I 40 AAB20453.1 239735 

. Carpinus betulus _ Aero Plant ~~rplnus __ Cerb 1 lgEplusb;;oph;l+or-SPT+- I 160 ABZB1044.1 167472B45 1D 

__ Carpinus_ betulus . ~:~~:::~ - - j - 6~;-:·i~~~: --- Aero Planl Carpinus Car b 1 !?E_pl;;;;-besoph1l~ -or ~T::__ [ 160 ABZB1040.1 167472837 10 

__ ':=~~~n~_s _~etu_~~~ Hornbeam I Car b 1.0112 Aero Planl Carpinus_ Car b 1 _ _ __ _ _ _ lgE plus besoph1J+ or s_P]:_+_ 160 ABZB1043. 1 l-- 1_6_7472B43 10 

Carpinus betulus Hornbea_m _ ___ I Car b 1.0111 Aero Plant Carpinus Car b 1 lgE plus besophll+ or SPT+ 160 AEIZ610-42 ."1- - 167472B41 10 
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----t:~t~-:-_ 
Firs_t Vers _ IUl~A AH"_'ge"__ _ _ Type Group Allergenlclty Length Accession GI# 1 ,on 

Ca~in~~ betulus_ _ ____ H-'o-"mbeam 
Carb1.0110 6:;PP~~{~t:_:___ :gg:PP· :~::=P~E::~ -

Carpinus betulus Hornbeam ____ U_n_assigned 
~:~ J ::!~:~!~:: _ - 161704~~~:9 0 tz 

Carpinus ~~.~~~us7 Hornbeam 

. _ _ c~~u~_ ~~t.ulus_ __ --1 Hornbeam - --- ---
Hornbeam 

.:~~~~;::~;_-:-- ::~: :::~: 6~~:~~: 
Carb1.0101 _Aerc>_Plan_t_ _ Carpinusca;b

6::~-~
-
-
1 
t 

-
.--
--
-

----1 -IQEpiu,
---1:t:~::1~::~::: 

-iiasophil+or
:;t:i;

-SPT•
r
- _-
· 
-159 
J~ ------::!::cit~ ___ -~~{-!i~~-- :! 

CA/147366:1 · - --402743 - 15 -· _ ~ar~in':Js ___ ~_~t-~.1~~ -1-- -- l -- 1-; 
. Carpi_nus ~~~u~ __ Hornbeam 

___ Carpinu~ b_e_tut_u_s _ __, Hornbeam 

_ Carpi_nu_s betulus ___ _ Hornbeam -- ---~~~-;-:;ili ~::: :::~~~E----=-i:~~~: l~~-t---:---~ =~i::t:-:::~~::i-~tt~ -~-iif __ r~-~:~!!~•-t~- _~~ l:7:4: - - - ; : -· 
28207731 7 

Carya illinoinensis Pecan ____ Car 11.0101 Food Plant I Carys Cari 1 Seed storage protein lgE but no biological test 143 AA032314.1 
f

__ ~~!¥a_ iUino.i~~~s~-- Pecan Cari 4.0101 -~~-~!~~ _ _ I Cary~_ <2._~ ~~~~ ~ legu_'!1Jn _ lgE !J~~~ bio~i~l_t!_S_t ___ 505 AB~~~~78.1 158998?~~ 1---.!~ __ 
~a.rt~ j.l!!noin~n_s_i!__ ,_ _ ___ P_ecan I U~ass~n~_ Food Plant Carys Car 14 11s legumin lgE but no biolog,cal test 505 ABWS6979 .1 158998782 1 14 

Carya illinoinensis - -- Pecan ·-:--~ Cari 2.01_01_ 1 ~ ___ F_o_o_d_P_la~_t__ ~-~_-caiya l~ar I 2- ~~o! ~1cdm _- _ _ lr _ _ !2Ebu~~-b10IOQlr.alj,;;t - 792 - -- ABV49-5·90~ 1· 157384600 -r--15 
e:arya __ imnoinensis Pecan _ _ _ _ Food Plant - - - I --Carya I Car l_~.0101 v1cihn__ -- - - l!;iE bu! no biological test 426 5E1R .• ,l ~o5224492n· - ]8 

Caryola mitis ____ _Fishtail_Palm Unass'!Jne_d__ Aero Plant I _ _Ca_'l'o_t_i,_J>r~I(~--- _ _ _ _ lqE but _no _b1olo,i1cal le~t_ _ 131 AB_M~;i_~3_0_:_1___ _ 121277849 a 
Cas~~f!~~~-- -~-~r~~n -~~estnu~ Aero Plant ____ ~~t~~~ .~~~ ~~---- _ -~E but no b•~-l~g1~~est 160 -~~-~~~74.1 ___ .. ~~?_5~_?_81 7 
Castanea saliva European chestnut Unassig~ Aero Plant ____ Castanea Cass 1 lgE but no biological test 159 ACJ23862.1 212291466 10 

__ - -~~~_!!~~a sativa Europea~ ~estnut _ Cass 1.0101 Aero Plant Castanea Cass 1 lff_~ !J_u_!~~ biol~ic~J test 159 ACJ23B61 . 1 212291464 
Castanea saliva _ Euror,_ea_n chestnut_ l 

10 

_ -_-Una~-~~~ed Aero Plant Castanea Cass 1 -~~~~_! -~o--~-i~lo~ical t_~st 159 --ACJii86i 1- 212291468 10 

Castanea saliva Euro_p_e_'l_n_ chost_nut I C:as s 5.0101 Food Plant Castanea Cass 5 1 l9E_plus ba~~p_hil':__o_r:_§£':f+ 316 CAA64868.1 1359600 7 

Castan_~_!'_Btiva -- European chestnut Unassigned - Food"Pl;·n1··-- - ~--~!_~~~~ca~ s 5 lgE plus. basophil+ or SPT+ -- 298-. . _-_ A~~~~4-~~~~ -~~ -~~1-~1~0=H -i- .1j - -
Catharanthus roseus Mad&g;s~r Pe~·nkte__ ·c-;.171·:010~ ~ .~- - - Aero _Plant - - .. Celharanthus cyclophilin . - _lgE_~~~-sop_ ~!~~ -~-r SP_ T __ + 172 CAA59468 1 1220142 13 

Caviaporcellus Domeslicguineapig _- _Cavp1.0101 -- 1- __ AeroAnimal _ __ Cavia___C••~ - _____ _ _liEbll!nobiolo,ii"'!~~•st -166 - VEV85353:1 - -- __ 1604536255 ~ 0--
Cavia parcel/us Domestic guinea pig Cav p 1.0102 Aero Animal Cavia Cav p 1 lgE but no biological test -1·66- ----V-EV85.is4:1 ~ o-4536257 2L) 

Cavia porcellus ___ .!?51:r:r:'~s_!i_c __ g_ uine~_P.!~ _- .~~~-.e.£--~_!P-~ ____ ~!=_ro __ A_ ni~a! _ __ ____ Cavia .. Cav p 2 l_g_E plus b~sophil+ or SPT+ _ 170 CA~621~~-· 1 _ ____ 325910590 12 

_ Cavia po_rcellus__ Domestic guinea pig Cav p 3.0101 Aero Animal __ Cavi~ __ C~v p 3 lipocalin j- lgE plus basophil+ __ or SPT+ 170 _ 9,\~~~~30.1 325910592 12 

_ Chamaecyparis obtusa _ ~:_PP·:~-~PP_·~.::- - --j ~~: :~:~~~-~---

*•"' 
· 

I 
· __ _ ----

,::; 
~_-_:-:_:::

,::,~ 
_:__~-_: ·· ~ 

__ 
__ _ __ ~hama~cyea~is c~'!-~ __ !_ . _.!i_E_.~~t _i:io b~olo~ical_te.st 375 BAA08246.1 1514943 7 

Chamaecyparis oblusa _ _ -,_ Chamaecyparis Chao 2 _lgE_bul _no biological tes_t_ 514 Q7M1E7.1 __ 1 47606004 

.Cham~e~paris_ obt~sa _ -

""'7,.."''"0 
~~p_a~~~~_c_ypress _ _. _l.:l_nassi_~!_'I~_ _ _____ -~~!E -~lent 

i __ 
Chamaecyparis Cha 

fha 
o 2 lgE but no _biologic_al test _ 419 . - ~~F3~~-~-~-~. 114841683 

"";;','.;a:',':';::'" ~ 
=±_ 

19 
-~-h-~~a;:~bn;5o~t~~~ o 3 lg1::~~t ~:s:io~:;i;~,~=5~+ ::: - ; i~~~~;\ 1~�: 2e4e580:42 7 

_ Chenopodium album . --~d ____ ___ _ Ch~ a 1.01~1 _ ~•ro _l"lanJ ___ C_h_enop<>d1u~ ~~•a!_ _ 

-1 I-
l,i~b_u_t_no b1olo_!l1cal les_t_ _ _ 1_68 _ ML07319.1==_1 ~20_7~~6 __ 

- ~~~~~_podium a!~~-m Pig~-~~··· _ _ _ ~he a 2.0!01 A~~~.!'!.._ . _ Chenopo~iUJ!I Che a~ _ ---=r lg~_p~us basoph~+ or SP_!+ ·t ___ 131 AAL92B70.1 _ _ 29_46E_6 __ 66 _ 7 

___ Chenopodium album __ __ -~i~~e_d l--~.~~-~~~~':~ _ _ __ ~ -~ro Plant j---- ·-
-1'--

-~~enoe_o~~u~ f!:!':. a 2 lg~ p.!_us_~~Ephil+ or SPT+ ~ - 133 __ ~CR~~~- 1 23_86860~8 J---- ~~ 
_ Chenopodiumalbum Pigwee~ -~-~~~~.:.?_!_~~--J_____ __ Aero~la~t. _______ ·--~~eno~~~mChea3 ___ __ lg_~~t~b~~og1ca11esl 86 ___ - ~~9~8_7~- ~-- 29465666 7 

--~~i~no!~_e_t~~.op_ilio_ --- -~~o~--~~a_b___ -- ~nassi.gne~ _ .. ~~~-~ ~~'!!!!._ ·--l----- Ch10noece~e~ tr_o_.e_o~yos~n ~- __ J _ lgE but no b1olog1cal !t:~t___ __ 2~4 __ A2V735 1 _ 3!)81~~~~6 12 

Chironomuskiiensis --~i~-·- _ _ Chik1_0.0101 _ A~_ro_l,~~~t _ __ -+- ChironomusC~1 _k10 _ _lgEbutnob1olog1cal _test _ _ _ 2!_5 _ CAA099~82 _ _ _ ?321!08 

Chironomus lhummi thummi Midge Chit 1.0101 Aero Insect I Chtronomus Chit 1 lgE but no b1olog1cal test 151 P02229 2 121219 
- --- --- · 

Chironomus thummi thummi Midge Chit 1.0201 Aero Insect Chironomus Chit 1 lgE but no biological test 151 P02230. 1 121227 
---- -- ---

Chironomus thummi thummi Midge Chit 2.0101 Aero Insect Chironomus Chi t 2 1 lg E bul no biological test 158 P02221.2 2506460 
-- -- -- -

Chironomus thummi thummi Midga Chi 13.0601 Aero Insect Chironomus Chi t 3 lgE but no biological test 161 P84296.1 56405052 

Chironomus thummi thummi Midge Chit 3.0901 Aero Insect Chironomus Chit 3 lgE but no biological test 151 P02227.1 121237 

Chironomus thummi thummi Midge Chit 3.0501 Aero Insect Chironomus Chi t 3 lgE but no biological test 161 P12548.1 121244 

Chironomus thummi lhummi Midge Chit 3.0701 Aero Insect Chironomus Chi 1 3 lgE bu! no biological test 161 P84298.1 56405054 
----

Chironomus thummi thummi Midge Chi 13.0702 Aero Insect Chironomus Chi t 3 lgE but no biological test 161 P1254B.1 121248 

Chironomus thummi thummi Midge Chit 3.0801 Aero Insect Chironomus Chi t 3 lgE but no biological test 162 P12550.1 121249 

Chironomus thummi lhummi Midge Chit 3.0301 Aero Insect Chironomus Chi I 3 lgE bul no biok>gical test 161 P02226.2 56405306 7 

Chlronomus thummi lhummi Midge Chi I 3.0101 Aero lnsecl Chironomus Chi I 3 lgE but no biological test P02222.2 1707908 1_60 _ 1 

Chlronomus lhummi thummi Midge Chi 13.0401 Aero Insect Chlronomus Chi I 3 lgE but no biological lest 161 P02223.2 1707911 
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Chironomus thummi thummi Midge Chi 13.0201 Aero Insect I Chironomus Chi I 3 E but no biological test I 162 P02224.2 2506461 7 
---- - --- -+ -

Chironomus thummi thummi Midge Chi 14.0101 P02231.1 121256 Aero Insect -1-- --~~i~no~u~ Chi! 4 __ ·- __ --~ut no biological ~est T 151 

Chironomus thummi thummi Midge Chit 9.0101 Aero Insect Chironomus Chi t 9 lgE but no biological lest 151 P02228 .1 121259 

- ~~-'?~~_p~us ~r~at_u~ __ _ _ l!~assi~ned Aero Mite _ .. Cho ~ --1~:~J.0_1_ __ -----· j lgE but no biological tesl . 284 AEX31649.1 ~ 371500880 13 

Citrullus lanatus Citr I 2.0101 Food Plant 131 AAU43733.1 52352489 17 - - --·--- -- · . _ ~\tr._ullu .. •. lanat.us_~. itr 12. -· _ L' lg~ _ _plus baso·p·h.il+ or SPT+ 
Citrus limon Lemon Cit 13.0101 Food Plant - -- <?~':l~ 20 P8416D.1--, L 1:~. 1 ~it __ s_~/Cit_ I J_ _ .~~~-Pl~~-b~~or,_~~+ _or SPT_~ 52783176 7 --- ---- ---··· - ----- . 

Citrus sinensis Navel -~r~nge __ _ Cits 1.0101 Food Plant _ __ ____ . Citru~-~ -i~ s .~ __ ___ lg~_e~~-~asop_~i_l_+ or S~!:" _ 25 P64159.1 52782810 
f----- --··---- -·-- -

Citrus sinensis ____ __ ·--Navel orange --· Cits 2.0101 Food Plant _ __ S_i~~<2_i!_ ~ ~ - lg~ _plus_basophil+ or SPT+ 131 CA123765.1 56000996 - - ---· -·--
cnrus sin~~~-- _ ___ ~:~_o!!r:!~. Cits 3.0101 Food Plant Citrus LTP Crt s 3/Cit I 3 lgE plus basophil+ or SPT + 20 _j_ P84161 .1 52783177 -------- -
Citrus sinensis Navel orenQe Ctt s 3.0102 Food Plant Citrus L TP Cit s 3/Cit I 3 lgE plus basophil+ or SPT-+- 91 CAH03799.1 50199132 
Citrus sinensis Navel orange Cits ~ Food Plant Citrus sinensis Cit s 7 - lgE_ plus baso~hil+ or SPT-+- 88 _ XP _006-472264.1 -, 568836465 20 
Ciiidosporium--· 

Fungus Cla c 14.0101 Aero Fungi Cledosporium Cla c 14 lgE but no biological test 325 ADK47394.1 301015198 15 clados porioides 
Cladosporium 

. i- _ 
Fungus Cle c 9.0101 Aero Fungi Cladosporium Cla c 9 Davidielle lgE but no biological test 388 AB059329.1 148361511 11 ciadosporioides 

_ Clupea_ h~rengus Atlantic herfin_g _ __ _ ~ Clu h 1.0101 ---Food - Animal -----·------ ._ Clup.~• _C_lu_h_ 1 ______ ._. lj!E_ b~t_110 biolo~ical test 109 CA072970.1 242253963 11 
- ·-·-·-·· -

___ Clupe~ hare~gus____ Atlanti~_herri_~g __ Clu h 1.0201 Food Animal -·---·Clupea Clu.h 1 _____ _ /gE but no biological test _ 110 _ ·- CAQ72971.1 242253965 11 
Clupea harengus Atlantic herring Clu h 1.0301 Food Animal Clupea Clu h 1 lgE but no biological test 109 CAQ72972.1 ~ 253967 11 

Curvularia lunala enolase Cur 12.01 
Cochliobotus lunatus Fungus Cur 12.0101 Aero Fungi lgE bul no biological test 440 AAK67491.1 14585753 

_ _ ___ Coch/iobo/us ·--- - - · _ 
Cochliobo/us lunatus Fungus Cur 13.0101 Aero Fungi Curvularia lunarua Cur 13 Cochliobolus lgE plus basophil+ or SPT+ 108 AAK67492.1 ---+-- 14585755 __ 15 

Co.?~~~~~~~u-~_1~.!"~~-~- F~~~~~~ _ ~~~ - !.~.:0_1~~ Aero Fungi _. Curvularia Cur I 4 _ lgE plus basophil+ ~r SPT + 506 ~ -~~_F_'.~~89.1 _ 193507493 15 
Cochliobolu~ !~!!.~-~~~ -· Fungus U~~s-~ii~~~ Aero Fungi Curvularia lunata alcohol de_hydrog~nase ___ lg~ but no biol~_gical_test __ 352 ABCBB428.1 86278351 17 

Collea arabica Coflee -r-- c,;,. Cof a 3.0101 ·- Food Plant Coffea Cof a 3 /gE but no biological test T 65 AGL34968.1 494319676 15 

-· coffeaa~~bica Coflee 1.010,-- Food Plant -- ==~o_ff!i~ofa 1 --~ --lgE-b~t~)~i.ig,-...(te~t -1 263 ADH10372.1 296399179 15 

C~f~a ara_l>i."!·-::--:-_- Coffee -i-----c;;,r;.·2~0101 Food P/onl Coffea Cot a 2 ·--- _ _ l~E bul no brologrcal tesl _ BO AGL34967. 1 494319674- 1s 

__ Coprin~s com~tus ~~~_ggy mane _ _ Cop c 1.0101 ___ Foo~ F_~ngi ___ C_oprin_us Cop c 1 lgE but no b1olog1cal test 81 CAB3937S.1 4538529 7 
Coptotermes formosanus Unassigned Food Animal ____ Coptotermes Copl f 7 lgE but no b1olog1cal test 256 AGM32377.1 506968067 19 

__ Corylus __ avellana . . _ _ European hazelnut Cora 1.0103 Aero Plant Corylus Cora1 lgE plus basoph1I+ or SP~ O CAA50325.1 __ - ~.§_~-~ __ 
Corylu~~~_«:llana . _Europ~ar:1h82:~~-~~ - - - -C~81Jl104- ~ Aero-Plant - -CorylusCo~~ -, -- - lgEPkls-ba;ophll+orSPT+ - 160 CAA50326.1 __ _ 1 2_2~8~- -
Corylu~ ~yellana__ _ _ European _hazelnut _ - cor a -.,-0102 - - Ae~o Pla~t - - -- t 

J _ ·-. __ -__ 
Co~lus Co7a 1 - - --- -~ lgE P1~s basophl~-r sPT+- - 160 CAA50328. 1 22690 

~~_ry_l_~s __ av_e!I~!!! European ha~~!~ut _ Cor a_~.0201- - --=--~ er"a-~- _ Co~is:~ ~-1 ~~ ~Q_E _plu~ ~a~fh~!f or SPT+ - 160 CA~~~-~_ . 1321731 . .? _ 
___ Corylus ave_llana _ __ ___ . Europea_n hi:1-zelnut Cof.~_! :.0_~01 _ _ _ _ A~o Pla~t Corylus __ Co~ a 1 ____ -~lus b_asoph1I-+_: or S~T• __ 160 CAA96549.1 J.~~..!_7_~.? ~ 
_ _ Corylus __ avellana ~_ur~e:an_~_a~.!!!:'t Cora 1 0401 Food Plant Corylus Cora 1 lgE plus basoph1I+ or SPT+ 161 AAD4B405.1 __ .§.!!6~.o~-- _ 

Corylus avellana ~ opean hazelnut ___ c_or a 1.0402 Food Planl Corylus Car a 1 lgE plus basoph1I+ or SPT+ 161 AAG40329.1 11762102 

Co~tus avel!_ana European h~~n~~ Cora 1.0403 __ ·--~~d P~~t Corylus Cora 1 -~gE plus basophil+ or SPT+ _ 161 ·--~~~0330.~---- _ 11762104 
Cory/us avellana 

l· ___ 
European hazel.nut _ Cor J _.!c_0_404 -·- ___ F_o.od. _f>!ant ·-· Corylus Cor a.1. lgE.plus basophil+.or SPT+. 161 -~Cl~~~--_ 11762106 

C0rylus avellana ____ European ~~z~lnut _ __ .car a 1-~~0_1____ Food Plant _ ___ C~rylus .Cora 1 lgE plus basophil+ or SPT+ 160 CAA50327.1 22688 15 
Cory/us avellana . -·-· _ .Europeon hazelnut.__ Cora 11.0101_ Food Plant Corylus Cora 1_1_ _____ -lgE pi~~-b~sophil+ or SPT•- · · 448 - AAL.136739.1 -- - -19338630- 7 

1---C_o~ry~lus_ av!ll~_na _L_ .. E.u_rope!"_tl_~ze/nut Cor a 12.0_101 -- - · ~olld_~_n!_ _ _ _ Cory/us Cora 12__ __ -lgE p/~s-iiaso-phil+or SPT .- __:15!! . - AA067349c2 _ _ _ _ 49617323 15 
_ _ Cory~~_avellena __ l _ ___ European hazelnut-~- Cora 13.0101 Food Plant .. corylus Cora 13 Oleosi_!!_ _ lgE but.no biok>gical _test . 140 AA065960.1 29170509 

Corylus avellana European hazelnut Cora 14.010.!.._ ~ Food Plant Corylus Car a 14 2S albumin lgE plus basophil+ or SPT-+- 147 AC:056333.1 1 226437844 11 

__ _ Corylus avollana _ __ European.hazelnut Cora 2.0101 Aero Plant 

~:~:~:~:;:!P;::::~: 
Corylus Cora 2 profilins 

-::~~:~:
lgE but no 

-:::~:::::::: 
biological test 

--
131 

~~ - - ~::~~6;1
AAK01235.1 

-~:~:~:_::;:;~; :~::::~~::::~~: - ~o:~::i;:~ _ _ _ ::~:;;:~~- --

_ Corylus avellana __ European _haz~i,;ut - -·-- _ u.nassigned ___ - ----- ~-~d_!~ant __ Corylus Cora 2 profilins lgE but no biological 1est 133 _ ~_:4-~4<!:_~ 
-J 
_ 

__ s~~;; 
12659206 I 7 

~?_~.!_7~~

__ 
- --

_ 
.
:, 
1.s 

_ _ Corylus avellena _. ,_ __ Eu~pean hazelnul ____ Unas_signed Food Plant __ ____ Corylus Cora 2 profilins lgE but no -b1olog1cal test 133 ___ A~~~-1 ___ 576017919 15 
CorylU$ ave Ilana European ha:telnul Unassigned 

l 
Food Plant r-----

·co;y,~. 
cOr}'1uS Car a-2- pi-ofi11ns -- --1 -1gE- but .;;biolog1c~I test 131 A4KA43.1 576017779 15 

C~rylus avellena Euroe_een hazelnut Unassigned F0od Plant · £~r a- ~ l'\~frl;;;.:- - - -1 -~ ig~ b.~!~ _ _!>~0109,c~!;;S_t_.=_ 13i- - - - -A4KA4s., 576017777 15 
____ 9oryl~~~~-- - - -~!~pea~~a~!!!!ll·- __ ·-·-- ·---~!1.~~t:~·-T___ _ Fo.od~le~t __ _ - - . __ CorylusCore2profilins ___ ___ lgEbulnobiological_test . 133 .. A4KAif1·==I 57i3()'j7'·775-- 15 

Corylus avellana Euro~•• hazelnut Cora 8.0101 Food Plant Corylus Cora 8 lgE but no bio/o~ical test 115 AAK28533.1 

j 
-!-13507262 __ 7 

---
__ 

f 
£~'Y~ 

;:~~:·~ 
. .!'~•~•na 

~:~::~ 
. __ European hozelnut _ _ 

Europ~~:irnut --
-

f 
~or 

Ff 
1 

il1
9.0101 

---==~;if~::
Food Plant 

-- -
Cory.1':'~o! 

!~~;i;;~r:~;. 
a~ _ ___

----
_ lgE plus basophlt+ or SPT+ ... 515 AAL734041 18479082 7 

-----c~;;;:~~:f :~ lg::i:~: ~:·:~:::::::::: • ;:: -f- ;ii¼mi} -11f ::!!if-:-~; 
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First Vers 
Species Common IUISA Allergen Type Group Allergen icily Length Accession GI# 

_ ::::::: :::::: ___ - =~~~~~---- f --EEi~~:---
Ion 

- ·c,angon ·cra c 4 sarcoplasmic calcium• 
Food Animal lgE but no biological tesl 193 ACR43475.1 238477327 12 

bindin_g_prote __ -----·---· - --·---- --· 
Food Animal Crangon Cra c 5 myosin light _chain ·-­··- ·-·· . l~~ -~ut ~~--~~~~9J~cl!_t~_~_!_ 153 ACR43477.1 238477331 12 -- - ·· ·----·---·--~ 

__ Crangon_crangan _ _ Shrif!l_p _ f------- ·· ______ _ _ ._ Food Animal Crangon ~ra c 6 tropo_~in c. l_[_E_~ _ut -~~ ~\~~_gical t_~sl_ 150 ACR43478_1 238477333 12 

Crangon crangon Shrimp Cra c8 .0101 Food __Animal ___ ___, Crangon era c B triosephosphate isomerase lgE but no biological test 249 ACR43476_1 238477329 12 

~ra~so~t~~a 9iQa~ .. American oyster Crag 1.0102 Food Animal ~r~~~~s~rea T~o_e_o~.~~!n_~!~ J! J __ 
-

__ ~~E bu! !-0 ~~olo9~caJ. !~S~ 284 BAH10152.1 219806594 10 --··-·--·-- ·-
Crassostrea gigas - American oyster Crag 1.0101 Food Animal crassostrea Tropomyosin Cra g 1 lgE but no biological test 284 ARX7D262.1 1203820203 18 

~'~-~~~s~~a v~:lj':8 ____1 ___ ~astern o~st~:.___ _ Unassigne~ Food Animal Cra_s~s~~~--Tr~p~~y_osin Cra g_ 1 lgE but no biological test 160 AAC61869.1 3668408 7 

Crocus sativus Saffron crocus Cro s 1.0101 Aero Plant Crocus Cro s 1 - lgE_b_ui n~· bioloQiC"ai "i'eS1" - [ 168 AAX93750.1 62720370 ------
Crocus sativus Saffron crocus Cro s 2.0101 Aero Plant Crocus _p_r~~ ~~2-- __ __ _ lgE but no biological test 131 AAW81034.1 58700651 

<;_:_~ .1?.t_o_~e(_!a JaPD:~i~?__ Japanese cedar Unassi11ned Aero Planl BAD77932.1 56550550 ---·- - - .crvp!om_~ri-~ ~J-~s J.'{.-~~ase .. ·1 ~~E but no bi~~ll_!__~l__!e_~t __ 281 ·--- - - -·· - ----
Cry 1_0102- Aero Plant . ~~to_'"!'eriaj~p~o_n_ica _ __,1-.. - - -~~p~ne. se c-e~~~ _ j _ J 

Cryptorn_eria japonica ~ - -~i:,anese ce~-~! . _ J _ _ Cry )_1-0101 __ 1 _ Aero Plant 

cedar Cry Aero Plant 
--!-. 

_C~~~~e~a jap~_ni~a Jap~se j 1-0103 
-

-·--Cryplomeria Cry j 1 ____ l~_~_but no biologi_~I_ test _ 374 BAA05543.1 493634 

Cryp!_~~~-~~a Cry i 1 _ l~E _ _!>.~~ ~o ~~-~lo.s_i_~I tesJ _ 374 BAA05542.1 493632 15 

c;:_ry~om.~~i_a C~~--- lgE but no biological test 374 BAA07020.1 516728 15 

.~.')'_P._t~r:ne~ia j-='PO!!i~!_ _ Japan~~ -~e~ar ---- Aero Planl P43212.1 1171004 ---------
Cryptomeria japonica Japanese cedar Aero Plant 

r- ~~:::::~::-~~~! -- =-- --::-:·:t::::::~{!f:~:;f: :~: -t BAC23082 .1 24898904 

Cryptomer!_e japonica _ . J~p~nese _C?~~~-r _ Aero Plant Cryptorneria Cry j 2 Jfl_E __ _p __ BAC23083.1 24898906 l.~_s ___ ~~so .. phil+_~~ SPT+ -- 514 
__ Cryptomeri~ j_aponica __ Japanese_£:edar Aero Plant Cry_etomeria c~. 2. __ __ 

I 
. _I_\I_E__plu_s bas_ophil+ or SPT+ 514 BAC23084.1 24898908 

Crypt?me_ria_l~p~~i-~~ __ Japanes_e cedar Un_as_~_i_~_~_e_d Aero Planl Cryptomeria Cry j 2 BAF32105.1 l~E pl.us_ bas_~P __ ~il+ o __ r . S P_i:_+ 514 
Cryptomeria japonica _ _ _ Japanese cedar U_~~~~~ned Aero Planl Cryptome~ ~')'_j_ 2 lgE plus basophil+_or S£'!:._. 514 BAF32110.1 

__ Cryptomeria japonica __ Japanese cedar I Unassigned Aero Plant _ Cryptomeria Cry j 2 L lgE _plus basophi~+ or ~PT+ 514 BAF32116.1 
=:~1~;1:~F

114841629 
I 

- -- --- ·· ·· --·--
-- Cryptomeri_~_ japonica _ Japanese cedar--r - U~assi9~~d -- Aero Plant ____ Cryptomeria_ Cry j 2 __ I_ lgE plus basophil+ or SPT+ 514 BAF32119.1 114841635 

Cryptomeria japonlca Japllnes~ c~da~ __ -_)_ Unassigned Aero Plant Cryptomeria Cry j 2 ___ l_gE plu• basophil+ or SPT+ 514 BAF32122.1 114841641 

~-.~~pto~eria_japl:)~I~ --~~~~~~e_ ce~~r Cryptomeria Cry j 2 _ lgE plus basophil+ or SPT+ 514 I BAF32128.1 114841653 

- ~-'Y.~!~~~a _japo~i~ ~~P-~.n_.!3:i_~_ce_d~r Una_s~igned __ - -~~~-~~I __ Cryptomeria Cry J 2 )gE plus _baso.phil+ or SF'T+ __ I BAF32130.1 114841657 51.4 
Cryptom~ria japonica_-+-- - ~~p~f!!_Se cedar Unassigne~ ·- ___ __ Aero Plant ·- _ C2'1'Pto_meria C_ry 12 _ lgE plus basophil+ or SPT+ 514 

-{I 
BAF32133.1 114841663 

_ Cryptomeria japonica J-:IP.~~e-~e_ cedar Unassigned Aero Planl _ Cryptomeria Cry j 2 _1_25_pl.~~-~p_hil+ or. SPT+ 514 BAF32134.1 114841665 ,-i 
_ Cryptom~ria japonica _ _.Japanese cedar __ Cry j 2.0101 Aero Plant Cryptomeria Cry j 2 _ ~9_§._plus ba~op_hi~!__or -~_!:_T..:!:._ _ 514 BAA06172.1 5D6858 

~.!Y.et~meria_j__apo_nic~ _ Japan~se cedar 

! 
__ ~na~_:'i9ned Aero Plant Cryptomeria _Cry j 2 ___ _ lgE_P.l~s b_as~p!'_!_l_:!:_or_~P'!:__ 65 BAF45320.1 123299282 I 

Cryptomeria japonica Japanese cedar Unassigned Aero Planl Cryptomeria lsoflavone reduclase-like protein lgE but no biological test 306 AAK27264.1 19847822 
- --· __J_ _ - - --· --- ---

Cryplome_~ajaponica _ _ Japanese cedar ___ -1--u~-;;;g~;d- Aero- Pla~t - ·-- ~~~ ~~_eria ~o~~!'. ~~~_rg_':__~~~-_I! ------i-- IQ_E_ ~~t_no bio)o~ical _~~st ___ _ 165 BAl94503.1 291621332 12 
Cryptomeria japonica Japanese cedar , - --li~a·s·s;g~ed AerO-Piant - -T Cryptomeria pollen allergen CPA63 lgE but no biological te_st ___ 4_72 BAJ04354.1 293329689 12 

Aero Plant _ciyptomeri~-~-e.~-~~ -~- --· ~-a-~a~ese c~dar __ 1- -~n~ssi~~~~-- _ Cry~!om_e_ria __ !haur!].e_t~~-l_i~~-~!}'j J.e lgE ptu.~ ~a~~p_!lJ!+_()_r_~-~-I_+_ 225 BAF51970.1 139002766 8 

--~~~um~~ _m':_I~- -- ___ Muskmelon C~~ m 1~~1--1 _ Food Plant Cucumis Cuc m 1 lgE but no biological test __ _731 I BAA06_!lci5 1 _ _ _ ___ 8~_7698 ---·- . ··-
c~~~'!"~s -~!.~ r ___ M~sk~elo_!l ____ 

i 
-
_ 

~n~ss1!1ned Food Plant Cuc_u_m_i~-6~~~2--·-------··- lgE plus. basophil+ -~~ SPT+ __ 1~1-CAD9265l!~ 31559374 
Food Planl Cucumis Cuc m 2 lgE plus basophil+ or SPT + Cucumis melo __ Mus~!!~-- _ _ -, Cuc m 2.0101 131 - AAW69549 1 58263793 

~ - - -
Cucumis melo Muskmelon Cuc m 3 0101 Food Plant Cucumis Cuc m 3 41 P83834, 1 46396595 

cucumls melo var modorus Muskmelon - - ~n~s1gn~- Food Plant Cucumis Cuc m 3 . ~ J.-:::· :~:~ t:::::::: :~:~~: 151 __ ACB45874 1 __ _ 171464770 

Cucum1s melo var. ret1culatus Netted muskmelon Unassigned Food Plant Cucumis Cuc m 2 lgE plus basophil+ or SPT• 131 AAP13533.2 57021110 
·--·--- - --- - - --- -- - - --- -·-

Culicotdes nubecu!osus __ Farmyyard midge_ ---r-_ I _ Unassigned _ Venom or Salivary _ -~ulicoid~s.~n_.!! !!_en_~ _by_ s~J!~~ ____ _ lgE but no biological test 263 ACM40909.1 221768795 10 

Cu_lico!d_f:~_~ubec~~-s_u_~. _ _ Fa~m~ard midge __ -~~ ~~-~!j~e~ _ __ Culicoides ant~en 5 by. similarity ·--- --· _ ~-e~~m or Saliva_~ _1g·E but n·o bi0109iC81 il!Si---· 219 ACM40888.1 221768626 10 

__ Cupressus_arizonica _ Arizona Cypr~~,:i __ _ Cup a _1 0101 Aero Plant --~~P!.~~~~s C~p __ a _11Cup s ~ __ --~i~ _ _pJ_~~ _b_e~_oe~il~. or _SPT_+ t 346 CAB62551.1 I 6562326 

Cupres~~s ari~onlca_ Arizona Cypress Aero Plant Cupressus Cup a 1/Cup s 1 J l~E plus_ b~sophil+ O! ~~T+ 367 CAC37790_2 19069497 
- I·-118197955. -~~pr~ss_~s .~~!zo_~i? _____ A!1~n~ ~_e~ess _ Unas~~ned -· .• ·- ~ .":.!.o_P~ant Cupressus Cup_a 1/Cup_s.1.__ I lgE plus basophil+ or SPT+ 347 ABK78766.1 

Cupressus arizonica 

~:~;!~;iil!:
Arizona Cypress 

_:;-- ---
I 

~~i~; 
Unassigned 

1:i~;;~:
Aero Planl 

=~-~t~--~~~~~r 
Cupressus Cup a 4 I · ·,gE but ~o-bio\ogicai \~sl - · -· 165 ACY01951 .1 261865475 11 

____ 

j ~f 
Cupressus 

:~;: ;:3:m:~~
arizonica 

= 
Arizona Cypre:ss Unassigned Aero Planl Cupressus 

~~J;:.rni;;
Cup s 3 

-1-~ ---
!' _ l~_E_b~~ -~o ~io_lo_i!ca_l_ test 199 ·--CAC05258.1 9929163 -·-- - ... 

:·mE-=- · -
lgE plus basophil+ or SPT + 367 AAF72625.1 8101711 

1 lgEpl~s ·b.~~phil+ or 
(gE_plus ~-~."e~ii+-or: 

SPT + 367 AAF72626.1 8101713 

~PT+_ - 367 AAF72627.1 8101715 

Cupressus sempervirens __ -· ~~diterre_nean ~~~~~ __ ~~ .. ~ 1.~.! ~ . Ai!ro Plant 

.J 
'·----

-· _ 
~~eress_u~ Cu~~ 1!C~~ s 1 ___ _ lgE plus basophil+ or SPT + 367 . AAF72628-1 8101717 

- -~~P-~ AAFi2s2e.1 _ ~upressus sempervirens ___ Medite~a~! ~~ ~y_p_re_~~-·-· -~=~.1_9.~·-· _ Aero Plant C:_~pres.~u_s Cu_p_a ycup __ .~_! _. __ _ -~i(f 1~~--~~-;-~phil~ Or S_PT + - 3si - I - 8101719 

Cupressus sempervirens Mediterranean Cypress Cups 3.0102 Aero Plant Cupressus Cup s 3 lgE but no biological test -·22s T·-- AAR2·10·14.1 38456228 

C~pressu~ s~~p~~!.':E!"~--­ _Mediterranean Cypress Cu_p_ ~ _3.010_1 Aero Plant Cupressus Cup. s_ 3 __ lgE but no biological test 225 AAR21073.1 36456226 11 
Aero Plant Cynodon C n d 1 -· 1gE Pius b~s~ph1i+·o·r·s p;--; -· -Cynodon dactylon Bermuda grass 25 AA828566.1 451274 
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~nodon dactylon ---B-;rn',~da gras~ _ _ 

I 
I Aero Plant Cynod~n C_l~ d 1 lqE_plus baso_phi+ or~~~-:c38- - AAB28567.1 

Cynodon dactylon Bermuda grass A;;o Pi;;n1 Cynodon Cyn d 1 lgE plus basophil+ or SPT+ 34 AAB32317.1 

Cynodon.dactylon Ber11cuda _!!!_a_~-• _ _ J __ C¥n d_ 1_ ~204 Aero Plari_t I Cynodon Cyn d 1 l11_E_p[~~~~.•_ophil+ or SPT+ 244 AAF80379.2 
-:::~t

1_0314021 

J 
,, 

.. Cynodon 

t~:~:~-:~
dactylon 

~ ---=
Ber~ud•

~;::~:: 
_jlr~•~

::::; 
----1 crn d 1 0201 Aero Pl~ri_t -. - -------- - Cynodon .Cyn di l~E_£1~~-.~~sophU+ or SPT+ 244 AAK9625S:1 - - 15384338 

i- 16076693 
Cyn d- ~ 2=2 ~ :::: ;::~: !:! ~-~:~;;l_ 16076695 

_ Cynodon dactylon Bermuda grass ~ Cyn d 1 0203 Aero ~I~ __

-
__ 

1·
_ 

· 
_ 

-=
_

-~;:::~
C~_no_d~f!

:
_Cy~

~~~_
_

:
C!

_: 
_1_ - --- --t-

:::::~:
~~ p_l!ls

-
_

::::~~;:~m: 
j 

~_~s~phil+ o~ SP!~J---~-~-- - - __ __ ML 1~~79.1 16076697 i 7 

_ Cynodon dactylon Bermuda grass ,_ ~yn d 1.01_01 Aero Plant·------·-·! Cynodon cy.n d 1 ____ J._l!I_E_plus basophil+ or. SPT+ __ [ _ _ 246 __ . AA850734 .. 2_ 7667901 10 
Cynodon dactylon Bermuda grass I Cyn d 12.0101 Aero Plant Cynodon Cyn d 12 ~ ut no biological te_st ___ 131 CAA69670 .1 2154730 7 

___ _ Cr,nod~n dacl)'_lon___ Bermuda grass _ Unassi!l_ned ____ A_erc,_P~nt _ _; Cynodo.~ S:Y" d 7 __ _ . lgE buJ._~o. biological t_o.st___ 71 CAA01909.1 1247373 I 

-
-C

:~::::::
.y_no. don. ·d

-
·

:~;i:: 
• ·cty· Ion. 

- ---
_ Bermuda 

::;:~:::;::: 
gras. s 

__ 
Unassigned 

!---.. ::~~::;; 
Aero Plant 

__ --
!, . Cy··"· od_o.n C __ yn_d 7.. . 

:;
1.g_ E __ 

·
but 

:~~!~~:::::::::::: 
no b.io_ Jogica_l.t.e_s_t_. . 73 CAA01910.1 1247375 7 

1 82 
c;:.:~gon~: •-f CynodoniilJP::i~:;:~~~:nFAD-linked-- - 522 t · ::::::::: 

187150.7 7 

41393750 

cyp~in~_s car~i~... --~rp - l-cyp c 1.010_1 - ~odA_~illlal +---_- · cyprl11us_cie'c _f ~~lbu;;;-i~= - - -l11_Eplus basop_hil+ or~P!+ 109 ll CAC83658 .1 i-iii77825 

C_rp~~~~-~a~~- __ _ ·--- Carp __ 1 <?y_pc1.~20~ FoodAnimal Cy_pri~us_Cyp~~--~~~-~~in I l~~P!~Jb_~~c_p~~o~__§_~'!!_ 

l-
I 109 _ C~~-~~~::!.__ 17977827 

__ 

-
Daclyl

~:::::: 
is 

:::::~:::
glomerata 

-
__ _ 

---·-
OrcM_rd 

~~::~: 
.11rass 

:~::: . --
-

+
~ 

---6-:: :-t6~-~~ ::~~ 
Aero Plant 

~;~:-· ---
____ ._Dactylis 

~::~::: ~::: 
.Dac 11_ 1_ 

··-- . 
_ _ 

-
__, 

~--
_ l!I_E_el_~s basophil+ or SPT+ [ __ 264 _-+ CAD20406.1 18093991 

~ 33149333 

_ ~::::: ::::::::: _ i~~::: ;:~~~-+ · -ci::~:::6~~}~- 1-:~~~:~+~:1:~:::::::: 
19 1 1 

1~-l-::,-~:s:~:~;i:;1 i:J + r -i:~ 1 
- O!c.hardgrass Dacg3.0101- ~-. ~:::::~: [ _ - t -

A:1::~~~~ 1093120 

-- ~::~:::::::::::: ~~~;~~:: 4007040 7 

!)ac ~-4.0101 ::;: :::~: - ~· --~::~~ ~:~:-: --~ ::__-=_j]~ ~~:-: -~:~::::: ;:;:-=-- ]~ ;
~262 182~59_t _ 7 

32363463 ; 1 9 
95~ - ,.:~~~:r; 1 _.1_~~3_1~4 _ I 

D.a.ctylis glomer~t_• __ __ __ .Orchard grass 

l 
i ____ Ao,rc, ~lant_ .. Da"1)i!L•_Dac g,li_ J __ 

-c.,nrt·- -
l[E_bu_l_~o_!>i_olo~c_al test__ 265 ___ CAD_2_~~.~,1 __ _ 15093911 I 1 

Daucus carota Un~•~~·~ Food Plant Daucus cyclophilin l~E b!-'I no_biolo~ical '·•-•! 171 AEY79726. 1 373939374 17_3 _ 
Daucus carota 

-__ ------i::::
Carrot 

____ 
i Dau 

~:~; 
c 1.0101 Food Plant Daucus Dau c 1 lgE plus basophil+ or SPT_+ __ 168 AAB01092.1 

_j--
1335877 

-~
Daucus 

~~!~~~:i::~ 
carota Carrot Deu c 

i
1

:
.0102 

- 2154736 
---

~i~: 
Food Plant Oaucus Dau c 1 lgE plus basophil+ or SPT+ 154 BAA13604.1 1663522 

2154732 

2154734 

�aucus ca,:;,t~ - Carrot Dau ·c:1:02oi -- --·--Food 

~;;; 
Plant 

:::~: --;;~;;~;;
Dauc-;;. o.~ -

.;
c 

_~ 
i 

-
_ ',IE 

::!::;;;;;;;~;; 
plu~.-basophU+ 

;!!li: 
orSP_I+ 

-f--!;~
154 

--L
. 

-
-

~;:~itiH 
AAL76932:·1--

-~ 
. 18652047 7 

Oaucus caro1a Carrot____ U!'~~~i~~ed --~~~-~\~_n!___ _ ___ Daucus Dau c 1 \g~_pl~~ -b~sophi!_+ or S~! + 154 BAB88129.1 19912791 -1 1. 
Daucus carota -+-----Carrot Dau c 1.0301 Food Plant Daucus Dau c 1 ---~ lgE plus basophH+ or SPT+ 154 ADL32660.1 302379147 12 

_ __p_a_u_c_us_c_a~~1~-- - -- Carrot 

I 
Unassigned Food Plant ~----- Da':'cus Dau c.1 lgE plus basophil+ or SPT+ 154 AOL~~~~) .. ! _ _ 302379149 12 

Daucus carota Carrot Unassigne_d__ Food Plant I Caucus Dau c 1 lgE.P1us basoPhil+ or ·sPT+ 154 ADL32662.1 302379151 12 

--□~~~~~ carota ----~-~rro!___ Unassi~~ed_ _ Food Plant ~ _. _Daucus .C!i:i.u c 1 _ _ _ li~_J'~~s baso_p~il+ ors~,::+_ 154 ADL32663.1 302379153 12 
302379155 12 Daauucucuss cacarroott_•a .• Ccaarrorrotl _ _ ~- UU_ nnaas~si~n.. e__ dd Food Plant I Caucus Dau c 1 ~ lgE plus bas0ph1l+ or SPT+ 154 ADL32664.1 0 51 0 8 

,- _ _ 1:1 -- ----F. 00dPla~ -1-- ___ Dau~s0 auc_1 ___ -__ _ !11E__e_l~s _baso!!!ll~o!___~~+--r--1s4 - ADL32665.1 302379157 12 

Daucus carota 
r---

Carrot _____ 

i 
- -~!'~ss1gned Food Plant _ _ ---~aucus Dau c 1 ~!= _e!_u_s~ !~O_P__!,11::_ or S_!'T~ j 1§4 ___ ADL32666 .1 302379159 12 

Daucus carats Carrot Dau c 4.0101 Food Plant Daucus Dau c 4 lgE plus basophll+ or SPT+ I 134 AAL76933.1 18652049 7 
Daucus Ca!_~!a ___ ~- c~~rot 1 Dau C s.0101· ·---f~od Plant i Caucus Dau C 5- i~~SvO;;:e--;;ductase- - I IQE but 

no 
no biological te-~t - 306 AEY79728.1 373939378 13 

Oaucus carota Carrot I Unassigned - - - -F~od Plant - OauCU-s 0~~~5is~fla;o~~ reduclase . lg.E but bklloQicai t~st 306 AEY79727.1 373939376 13 

~---~-~if.~--~1{~
---+ 

Davidiella tassiana Fungus Cla h 10 010

F
1 

.· 
Aero F~"!!i ___ 

-·t-
j_ 7666676_9 ___ - ~!•dospc,_rium / D_avidi_~l!• .C_la h 1_0 __ ___ - ~ b~I no biolo~i.cal test , 496 CAA55072 .2 7 

CAA55067.2 5777795 10 -:-_~:::::::::_:::~~-: - _ 1__ ;~;[~:_- ·_--_-___ ----~ .. .~ero_Fu~~I__ · ----! 
Dav1diella tasslana F_un!l_u~ :::: ~?---- -· ~::::::~t:; CJ~~~~~-~~-6~::df~~:~avidiel!~ -~:: ~I~_ ~}h_~ -- - --~~ --~u!~~. biC?logical test _ 111 ~]-

+-- ::: :::::~:1: ::1: -- CAA55070.1 467660 7 
}!::~·-.~ : ·-. __ P42040.2 .. 6015094 

- - D~~~~e1ia ~:.s~~a- -- - -- ___ F~~~~s __ 9.~a. h !.:E..:!.Q~_ -- A~ro"Fungl - - -- c ·1~0~-PoriUIT1-, Da~idl8iiic1a h 7·- lgE 
t: 
bul no 

~: 
biologie.iltest 7 CAA55068.1 467629 10 

Dav1d1_ella tass!~na____ - - F1:Jn~_us - ~I~~-S;Q_~!)~ ---Aero _"F~ngi . - . -c1~d~-;,.;-o~m-;-oa;idiella C1a h ·a ~i9E p~;-b~s~P-hil+ ·or s"Pr + AA091801.1 37780015 
- c·1adOsPOriUrri i OBvidiena Cia h. 9 vacuOiSr 

Davldiella 1ass1ana Fungus Cla h 9.0101 Aero Fungi serine lgE but no Diological test 518 
l 

AAX14379.1 60116876 10 

Davidiella_, __ • _••_ia_n_• __ [_ . __ . Fungus Unassigned Aero Fungi Cl•.d~spori:' ~•.v~::~~ H~a-t ~~c.~~O kDa lg.~ b~~~~ological test 643 P40918.1 729764 
··---·--· 

__ .!)_!.v~d~e!I~ •~-~sl~na .Fun.9.us _l!_~~s~~~~ Aero ~u~ Cladc_s_p_~rium I O~vidiella H_Y.~~~hob~ . _ I~~ p_lus b~~OP.hll+ ~r -~~T + _ - ·- 1 O~- CAD42710.1 

Davidida tasslana Fungus Unassigned Aero Fungi Cladosporium I Devidiella putative hydrolase lgE but no biolog ical test 274 ABA42918.1 10 

Cladosporium I Davidiella Putative nuclear Davidiella tassiana Fungus Unassigned Aero Fungi lgE plus basophil+ or SPT t 125 CAD38166.1 _ ____ transpo _ _ . 
Davidiella tassiana Fungus Unassi ned Aero Fun i Cladosporium Oavidiella iCTP \ lgE but no biological test 169 A1KXP4.1 167935

;::J 
7707 20 

rr--
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Species Common IUISA Allergen Type Group Allergenicity Length _j_ Accession jfirsi:~en 
- -----------

Dermatophagoides farinae Ho~~~-~~_!_~~~---- __ Un_~ssigned Aero Mite Der f 36 from Proteome -~~~~- ~~ -~io_l_o~ical_te.st_ 229 I ATIOB931.1 50:;527_9 18 
Dermatophagoides farinae House dust mite _____ U_na_s_s~ig_ne_d_ Aero Mile Der f alpha actinin lgE plus basophil+ or SPT + BB5-j - L7UZB5. 1 605779B0 18 
Dermatophag_o_ides_ farin_~e House dust mite Der f 13.0101 Aero Mile 

-- --~-- Dermato_p~-~2.C?!~~-~~f 1 _3 i!JE plus basoe_hi+ orS_P_T:':__ 131 AAP3507B.1 3795B167 11 
_ ~er~~to_p_hagoi_des farinae House dust mite Derf 15.0101 Aero Mite Dermatopha~_oi_~f:~ __ g_~L1_5 __ D~~-P_ 1~ lg~ but no biolo_~_i~~I test 555 AAD52672.1 5B15436 
_ f?_eEmatophagoid~s fari_nae ____ _ House dust mite Der! 16.0101 Aero Mite --~[)ermat~pha~oides Der f 16 . __ lgE but no biological test 4B0 AAM64112.1 21591547 

_ De~at1:1p~agoides fari_m:1e_ H_ouse dust mi_~E,--~~-f _____ Unassign~~ ___ _ Aero Mite -- D_erm_atol'_h•~oides Der f 20 I [)er e 20 ___ !9_~~~1- n_o_biolo_9ical test 356 AAP57094.1 377B5884 
D_ermatoph_~~oi~es_ f~!i~~e_ House dust mite I Der f 20.0201 Aero Mite Dem:,atoe_hai;i_oi_~e~ l?~~_!-~Q..!__D_~~ p 20 l~_E but no ~io_lo9_iC?a!_~est 356 ABU97470.1 156938B97 
-~e_rma!o_pha9_o_ides_.!8ri~ae --~Hi,_us~_d_u_s_t mite __ [ Der f 20.0101 Aero Mite Dermatophall_oid_es Der f20_1_D_er p_ 20 lgE but no biologi~~-l_!_est 356 AIOOBB50.1 6B5432792 15 
Dermatophagoides farinae House dust mite Unassigned Aero Mite Dermatophagoides Der f 23 like lgE plus basophil+ or SPT + 174 ALU66112.1 970836006 17 

Dermatophagoides Der f 24 and Der p 24 Dermatophagoides farinae House dust mite j Dorf 24.0101 Aero Mite I lgE but no biological test AGl7B542.1 477541B60 14 __ J. _______ ---- -+- - _. _j__118 ------~bi_quinol 
Dermatophagoides farinae House dust mite ' Derf25.0101 Aero Mite Dermatophagoides De~ t· -lgE-but no biological test I 247 AGC56216.1 442565B72 14 
Dermatopha[oides farinae House dust mite Der f 25.0201 Aero Mite (?ermatophaQ~_i_d~~-[)_!r _!_?5 l~_E but no biol~~icaJ ~es~---. 247 AIOOBB60.1 -+- 6B5432B12 15 
[)~rmato_phai~i~_e_~_!8_~inae House dusl mite Unassi~_ned I~~ _pl~s _b_~~~_e_~_i!_~ or SP}+ 427 AAP35082.1 3795B175 
Dermatophagoides fa:rinae House dust mite ! Der p 1.0102 

--- ,------------ Dermatophagoides Der f 27 ~-'-~~ _elus basophil+ or SPT~ 427 AIDOBB51.1 6B5432794 15 
_ Dermatophago_ides _farinae House dust mile -L-- Derf_~~~0101 Dermatophagoides Der f 28 l_~E _b_u~ -~o _ blolo~i-~_cl:~ test 659 AGC5621B.1 442565B76 14 

q_ermatoe_~~{J_C,_i~e_!i_ ~~!~~_e __ House dust mite I Der 12B.0201 ~:;: Aero Mite ~. ::.: -~~r-
D_erm~t_()P~~9()(~~-s __ ~er f 28 ~gE b_ut _no biologica!_ test __ _ 654 AIOOBB4B.1 6B543278B 15 

Dermatllp~~goid!3S fari~a~-­ House dust mite ) _ Der f 29.0101 Aero Mile [)er~atop_hagoldes Der f 29 l~E plus_basoet,_il+_or_SF'~• _ . 164 AAP35065.1_ ____ , 3795B141 8 
Dermatophagoides farinae House dusl mite Der f 30.0101 Aero Mile Dermatophagoides Der f 30 lgE plus basophil+ or SPT+ 171 AGC56219.1 442565B7B 14 

_[?~~~-a!o_phagoides farinae House dust mite 
------------- ',__ Der f 31.0101 Aero Mile l _D_Elr~atophagoidf:1_S_ -~-~r __ !_~ 1_ lgE plus basophil+ or SPT+ 14B AIOOBB70.1 6B5432832 I 15 

_ (?.ermatophaJ'?i~~s farjnae House dusl mite Der f 33.0101 Aero Mite -!-
-i-- ._l]~ _ _!'ut no biolog_ic_~l-~es_t 461--1 AIOOBB61.1 6B5432B14 15 q_eri:natop_ha9_~i~~-s-~e_r f 3_~ ------1 

Dermat?ph~goides f~arinae House dust mite .0n1e_"~d1 Aero Mile 
1 1_____ DU_e_nr_ f 3~ I __ De_n11atophagoides Df!rf35 ____ 

-·--1··· 
_ Iii=_ b~t_n_o_ ~_io_!_o_2!~a_!__!_~!-t __ _ 143 I ! BAX34757.1 _ __11B7.443130 18 

8 5 5 19 
Der_~ato_p~a-~oid~~ !~rina~ House dust mite Aero Mite I 

--j 
. _ D~~~!Ophago_i~es f?er f _5•1ike I~~- ~~!.!1~E!~lo.~i~~!-~~~t 132 BAE45B65.1 768B01B8 7 

__ g~~~!-~~.~it~it!~-~J~rj~~e __ _ House dust mite __ _j_l __ ~nassiQned Aero Mite _______ __ _Q_~~r:!1.~_~op_~~~oide~ Der f S·like _li_E_~~t _no_ b~oloQ!cal test 132 - AAP3506!1:i-- ~37958147-

_Q_e_r~~~ll_p~aq_oit!~-~-f~rinae House dust mite -~-!_~a_ssi9ned Aero Mite _ -~E,_rmato_p_haf:!oid_e~_[)_e_r_f_ S•like_~_ _ _ _l_~~-b-~~ no biol~Slical lest 132 ABOB4970. 1 1400B9345 
Dermatophagoides farinae House dust mite Unassigned Aero Mite 

l 
t Dermatophagoides ~ r f 5-like_ lgE but no biological test 132 AB0B4971.1 1400B9347 

pe~~~lle_~~flo!~E:~ -~ar~~~-­ House dust mile .Y!'_~JJ_~~ed Aero Mite De_rmatophagoidt;1_~ __ Der f 5-like ~g_E_ .b_~_!~-~--~olo.~!~a_l _ lest 132 ABOB4972.1 1400B9349 
---- ·------~ 

Derm_a~o_ph~_11oides farinae House dust mile _ _ Un~ssig_ned __ Aero Mite -----~~-~~atoe~_a_g~!des Derr 5-lik~_ _ ~[~ b~_t __ ~~ ~~oJ~_gical test 132 

D_!f_!!l!~~~!Jlli~es_!~~-in~~ House dust mite Aero Mite -~ - .D~rr!J~top_~~~oides D~~ 1~300B09:;i _p_J_g_e_~1_Qe~_!!I_J __ _ __ l_!!E_ j:)l~s __ ~asoph_il+ or_ ~-~T_+ 321 A:~::~~-!-1 I 
~.E!!~~to_eh~~-o~d~s __ far_i"!a~ _ House dust mite Der f 1.0101 Aero Mite ___ [?erma!~phag_oides g~~_!_ ~-~-~-f-~ _ _Q_~~-~ _ lg_E_plus basophil+_or SPT+_ __ 321 BAC5394B.1 27530349 
D~r-~at_op_~_a_~i~e_s_!r!!j~a~ House dust mite Dorf 1.0102 Aero Mite DermatC:>p~ag_~fl!_P~r_p_ 1 __ Qe~_f _1_ D~r m 1 lgE plus baso.e_hil:': or SP_T• . 276 ABA39436.1 76097507 1 

_ D~rmatoph~goides_f_a_rin_a_e-+--- House dust mite -~ila~~~f:d Aero Mite _ [)~r~_a_!_l?.e!:1.!~~~~-~ _!?~_!_p_ ~ __ De_r f 1 De! __ r:n 1 _ 321 ABU49605.1 156106765 
Oermatophagoides farinae House dust mite Unassigned Aero Mile Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT + 263 AAP35075.1 3795B161 __ , __ 1_2 
~e~_m~top_h~fl~ide_s_ fa_rl!'ae House dust mite Unassi~_~ed Aero Mite _ (?_ermatophaQoi~_es __ Q~_r_p__1 ___ D~_r_ ~ ~-~-1. ___ l]E_plus _b~~op_hil'!:: or_SPT+_ 305 AFJ6B066.1 3B717B006 13 

_Eermatophagoides farinae House dust mite Unassigned Aero Mite Dermatophagoides Der p 1 Der 

r~ 
f 1 Der0m __ 1~ ---"lg"E'--"plus basophil+ or SPT_• __ 303 ADM521B4.1 3053B7429 '-15 

___ D~rn:~tophagoides fari~ae House dust mite 

+---
Der f 1.0108 Aero Mite De~~~~tl_eh_~g~~-~~-(?~r p 1 Der __ Der m 1 I lgE plus basophil+ or SPT+ 321 ABLB4749.1 119633260 15 

D_4:"rm~tophagoid~s farinae __ House d_ust mite _____ ~_er __ f __ ~-~~Q~ Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 1-·lgE plUs ·baSO-Ptiil+ or SPT + 321 ABLB4750.1 119633262 15 
D~rm~!~p_h~~oides farinae -~~~-'!_~s!_'!IJ!~----- ---1- Der !_1 :DJ 1 O Aero Mite - -o-e·rmat0Phii9~d~s -�er ·p 1 Der ,-1 Der m 1 ·1"-1QE-p1us-ba-soptii1+ 

� --!-
or SPT + 321 ABLB4751.1 119633264 15 

_ Dermato~hE)9oides farinae --~-~-~~~~--d~~t __ ~il~---- ___ Der f 10.0101 Aero Mite .. Dermatophagoides Der p 10Toer Ti lgE pl~s basophil+ or SPT+ 299 BAA04557.1 1359436 7 
l?~~matophagoide_s farir~ae . ---~ouse dust mite I __ qe~-~~--0_1~1 __ , __ _ Aero Mite -- ~~~~atOPh~ii".-~~~_p~rj·-11-, oe; i'·11--.r- i~~_Fll:'~--~a_s~.e~.i_l~_ o_r -sPT +-- 692 AAK39511.1 137B5B07 7 

__ D~rn,_at~ph~goid_es farinae House dust mite ___ J_ __ Unassi~!1E:_d _ Aero Mile g_~~~~-t?_e~~~J~~~-!Jer p _11 I_ Der f 11 _, _ l_i_~ p~u~ __ b_!~?p_!ij_l~ or SPT + B76 AI008B64.1 6B5432B20 16 
Dermatophagoides farinae House dust mite I Unassigned Aero Mite Dermatophagoides Der p 14 / Der f 14 lgE but no biological lest 341 P39673.1 729979 

~__i:_rr,atoph~g_oi~e~ f_a~inae House dust mite i-~ Derf 14.0101 Aero Mite [ler~_~t~eha_g_oides qe_!p_~~! _P~t!_ 1~ 1 IQE_ ~_ut n~ biolt,Qic~I~-~! __ _ 349 BAA0455B. 1 1545B03 
_Ee_l!fl~toehc1_~_oi~es farinae House dust mite t I Derf2.0102 Aero Mite (2ermatop_h_a~~~f!S ~e_r_e_J_{_Q_~~ f 2 - - t J_~E plus_ bas~p_hi~+ C)_~ -~~.:!:~- 146 BAA01240. 1 217306 

DermatophaQ~ide_~_!arinae House dust mite Der f 2.0103 Aero Mite Dermatophagoides Der p 2 I Der f 2 l~E__p~~~--~-~!~~~il+_o! SPT + 13B BAA01241.1 21730B 
[:)e_rrn?!_oph.a~_'?~_~_!_f~!i!'ae House dust mite Dorf 2.0105 Aero Mite 

1 [)8r~;t_~~~Q~j~~~~6~~-_ej __ ~ �8r-f 2 _ l~_p!u_~--~-~~~p~_il_+ or spT+ 129 AAL47677. 1 1797B844 
_Der~~t~~~[~es farinae House dust mite Dorf 2.0108 Aero Mite j ·-Q~_~'"!"atopha~~-i~~s Der_ p 2 / -~~~_!_~--- --~~ _plus basop~il+ or SP"!"~- _ 146 CA105B50. 1 55B59470 -1 
C)~rma!_op~a9oides farinae House dust mile Der f 2.0107 Aero Mite _j ~_ermatopha~?ides_Q_~!_P._?_I_~~-~? lgE plus basophil+ or SPT+ 146 CAI05B49. 1 55B5946B 
Dermatophagoides fa_ri_n_ae---. __ House dust mile Derf2.0106 Aero Mite Dermatophagoides Der p 2 I Der f 2 1QE Pius basoPhii+·orSPT+-f 146 CAI0584B. 1 55859466 
~!!_ri:n~tophago_ides farin_ae . House dust mite Der f 2.010-9-~- -----

Aero Mite 

1-
Dermatophagoides Der p 2 / Der f 2 ____ l~J?_lus basophil+ or SPT + 

Derma_t~phagoide_s p 
129 ABA3943B. 1 76097511 

farin~_e House dust mite __ u~~s~_i~!'.l_ed Aero Mite --e••oe~~at~Ph3QOideS oer· iT Der f 2 l~~.P~~ 
-1·_ 

_b_as_~hil+ or S~T + 146-r BAD74060.2 25663155B 11 
_ ~~r_m~topha~oide~_ fG9~i~~~ .. House dust mite Der f 2.0112 Aero Mite ·-=~~ierm-at~~h8iOJ9_e!j:~-~~f }_{_D~!_!~--- ___ l9_~_e!u_s baso_ph~):: or ~PT+ 140 AAP35073.1 3795B157 12 
Derm~tophago~deJ ~ri!'~-­ House dust mite Una~~~~~<!_ __ Aero Mite 

-~------- I Derm~!~~~-9.~~es_Q_e!_p __ ~J--~~r ! 2 !~E_plus b~~~~!I:_~~_§~-!~-· 129 
~f-

AFJ6B072.1 3B717B01B 13 
_ P!l!~~_e!l-~_!E_i~~-~_!~r!nae House dust mite Derf2.0101 Aero Mite ··fl· _ ~~E.rt1~~~y~_a_9_~ides Der p 2_/_ De_r ~ ~ __ _ __ !i~_e_l~~--~-~-s-~phil+ or _SPT+ 138 BAA01239. 1 217304 15 

_ Dermat_~p-~agoides farinae House dust mite Der f 2.0116 Aero Mite - -~~~~-~!~eh~_~oi~es __ !'.?er p 2 / Der f 2 IQ_E_ el_~_s bas_C)_Phil+ or SPT + 146 ABN14313.1 124696217 15 
Dermatophagoides farinae House dust mile Aero Mite Dermatophagoides Der p 3 / Der f 3 lgE but no biological test 232 AAA99B05. 1 1314736 7 
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Dermatophagoldes farlnae ____ H_o~~~-~_ust mite __ U~~s~I~nec:1 _ __ ~e_!o ~1te Dermat0phagoide~. Der p 31 _D_~r f 3 lgE but _no_biol_ogical t~~t 259 ABY28115.1 163638970 9 
Dermatophagoldes farinae House dust mite Unassigned Aero Mite 

Dermatophagoides farinae House d~~t __ ~it~- _ _ _!JnaHIQned Aero M1t~- -----.. 1--
Dermatophagoides Der p 3 I Der f 3 lgE but no biological test 259 ACK76291.1 218203816 10 

J. __ Q~rl"_!latop_~a~_oi~e,s Der p 3 J Der f 3 IQE,_ b~t no biol_<?~ical_ tes_t 259 ACK76292.1 218203818 10 
~e_rl'!'l~to~~aXloi~E:~ .f~_~i~aE: House dust mite Der f 3.0101 Aero Mite O_er'!'~J~_pha_~oides D_er_p ~ J '?~-~~- __ l_\1_~ ~ut n? ~i_o~o~~c~I t_e~t___ _ 259 [ BAA.09920.1 1311457 15 
Dermatophagoides farinae ___ - ~~~~e dust mite Unassigned Aero Mite _Dermatophag~ides Der _P 6 / Der f 6 _lgE but no ~.iological t_e,st _J 20 404371 7 

_ p~_rmat~phagoides farinae _ - - House dust mite -- UnaSS1~ne~-~ -~~- -~~ro_Pv11t~ _ . _ - - Der~~t~~~~i~~-~E.!r _ _e···6 '.� er_ f_6. . l _ _J~~-~t~~~~~~!-~~t. i 279 
Dermatophagoides farinae House dust mit~-~ ~ __ Una_!~Q_n_e~ _ Aero Mite __ _ ____ g_~rma~e~a~<:>Jdes Der p ~ [ per f 6 --~ _ l.9..~-~~-! no bi~l~~i~al _te~t _ 279 
Dermatophagoides 1arinae __ House dust mite t __ ~~r_.!!_0_101 Aero Mite ___ J__~t::r'!latoeh~io_id~s Der__e_6J_~er_!~------ _ Ji~ ~ut no -~i~lo~i.~~I tes_t ___ _ 279 

[-~~~mE
AAF28423.1 

- --- ~::~ci::~:
6808530 

. -t ~. ~~ 
11 ·-------- - -

Dermatophagoides farinae House dust mite Unassigned Aero Mite Oermatophagoides Der p 7 / Der f 7 lgE plus basopM+ or SPT + 
-

213 AAP35077.1 37958165 
Dermalo_p!!_a_iOl!es _f~nnae_ Ho~se t!uJt mite --I--u- na~~n_t:_d _ Aero Mite ___ 08rm~~O.e~~goi~e,~ -~-e~p_ 7 I Der f 7_ !~~.E!_u~ b_~~~e~il_~ or SPT: 213 __ --~C-~?~~~9.1 218203832 10 
Dermatophago~es f~n~e_ House dust mite r __l:JnaSSl[n•d_ _ Aero Mite I Oermatophagoides Der p 7/ Der f 7 lgE plus basophil+ or SPT + I 213 _ ~-

l 
-AIS,0_8853.1 685432798 16 

Dermatophag01des fannae House dust m,te _ Der f 18 0101 _ Aero Mite --~~~r;.;;~pha~oi~;~-f~nia:~r f 1~~~ 18~r ~~ ~ut-~~ biolo~i':l~st I 462 _ AAM19082.1 27550039 

Oermalophago1des fannae House dust mite Unass1gned Aero M.!!! _ _ __ ~~r~atopha~~ides farinae Der f 21 Ch~ -1- lv._E but no biological t~s~ +-~-- 136 ! AB054963.1 140089314 9 
Dermalopha~~,~~s_f~~~! _ __ House dust mite Un~~sI~ne~ _ _ __ A_ero Mite Derme~~~B~~e~~!l_n_ae Der f 21 Chew I9..E bul_!'~~~olo~cal test - 136 _ .[.. AB054964.1 140089316 .l _ 9 __ 
Dermatop~~~_!'ldes_fann~e - --~ouse dust mite _ __U~_as_~1~~~--·~ Aero Mite Dermatophag01des fannae Der f 21 Chew lgE but no b1olog1cal test _1~6 AB054966.1 140099320 I 9 

_9~.i:!!l~_tl:lE_~~~-!d~~!~~}-~ae_ - House dust mitet ~-~~ssi~ned Aero M1~e _per~~t-~p_h_~p0_1~e~ _f~~~~-~_e_[)e~!-~~-h~'.!'-'- !~_E ~_u_t !'.o bI~lo~I~I_ tf:St ·--J---~!:--· AB084967.1 1400.8!322 
_Q~~a_t_t?Ph.~~oi~~~-~ar~~-~e -· ':l_c>~~-~~!t_~e:____ _ _U~a:5~i~ned Aero Mite _ 

-=-
_ ____ 

1-
_[?._ermetophago~des fa~i_na~ Der f 21 Ch~w ____ !~_E_ bu~ ~o. biolo_~ica_!.~8:~~ AB084968.1 

-=.,-9 -
140089324 

Dermatophagoides farin_a_e___ House dust mite Unassigned Aero Mite Dermatophagoides farinae Der f 21 Chew lgE but no biological test 136 AB084969, 1 140089326 
__ Dermatophagoides farinae House dust mite D~!l ~.'. c~ .~ - Aero Mite De~topha~i~~farinae Der_f 21 Chew - I _ lgE but no biological test 136 j --_A_H_C_94806-.1- 567768173 15 

Derma_tophagoides farinae House dust mite Unassigned Aero Mile r-Dermatophago1des farinae Der f 21 Chew lgE but no biological test 118 SYNXL__ 1595430102 20 
Der_r:n~tophagoides farinae _ --~-u~~-~-U~!-~~ U~a~sl~~~d_ Aero Mile �ermatophagoi~e~f~inaeDe!._!~1 C~~- _ -~_Ebutnob1olo91ca~tt:_st __ _J_!B - I _ 5YNX_B 1595430103 20 _ 
Dermatophagoides farinae House dust mite 

. -� Un~_S!i~~~ Aero Mile _Der~.~!0~~~9~1d.~~-!~r_!_n_~: ... �. er.--~~1 __ C .. hew _ l~E_ but no b,~o~cal ~est _ _ g~ S_YNY~A 1595430105 _ 

t
[ 

-
_ _ 2.') 

~mat~-~~~_@~~~rin·ae · - -- House dust mite = I .-Unassigned Aero Mile Dermatophagoides farinae Der f 21 Chew lgE but no b10l0g1cal test 128 
+ 
_ 7- __ SYNY _B 1595430106 20 

____Q_!i:_n:t!t~~.i_oides rarin~e House dust mite ~ n_a_s~!in~d Aero Mite ~~~a~_~8_9~id_~_s_fa_~_~ae o_er __ !__~_fc:he~-= =-- lgE-bUtno b101~91cal test 1~8--=-- --==-§~NY- C - - 1595430107 20 
Cermatophagoides fatinae House dust mite Unassigned Aero Mite Dermatophagoides farinae Der f 21 Chew lgE but no biological tesl 128 SYNY_D ·15954301()8- 1-20 -

_ -~~~~~~p~~goide~ r~r~~~!- ·---House --dust mite I Der f 34_0101 Aero Mile _ De'!"alop~goid_!!S_fer_i11_ae Der f 34 ·- l~E but no biolo~ical '!_st _ 128 BAV90601 .1 1098871171 17 
~~atophaQ~~~~-~a~ry.~~ _____ Ho_u_se dust mile Detf 4,0101 Aero Mile ~ Oermatophago1des fannae Der f 4 lgE but no bIolo91cal lest 525 AHX03180.1 612487835 15 
~~matophagoides farin ae House dust mite . - Unassigned - Aero Mile -- -�ermat~ph~1des rarinae Der f 4 -

1 
lgE but no b~olO~allest I 525 AIP86946.1 685848330 16 

~rmatophagoides farinas __ House dust mite _ Una,signed _ Aero Mite ~::_ ~~ P!~~to-p_!lag~,d~s. fannae Der f 4 ~ _i["but-nO b1olog1cal test I _5~5 AIP86945.1 685848328 16 
-~!.l'!!'~t.?...e~~oi~es f~ri~ae_ __ Ho~~'!u~~_n_:ii~-- __ U~~ssigne~ Aero Mite Dermatophago1des fan nae Der f 4 lgE but no b1ol091cal test 1 525 AIP86944.1 685848326 16 

--~_!!:~~t~.P.~-~qoid_e~ _f~_r!~_ae __ House dust mite Unas.S.iQ_ne~ Aero Mite . __ Cermato~~~~~des .!~!_l~B--;; -~~~-'-~- - lgE but no biol~j~?~'.~~c- _.__l 525 AIP86943.1 685848324 16 
Oermatophagoides farinae House dust_m_i_le ___ _ Unassigned Aero Mite Cermatophagoides farinae Der f 4 lgE but no biological test 525 AIP86942.1 685848322 16 

_p_~_rmatophagoides _farinae House dust mile Unassigned Aero Mite .C?~~~~~~oi~e-~--~~rina~ _D_~r_ f 4 I lgE but no biological test 525 AIP86941.1 685848320 16 
Dermatophagoides farinae House dust mite Unassigned Aero Mite Dermatophagoides farinae Der f 4 - -; - igE·b~i n~-blologicai test 525 AIP86940.1 685848318 16 
Derm_~t~ph_a~(~eJ_f!]~i~~e ____ -~-~use dust mite u,:i~~s!9_ned_ Aero Mite __ . Dermatophagoi~es fa~inae Der __ f 4 - - .. l lgE but no 
D_erm~to~hagoidcs farlnae House dust mite Unassigned _ __ _ _ Aero Mite 

t
Dermatop~agoide~ farinae Der f 4 1QE-·but no 

_ -~~matop~agoides farinae House dust mite ~~s-~.i~ne~ Aero Mite Dermatophagoides farinae Pseudo-Der f B 

--~~__l'_~~t?.P~_aio!~~~ t:3rinae House dust mite U~a~~iin~d A;ro Mite I o;rmatoph~Oict~~--;a-~inae··p~-;~-d~-~D~-r-,·e 
Dermatophagoides farinae House dust mite -- - Unassig~e~ - -

l:~t~: 
igEbul n~ 

~: 
-- ~--- -

:::::t::
biological test 525 AIP86939.1 685848316 16 
biol~QiC:81 

-::1:
t8~.--

-~
---

-~~ 
525 AJF93907,1 - - 751425403 16 · -----·-~----

AAP35080.1 37958171 12 
AI008867.1 685432826 16 

bioiOQiCS1te;i·- ·· 1-130 
� 685432824 16 

erniatCil]hagOides ---- - -- ···-··-·-·--· - -1- AI008886 .1 

House dust mile Oerm 1.0101 ::::::- -1~~~,:::::t:::~.::e: ::::I: :.:m1- lgE plus basophll+ or SPT + 30 microceras j P16312.1 127205 
oer"1'atlipha110-tdes 

House dust mite Unassigned Aero Mite Der p 36 lgE but no biological test 227 AT108932.1 1250175281 18 ··---~y_ssinus _ 
Dermatophagoides 

House dust mite Der p 15.0101 Aero Mrte Dermatophagoides Der f 15 Der p 15 lgE but no biological test pteronyssinus 532 AAY84565.1 67975089 
Dermatophagoides 

House dust mite Der p 15.0102 Aero Mite 
I 

Dermatophagoides Der f 15 Der p 15 lgE bul no biological test __ ~~~onysiinus 558 AAY84564.2 78128018 
Oermatophagoides 

House dust mite Der p 20 .0101 Aero Mite 
... i!!~.q_~Y-~~.n.l:JS . J __ M • • 

lgE but no biological test 356 Dermato~h~-g~lde~- ~er f_ ~~~er~~~ ACD50950.1 188485735 ID 
Oermatophagoides Dermatophagoides Der f 24 and Der p 24 House dust mite Der p 24.0101 Aero Mite lgE but no biological test 118 ALA65345.1 922664427 .. ~tero_ny:iinus -~ . __ Ublquinol _ 16 
Dermatophagoidas 

House dust mite Unassigned Aero Mlle Dermatophagoides Der f 30 lgE plus basophil+ orSPT+ _ _____ pJaronyssinus .. 180 AAG02250.1 15072346 
Dermatophagoides 

House dust mite Unassigned Aero Mite Dermatophagoides Der f 33 lgE but no biological test 460 AUX14773.1 1338184716 19 _. ___ J~l-~[9.~Y,.,,S,cSio,nu=,S~ - -
Dermatophagoides 

House dust mite Unassigned Aero Mite Dermatophagoides Der f 35 lgE but no biological test teron ssinus 143 ATI08948.1 1250329008 r-;; 

J 
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Accession# from NCBI or UniProt 

One manual entry 

Species Common IUISA Allergen FirstVers 

I 
Type Group Allergeniclty Length Accession GI# 

--· - , __ ion 
-DfilrTiatOPha9oid8S- -- · 

House dust mite Aero Mile Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ orSPT+ 222 CAD38361.1 21725560 7 - _e!_eronyssinus __ 
·- C·- -Dermatophagoides 

House dust mite Aero Mile Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plu• basophil+ or SPT + 222 CAD38362.1 21725562 7 ,__ . pteronyssinus I 
Dermatophagoides --

House dusl mite Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT+ 222 CAD38363.1 21725564 ~teron yssinus 7 
--- --Dermatophagoides 

House dust mite Aero Mite Dermatophagaides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT+ 222 CAD38364.1 21725566 ____ J~!~!!!(IY.Ssinus 7 
- --r ·-----

Oermatophagoides 
House dust mite Aero Mite Oermatophagaides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT+ 222 CAD38385.1 21725568 __ _ p~~riyssin~ 7 

Oermatophag0ides 
House dust mite Aero Mite Oermatophagaides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT+ 222 CAD38366.1 21725570 7 --- _etercmyJSinus -

Dermalophagoides 
House dust mite Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT + 222 CAD38367.I 21725572 pteronyssinus 7 

Dermaloph.igoideS 
House dust mite Aero Mite Oermatophagoides Der p 

I 
1 Der f 1 Der m 1 lgE plus basophll+ or SPT + _pfer_£!!Y~nus __ _ 222 CAD38368.1 21725574 7 

Dermatophagoides -
House dust mile Aero Mite 

-· ~teronyssinus D~atop~a~~des De~ P _~ Der ~~-� er m 1 l lgE plus basophtl+ or SPT+ 222 ~D38369. I 21725576 

Dermalophagoides L 7 
---

House dust mite Aero Mite Dermatophagoides Der p 1 Der f 1 Der m _1_ - ~gE p~ ~asoph1I+ or SPT ______ pleronyssim~s __ _ + 222 CAD38370.1 21725578 7 

Dermatophagoides House dust mile Aero Mite Dermatcphagoides Der p 1 Der f 1 Der m 1 lgE plus basophII+ or SPT + 222 CAD38371 .1 21725560 pteron')'SSinus --+----­ 7 
---Dermatophagoides 

House dust mite Unassigned Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 [ lgE plus basophil+ or SPT + 216 AAX47076.1 61608445 7 ____ pteronyssinus --·-·· 
Dermatophagoides 

House dust mite Unassigned Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT + 222 otcronvssinus 
' 2ASB_8 83754033 7 

Dermatophagoides 
House dust mile unassigned Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT+ 223 ABV66255.1 1----- ___ 157696052 pteronY.ssinus . _ 9 

Dermatophagoides ·----
House dust mite Unassigned Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus baS<lphil+ or SPT + 222 3F5V_B 223365887 ·- pleronyffinus __ _ 10 

Oermatophagoidcs 
House dust mite Unassigned Aero Mite Darmalophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT + 320 pteronyssinus ACG58376.1 195933901 10 

Dermalophagoides 
House dust mite Der p 1.0124 Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT + 302 oteronyssinus CAQ66250.1 256095986 11 

DermatophaQOides 
House dust mite Unassigned Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ or SPT + 96 AAA28296.1 _pteronyssinus 387592 11 

Dermatophagoides 
House dust mite Der p 1.0101 Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophll+ orSPT+ 320 AAB60215. I _____E_leronyssinus 511953 12 

Dermatophagoides 
House dust mite Unassigned Aero Mite Dermatophagoides Der p 1 Der f 1 Der m 1 lgE plus basophil+ orSPT+ 304 _____ pterony§sinus AFJ6806S.1 367178004 13 

-- . 
Dermatophagoides 

House dust mite Der p 1.0113 Aero Mite _" __ pteronyssinus __ Dermatophagoi~~e~.P 1 ~_:_rf 1 Der_m~ I __ lgE~~ ~asop-~il+ orSPT~- 302 ABA39435.1 76097505 15 

Dermatophagoides 
House dust mite Aero Mite Dennatophagoides Der p 10 / Der f 10 l lgE plus basophil+ or SPT+ 284 AAB69424.1 oteronvssinus 2353266 7 

-------
Dermatophag°oid8s 

-� 
House dust mite Der p 10.0101 Aero Mite ~e;~to~~;oides De~ ;~O 7 Der f~- 1 ~~· plus -~asophil+ ~; ;PT+ 284 CAA75141.1 2440053 7 p)erony~inus 

Crmatophagoides r· 
House dust mite Unassigned Aero Mite Dennatophagoides Der p 10 / Der f 10 lgE plus basophil+ orSPT+ 281 __ _ ptero~ssin~-~ __ _ ABB52642.1 60553470 7 

- ---,-
Oermatophagoides 

House dusl mite Unassigned Aero Mite I Dermalophagoides Der p 10 / Der f 10 ---~nyssinus _ __ . lgE plus ba5<lphil+ or SPT + 284 ACl32128.1 208970286 10 
Dermatophegoides 

House dust mite Dor p 11.0101 . Aero ~ --7 - Dermatophagoldes Der p 11 I Der f 11 

~ 
lgE plus basophll+ or SPT + 675 M073464.1 37776944 7 

oe~:;;;~:~~:es 
House dust mite Der p 13.0101 Aero Mite Dermatophegoides Der p 13 lgE but no biological test 131 ADK92390.1 eteronyssinus - t----- 302035350 12 

Dermatophegoides House dust mite Der p 14.0101 Aero Mite Dormatophagoides Der p 141 Der f 14 lgE but no biological lest 1662 AAM21322.1 20365544 7 ... ~tenmyy;sinus ·--- ,----­
Dermatophagoldes 

House dust mite Aero Mite Dermatophagoides Der p 21 Der f 2 lgE plus basophil+ or SPT+ ptoronyssinus 129 1KTJ_A 21465915 7 
OcumatophagO-id"8S - -· -·- --

House dust mite Aero Mite Dermatophagoides Der p 2 / Der f 2 lgE plus basophil+ or SPT+ 129 CAD38372.1 21725562 7 _pteroJty~sinus . ··­
Oermatophagoides - . --

House dust mite Aoro ~Me Dermatophagaides Der p 2 / Der f 2 lgE plus basophil+ or SPT+ pteronv.~!nus __ 129 CAD38373.1 21725584 7 
Dermatophagoides - - ---

House dust mite Aero Mite Dermetophagoides Der p 21 Der _ _ p)eronyssinus ___ _ t 2 lgE plus basophil+ or SPT + 129 CAD36374.1 21725566 7 

Oermatophagoides 
Hause dust mite Aero Mite Dermatophagoides Der p 2 I Der f 2 lgE plus basophil+ or SPT + oteronvssinus 129 CAD38375.1 I 21725586 7 
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Accession# from NCBI or UniProt 

One manual entry 

Species 
-- -

Common 

Dermatophagoides House dust mite 
pte:,.~nyssinus __ f---- --­

Dermatophagoides 
pteronyssinus 

House dusl mite 

Dermatophagoldes House dust mite 
~ erony~••=i~nu7s;----t------­

Dermatophagoides 
__ p~eB!..nY~inus ____ _ 

House dust mite 

Dermatophagoides House dust mite 
___ _ plerony_s_s_in-cu~• ----+---- - ~ 

Dermatophagoides House dust mite 
_ __ eterO£tY.~••=l~nu7sc-----'---- -- . 

Dermatophagoides 

- -~ J?Y_!aj_n.Y?_ 
Dermalophagoides 

- · _ pterDnyfiinus 
Dermatophagoldes 

pteronyss inus 
Dermatophagoides 

_ .Pt~!.~i.Q~~­
Dermatophagoides 

·---~ 

r--
pteron yssinus 

Dermatophagoides 

~-- pteronyssinus_ _ _ 
---Dermataphagoides 

oteron\:':5s ii:,_u_s ___ 1 
Dermatophagoides 

_ _ pleronyssinus _ 

House dust mite 

House dust mile 

House dust mile 

House dust mite 

Hause dust mite 

House dust mite 

Hause dust mile 

House dust mite 

Dermatophagoides House dust mite 
pferonyssinus __ __ ____ _ _ _ _ _ 

Dermatophagoides 
pteronvssinus 

Dem,alopha9Dides 

_ pteronyssinus ---- - I· · 
DermatDphagioides 

_P.~~-!!J~yssinus 
DermatDphagoides 

____p~ssinus 
Dermatophagoidea 

_____ p)erony~sinus ... _ _ 
1 

Dermatophagoldes 
~y:sslnus 

Dermatophagoides 
- -~£!!_eronyssinus ____ _ 

Dermatophagoides 

,__~o~t•~r=onr~• =•i~nu=•~--~ 
Dermatophagoides 

_ . __ p_teronyssinus _ 
Oermatophagoides 

pteronvssinus 
Dermatopha?oides · 

p teronyss1nus 
Dermatophagoides 

House dust mile 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

House dust mite 

oe::~;~:;~~es J 
House dust mite ______ eterony5sinus ______ _ _ _ 

Dermatophegoides 
_ ___ Rteronyssinus_ _ _ __ _ __ __ 

Dermatophagoides 

House dust mite 

House dust mite 
- pteronyssinus --+------­
Dermatophagoides 

~ Fteror1y~ ---­
Dermatophagoides 

P.!!~~t~~----~. 
Dermatophagoides 

trteronvssinus 

Richard E. Goodman, PhD 

fARRP-Dept. Food Science 

Univ, of Nebraska-Linco ln 

House dust mite 

House ciust mite 

House dust mite 

· - r· 

IUISA Allergen 

Unassigned 

unassigned 

Unassigned 

Der p 2,0101 

Der p 2.0110 

Unassigned 

Der p 21 .0101 

Der p 23.0101 

Unassigned 

Unassigned 

Unassigned 

Der p 3.0101 

Der p 4.0101 

Unassigned 

-·· 1~r-~~o~ 

Dor p 5.0101 

t 
Der p 7.0101 

---· 

Der f 7,0101 

Der p 8.0101 

Unassigned 

-

Type 

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mile 

Aero Mite 
.. - ---

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mite 

Aero Mite 

J 
I 

Group 

Dermatophagoides Der p 2 I Der f 2 

Dermalophagoides Der p 2 / Der f 2 

Oermatophagoides Der p 2 / Der f 2 

Dermatophagoides Der p 2 / Der f 2 

Dermalophagoides Der p 2 / Der f 2 

Oermatophagoides Der p 2 / Der f 2 

Dermalophagoides Der p 2 / Der f 2 

Dermatophagoides Der p 2 I Der f 2 

Dermatophagaides Der p 2 / Der f 2 

Dermatophagoides Der p 2 I Der f 2 

Dermatophagoides Der p 2 / Der f 2 

Dermatophagoides Der p 2 / Der f 2 

Oermatophagoides Der p 2 / Der f 2 

Dermatophagoides Der p 2 / Der f 2 

Dermatophagoides Der p 2 / Der f 2 

Aller1enlcity 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT+ 

lgE plus basaphil+ or SPT+ 

lgE plus ba saphil+ or SPT+ 

lgE plus basophil+ or SPT+ 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT + 

I lgE plus basophil-+- or SPT + 

-··1~ lgE plu;_basophil+ or SPT+ 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT + 

Aero Mite Oermatophagoides Der p 2 I Der f 2 I lgE plus basophil+ or SPT + 

Aero M~e Dormatophagoides Der p 21 ~ gE plus basoph! + or SPT+ 

Aero Mite _�e~ atophagoidesp~D~:i~ 23 -~:~itr:p.:in-li~e- l9E plus basophil+ orSPT+ 

Aero Mite 
Dermatophagoides Der p 23 Peritrophin-like 

prolein 

Aero Mite 
Dermatophagoides Der p 23 Peritrophin-like 

____ _ __ . ·--. __ _ _prolein . 

Aero Mite --1-~rmatophagoides~~~:_i~-~~-P-eritr~ph~~-like 

Aero Mite Oermatophagoides Der p 3 / Derr 3 
- --~ - - - - ----- -------· --- ----

Aero Mite 

Aero Mite 

Aero Mile 

Dermatophagoides Der p 4 

Oermatophagoides Der p 4 

Oermatophagoides Der p 5 

lgE plus basophil+ or SPT+ 

lgE plus basophil+ or SPT+ 

lgE plus basophll+ or SPT+ 

lgE but no biological test 

lgE but no biological test 

lgE but no biological test 

lgE plus basophil+ or SPT + 
·- --

Aero Mite -- ··- _ D_ •_rm_ a~opha~~~~~ D~_P_5 _ __ _ J ~ E_!~us basophil+ or SPT+ 

Aero Mite 

Aero Mile 

Aero Mite 

AerD Mite 

Aero Mite 

Aero Mite 

Aero Mite 

Dermatophagoides Der p 5 

Oermatophagoides Der p 6 I Der f 6 

Oermatophagoides Der p 7 I Der f 7 

Dermalophagoides Der p 7 / Der f 7 

Dermatophagoides Der p 7 / Derr 7 

Dcrmatophagoides Der p 8 

Dermatophagoides Der p 8 

lgE plus basophil+ or SPT+ 

lgE but no biological test 

lgE plus basophll+ or SPT + 

lgE plus basophil+ or SPT + 

lgE plus basophil+ or SPT + 

lgE but no biolog ica l test 

lgE but no biological test 

I 

Length Accession 
- -

129 CAD38376,1 

129 CAD38377.1 

129 CAD38378.1 

129 CAD38379.1 _ __ .). _____ 
-·--

129 

129 

129 

129 

146 

130 

129 

145 

145 

129 

129 

129 

140 

90 

50 

99 

98 

261 

496 

19 

132 

132 

148 

20 

215 

215 

213 

219 

219 

L 

CAD38381 .1 

CAD38382.1 

CAD38383, 1 

ABA39437 ,1 

CAK22338.1 

ABG76196.1 

1A9V_A 

ABY53034.1 

AAF86462 ,1 

CAQ68249,1 

AFJ68070.1 

AFJ68067.1 

ABC73706.1 

ACB46292 .1 

4ZCE_A 

ALA22869.1 

ALA22868.1 

AAA19973.1 

AAD38942.1 

P49274,1 

AAB32842.1 

CAD69036.1 

CAA35692 .1 

P49277,1 

AAA80264,1 

CAC09234.1 

AAB35977.1 

MB32224.1 

AAX37326.1 

I 
GI# 

21725590 

21725592 

21725594 

21725596 

21725600 

21725602 

21725604 

76097509 

99644635 

110560872 

157829757 

164415595 

9280543 

256095984 

387178014 

387178008 

85687540 

171466145 

955264737 

First Vers 

ion 
- · -

7 

7 

7 
~-
7 

7 

7 

7 

7 

7 

9 

9 

9 

10 

11 

13 

13 

7 

14 

17 
-+-

I 

I 

920684621 17 

920684619 17 

511476 7 

5059162 7 

1351935 7 

913285 7 

28798085 7 

9072 15 

1352239 7 

1045602 7 

10189811 7 

1311689 10 

807138 7 

60920878 7 
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First Vers 
Species common IUISA Allergen Type Group Aller1enicity Length Accession GI# 

Ion 
Oermetoptia9oides 

House dust mite I Der p 18.0101 Aero Mite Dermatophagoides farlnae Der f 1 B Der p 18 lgE but no biological test 462 AAY84563 .1 67975065 
.. pte_ronyssinus _ 
Dermatophagoidcs House dust mite - -. Cnassigned Aero Mite Dermatophagoides Profilin lgE but no biological test 130 AUX14776.1 1336164722 19 

_ .. -.F-.~~.QflY_!i~i.i:iu~. __ 
+-

- - ---. --·------
Dermatoph_a_goides sib~n_ey ____ __ _ __ l:l_~use dust mite __ Un~~-~i~_n_e_d - -<------ - Aer~~~~e Dermat~ph_ag~ides . Der p 2 / D_er f 2 ·- lq_~ p~us_ bas~ph_i~+ or_~':.!~ __ 146 ABC96702.1 86450747 

Dolichovespula arenaria Y~.ll~~_j_ac~_~t Venom ~r Si_:Jliv~!¥. __ Dolichovespula Venom altergen 5 

A8~ 
lgE plus basophil+ or SPT+ 203 ---· 

. ,-56719 -AAA28303.1 

~~11:h~~~p~;:--~ol 
------· -

Dolichovespula maculata Whiteface hornet Doi m Venom or Salivary m 1 P~~~p~ol1p_ase -~l;;;~~-b;~~!h1I; o; 
11 

1.02 SPT+ 303 P53357.1 1709542 

Dolichovespula maculata Whiteface homet Doi m 1.0101 Venom or Salivary Dol1chovespula Doi m 1 Phosphol1pase A 1 B lgE plus basophil+ or SPT+ 317 CAA47341.1 268917 
-- - -·- ··---· -- -· - - ~ - ---- - -- - - - - --

Dolichovespula maculata Whiteface hornet Doi m 2.0101 Venom or Salivary 1- -
_. ~ol~~~ov~s~la Do_l m ~ Hyaluromdas_e lgE p~u~ b~~~h1I+ or SPT + 331 AAA68279.1 511604 11 

Y'Jhil~face_~~~e_t _ _ _ :Q_~I_'!' ~..:~~-Q_~ _ I Veno:~ ~r _S~-'-~~rt. _. ~-- ~'~h_o~esp_ula Ve_nom aU~~en_ 5 _!flE _pJ~_a$0ph1l+ or SPT+ 227 MA28301.1 156715 11 
-·- -··· -··-- · - ··· 

_ Dolichov_espula ~aculata Whiteface hornel - --~-~! ~ 5.0. 2 ·r· Venom or Venom allerge~_S _ _ _ !9_~ _e_l~s-~asoph1I+ or SPT + 212 MA28302.1 552060 Salivary 1 _ --~'?~~_!l~espul~ 11 

Epicocc_u':1 ni!!llJ~. _ __F' u~gus Epi pt0101 __ _ Aero F_~n~i Epicoccum Epi p 1 lgE plu~ ba~~ph_il_~ or_~-~T+ 18 P83340.1 24636820 9 
Equus asinUs I Ca"ballas Equ a 6 Equ c 6 

Equus asinu! Equ a 6 Food Animal lgE plus basophil+ or SPT + 148 XP _014705564.1 958727973 18 
. - _ _ Jy_s~~- - --

Food Animal Equus asinus / caballas Equ a 6 Equ c 6 Equus caballus Horse Equc6 lgE plus basophil+ or SPT + 129 P11376.1 126614 18 _ _ _ _ _ ly)'ozyme _______ _ 

__ Equ_uscaballus _~ Horse EqucJ·?~C!.t _ A~~-~~if:!~--- E9~_us _Equc1__ _ ~g~b~~.~ _bio!o~ic~~~~t __ _ 187 AAC46691 .1 1575778 11 

. ~qu~~- ~_ab~~us Horse _Eq~ -~·~.:_01_~-~ . ·---~~_ro_~ni~?.1 l Equu~ Equ _c 2 lgE but no biological test . 29 P81216.1 3121755 7 ... --
_ Equus caballus ·-- ______ ___ ,!i'!_l'Se Equ c 2.010? _ --- ~_era ~n~~I _ .J. _ ___ . _ Equus Equ c 2 _ ·- lgE but no _biological test 19 P81217.1 3121756 7 

·············-··-~-
- ~-9~us cab~~lu~ Horse _ _ Unassigned__ Ae_r~.Animal _j _ __ Equus Equ c ~- - - -- ____ l.9_E_but ~~ biol~9ica_l.!~~.!. __ 174 AYL64456 ,1 1492010380 20 

~q~':'s_c~~a!lus. --~O~!____ 

-~--1-~~:1~~;~ 
_Equ c 3.0101 

~::. 
_A~ro_~~

;:::~~:~:: 
-i~~-- _ I 

---=
_ 

~~:~:~:~:i~~:~:~~:!~2 
Equus Equ.c 3 --· lgE plus basophil+ or SPT+ 607 r CAA52194.1 399672 

.Jt~JJJ~~~~~~
Equus cabellus 

-= . 
Horse Equ c 4.0101 Aero Animal Equus Equ c 4 and Equ c 5 1Qe but no biol~gic-~I te_s_l __ ·2:ie AAM09530.3 126514234 

BAF47268.1 125995169 

BAF47269.1 125995171 
- - ~~~~:::~;:~::,ab ·11 AA073305,1 37778436 16 

·- --·-Erio~~~i!sine.n_si~ -·- · .. -· Cr,irie~!!"itl~~i.~b -- · --~~a~S)9..n~~ - fOOcl-Animal - - --- - __ Erioch;-i~troPOmY-~Si~ __ 

-~1~[~~~:
lgEbutnob

.::l~
iologicaltest

.I:;~~l~;. 
._ 

-
_ 

;;: 
284 AB071783.1 134305330 8 

. Eupha':'sia pacifica _ North Pacific Krlll _Unassigned~ .__ __ Food Animal Euphausia . __ \gE plus basi:>phil+ or.SPT+ 284 BAF76431.1 156712754 9 

. Eup_hausia superba _ _ Krill __ ______ Unas_signed____ ~ooi~~-i~~l-~ __ _ J~=~--~~uj_h-~·u·~i~ _ lgE pl~~-~a~op_hil+ or ?~1:"+ 284 BAF76430.1 156712752 9 
Euroglyphus maynei House dust mile Eur m 1.01E.:!..____,._ Aero Mite_____ Euroglyphus Eur m 1 lgE but no biological test 321 AAC82351.1 3941388 

_ _ E_~!~~~ehus ma:t.~e( --- - ~~.:i~ d~~ mil~- - __ ___ _ Unassi11.n~~-- ~ero ~1!e-=-t _ Euro~~us ~ur m ~ _ ____ ·I- lgE but ~o ~~l~ca!._!1:_st 327 AAC62352.1 3941390 
Euroglyphus maynei House dust mite Eur m 2.0102 Aero Mite Euroglyphus Eur m 2 lgE but no b1olog1cal test 135 AAC62350,1 3941386 

--- '=~•<?9lyphus ~ House dust mile Eur m 2.0101 - Aero Mite . - Euroglyphus Eur m2--7 lgE. butno biologi.;.I lest 145 AAC623�i1" -- -":i941384- 11 

~~--~
--

-~·~~~j:
~~~~j~nica 

_: 
_ _______ Crimso~ sea_bre_a!TI _ ----f- l:'~~!_S~~-~ - Food Animal - -==~~v1._nnis pa~album1n _ 1_2~ b~G o-bi01~i1cal test 109 _ - -~~~ci~~.f;-· 327342663 12 

j:;;u~~;u~ - ' Crlm::;k:e:e~leam I ~~:::::~:: _J ------ F;::dA~~:~~ --i ~- ::t:-~i ~: ;_:_;:_:~~~i;;~-=-~: -~~: ::;~:!!!: ~ 12 
F8Q~v~~slvf-i~6uam~~ot;j~-- 312;93;2765681 7 

Fagopyrum esculentum Buckwheal Unassi;ned - - F~d P;ant l FcigoPYrU-m es-cUieriu-m ·1JSgl()bUliiis ·igE lgE but no biological test 453 BA050872.1 . - - - ~;~59;~;0 IS 
_ _ _ __ ~ ~ ----bil]!ling ···-- - ------ -- _ _ _ __ -- f 

Fagopyrum esculentum Buckwheat Unassigned Food Plant 

+-
] Fagopyrum 

-· __ 
escul:~~i; 138 globulins lgE lgE but no biological test 453 BAOS0870.1 584592116 15 

· ··· ·---· - - --- --- •-···-··· · - ·-- .. ,----·· .. . . . .. . 9______ . ·- --· ··- ---·- ·1 
__ Fagopyrum esculenlum Buckwheal . Unassigned -~ __ .Food Plant F_agop)"u111_fag e ?- Fa_g 12. __ . lgE bu.!_~~iolo.!Ji.""~!••t ·__ 127 _ AAX57578, 1 61970231 
_ Fagopyrumesculenlum__ Buckwheal __ . Fag_e .2.0101__ _Foo_d Plant ____ -i .l ___ F•J!.Op_tru_mFage2_Fajll2_ _____ _l[E' _b_ul.ico_!l!ologi~altest __ _ 149_ _ 

r 
_ABC1~3_0~01_ · ·1 83416591 

;:~;~~:::t:~:
F~io~rum esculentum 

--
Buckwheat ~~~ssj_~ned Food Plant Fagopyrum Legumin-~ke pro1ein I lgE but no biological test 

-~~:~:~~~ -- I -!~: 
565 023878.1 29839254 

Fa~~p.yr~~. ~~-~~.!!n~~~. _ _ _ __ 

:~:::::: 
~.':'_ckwheat 

~ 
Fag 

~:::::~:~
.e

!:!~:~ 
. 3.0101 

-
± t~:-

_ __ ___ 

:::: 
Food 

:::~: 
Plant 

_ 
·~· !. 

t:::~;~~
.. Fagopyrum 

-t:~:~ 
vicilirt-like

::::
_ 

::::!:~
Fag_ e 3 

-· · 
___ 

::i:~:~~
I_Q~. ~~J --~~.-

-:~~:::\:;; 
~i~~~~l-~e~t . . . 

--
13_6 ___ ABO 

i:::~~-1, 
10638.1 146217146 

~::::!~: 
F;;;~;:~:ni~t~~~i;J:~ - -~~~::::: _ __ :::::~~~: ~:i~~~~eeFp::1:i~ -- -· _ -::}~-~{.~-; {{:::;:~;·!::~~1-1~: ::~!~~~:·.~ -- 9 

939106201 17 

-· -- -----··144228127 - 8 

..... 
Fagopyrum 

_. ~::~: :::~:::~:
tataricum 

--·i---·:~:::~::::~ 
Buct<wheal Fag t 2 0101 Food Plan! f.".~.op~'""' Fag• 2_ ':!_g_ t_z. _____ 

:~I;:~~::~:~t
lgE bul no biological 

-:~!:~: 
lesl 

.. 
149 ADW27426.1 320445237 12 

Fagopyrum tataricum Buckwheat • t i;~t·- -

I F~~~:~ig;1~:~
Unassrgned --1gE 515· 

~- - -·· ::: 
Food 

:::~: 
Plant Fagopyrum 

-----:::~: 
Legumin-like 

::: : 
protein but ~~ -bio1~[lical 

I . 
ABl32184.1 113200131 

~ t . ~:~ 1~~!!::!:} 212291472 10 

212291470 10 

·-·-- Fagus sylvatica _ _, European_Beech ___ J. __ U!'assig~!d . Aero Pia~ - --- -· ... ~a~~-~ Fags_ 1 lgE plus basophll+ er SPT+ 160 ACJ23866.1 212291474 10 

.Farf~nl~ei:i~~us ~zl~cus _B!?~!!'_ri~p : Pen a 1.0101 Fo~.~~~a!___ ~erf~,:,tep_e~a~~~ !.'.~!'-~ --- lgE Piu~ baso-phil+ o~SPT:;- -· ·- 284 AAZ7674l.1 
_ _ Falis catus __ _ -l- Cal -- -- t1 · ~~~ ~nlmal _ Felis Feld 1 Chain 1 · - --· ,gE ·p1~s ba;~j,hi1+ O~SPT+ - - 88 CAA44343.1 

. ---.~~-c_~•----- Cal · Aero Animal __ _:f~li~!ld i Ch;;~ i __ -·· _ l!!_~e1".~ .b.aJ_c>_p~il+ or SPH 9.2-. _ _ . = CAA44344.1 
Felis eatus __ cc··•a. (.___ ·· ~~~- ~D.i~~I __ . Felis Fal d 1 Chain 1 Ii~ pt~s. b~~_ophil_~~C.~.~T+_ . 92 P30438.2 

1
Feli! catus Feld 1.0101 Aero Animal Felis Feld 1 Chain 1 lgE plus basophil+ er SPT+ 92 AAC37318.1 163825 
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First Vers 
Species Common IUISA Allergen __ 

--
Typ - l 

~ 
~ 

--l 
Group Allergenicity Length Accession GI# 

-t - - - ----- Ion ----
Felis catus Cat __ U_n~.s~i~~ed Felis Fel d 1 Chain 1 lgE plus basophil+ or SPT + 88 NP _001041618.1 114326420 8 
Felis catus Cat ____ Unassigned Felis Fel d 1 chain 2 -- lgE plu~ basophil+ or SPT+- -t -107 CAA44345.1 395407 
Falis catus Cat Feld 1.0101 chain 

Felis catus --
Felis Fel d 1 163823 12 

Cat Feld 2.0101 -I---
2 -1- lgE plus basophil+ or SPT+ ff 109 AAC41616.1 ~ 

AeroAnimal Felis Feld 2 CAA59279 .1 886485 1 - - ----- ---- ~_roAnim_a_l , - F•ld3:0101 

-- r
_ I 

-
I~- b~l-~ _bi?_l-o__gi-cal test 608 Felis catus Cat Aero Animal Felis Feld 3 lgE but no b1olog1cal lest 98 -1 AAL49391 .1 17939981 1 

Felis ca1us Cal Feld 4.0101 Aero Animal Felis Fold 4 , -lgE-b,;j ~-;, biological te-st - --186 - AA577253.1 45775300 
Felis ca1us Cal Fold 7.0101 Aero Animal Felis Fold 7 19,fb~ no_ b10I0_2!C~I .!.e~t - - -18_0_ ADK56160,_! __ 301072397 12 

---Felis · catus Cal Feld 8.0101 Aero Animal Felis Feld 8 latherin-like I~~ but _!!~_~':)_lo~i~~I test _ 228 ADM15668.1 303387468 12 - ------·-------
Fenneropenaeus chinensis Chinese white shrimp Unassigned Food Animal Fenneropenaeus Arginine kinase lgE but no biological lest 53 AAS98889.1 46486948 9 

~enneropenaeus chj nen~~s __ ----~~!~ese w~t-~_ s~! i_f!!l _ U_nas~i~~~d Food Animal _ __ Fenne.ro_penaeus Arginine kinase __ lgE but no biological lest , 53 AAS98890.1 46486951 --- - - ---- -
Unassi~f!ed_ Food Animal Penaeus chinensis aU~rgen -·· tgE pl~s baSO.Phii:..-~~ ·spr .---,-- 365 QB059887.1 1595306268 ----~~~~~s~-~~-~-~~~imp_ 20 

Fenneropenaeus ! 
Banana Prawn Unassigned Food Animal Fen~.~ro~~eus hemo~ani~ banana shrim~l lgE but no biological test 661 AGT20779.1 530340505 15 

-- mer_g)Jiensis - . 
Fenneropenaeus 

Banana Prawn Unassigned Food Animal Fenneropenacus enolase lgE but no biological lest 117 AEM89226.1 344049993 15 
-~~r_g!Jie_!!~i~ 

_ ~~ For 11 .0101 _ Venom or Salivary __ Forcipomyia Fort ·~-':~cipo~~~~ .!_a!~ 1 _ lgE but no biological test .. 118 ACD65080.1 188572341 10 - ---- --- - -
Forcipomyia taiwana Fort1 .01 ~ Venom or Salivary __ Forcipomyia Fort 2 lgE but no biological test 325 ACD65081 .1 188572343 10 

_ Fragaria x a!1anassa, , _ _ ·---~t~wberry Food Plant Fraga~a _ F_ra ~--1 lgE plus basophil+ or SPT + CAJ85646.1 1 

Fragaria x anana~!~ - -____ -~~ra'Nb_~r~ Food Plant _ ___ F~~9a~ia Fraa1 - --1=-~E_e[us-~asophil+or~~T+ _ 
-116

___]59
0 
_- -_- CAJ85644.1 

_ Fragari~ x_:3nanassa . Stra_'Nberry a 
i 

Fra 1 Food Planl -~r~~a.r~~ - !::~a -~·_'!___ lgE plus basoph1I+ or SPT+ 160 CAJ85642.1 
_ \ :=:J~m::L_j 

__ F~&_9-~ria x ananassa _ __ Strawberry Food Plant __ F_r_agar!a Fra.~_1 _ __ --: 1 IQ_~ e~us _ba_s~~~,-~~.!l-~.~~T+ - ~6.<! . CAJ85641.1 I 
_ £.r~~--~_ananassa Strawberry _ -_ f__-i:r~ '!_\0102~_ Food Plant __ Fragaria Fra a 1 lgE plus basophil+ ~r SPT+ 160 ABD39049,1 

--~m:!~ 
88082485 -------.. ---

Fragaria x .ananassa_ _Strawb~~~-- ___ __ Unassigned Food Plant _ _______ Fragaria __ Fra a 1 lgE plus basophil+ or SPT+ 160 ACX47057.1 260600660 11 
~ garia x ananassa Strawberry Unsssigned Food Plant Fragaria ~ lgE plus basophil+ or SPT+ ___ 159 ACX47058.1 260600662 11 

F_r~p-~_ri_B_?<_~~!!!_~S-~-~­

-~
--

~;;;:t 
~.~~!'berry 

___ J~~t
Unassigned 

-;{tci{= 
Food Plant Fragari_a _ Fra a 1 _ I_QE plus basophil+ o_r SPT + . 160 BBE27860.1 1394298081 19 

Fragaria x a_nanassa Food Plant _Fragaria _Fra a_3 _ I~~ .Pl_u_s ~~-s~hi~~-_':)_r~_~!_+ . I. 117 CAC86258_ 1 16477856 15 - ··---·- --
Fragaria x ana_nassa _ Food Plant _ _ ___ Fra~.i:l~ia F_~~ _a _ 3 lgE plus basophil+ or SPT+ 117 -· AAY83342.1 67937767 15 

- ·· --- ---~-----
_ Fragaria x a~anassa Strawber,y I Fra a 3.0201 Food Planl 

-- --·--·-------- - _F~a~~rla Fra a -~-­ ·! 117 AAY83341 .1 67937765 _l~_-plus b~so-~hi-1+ or SP!+ 15 -- ------ -----·-
-~raia_ria __ x ana~a-~s-~ -------Strawberry - - -- I r Fra .. -- a -3.0202 -- -- -· Food Plant Frag_aria _Fra a 3 lgE ~lus_basop~Jl~-~-S~~ - 117 AAY83345.1 67937773 15 

Frax:inus excelsior European ash Unassigned Aero Plant Fraxinus excelsior polcalcinnot WHO IUIS lgE but no biological test 84 AHL24661 .1 589912891 15 
- - ------~-- ······------- - , 

Fraxinus excelsior __ Euroe_~~!!!___ l!nassi~ned Aero Plant Fraxinus e>c:cels ior pro!!!~_no.t_in ~!:!0 l~)S_ _ l~E _bu_t_ ~o bia_l~8!~al ~e-~t__ 134 AHL24660.1 589912889 15 - -- ··-- - - -
Fraxinus excelsior _ Eu_ro~een ash. __ Fra e 1.0201 Aero Plant Fraxinus Fra e 1 lgE plus basophil+ or SPT+ 146 AAQ83588.1 34978692 1 

- ·-- -1-
Frax:inus excelsior European ash Fra e 1.0102 Aero Plant ___ F_ra_x_inus Fra e 1 lg-E plus basophil+ or SPT+ 145 AAV74343.1 56122438 

Fr~~inus ex~l~ior ___ ~u!~_pean _ash Fra e 1,0101 _ ___ ··--Aero Plant Fraxinus Fra e 1 lgE plus 

b~1·
basophil+ 

no 
or SPT+ 145 AAQ08947.1 33327133 

-._ Fulvia '!!Utica _ _ l_ __ _____ ___ Mollusc ~n!s_sign~~---_ Food Animal ____ iulvi~~~·po·myosin -~- I_ ---,9.~. b.iOio"QicaTt~st 1 284 BAH1�153.1 219806596 10 
Fusarium _c_u!morum _ ___f".ung~s ____ --t-_ U~as~i~ed __ A~r'? Fungi __ Fusarium claimecl Fus C 3 I 19E b~1n·~ biOIOQica1 test 450 AAN73248 .1 25361513 7 

____ F~~~rium_~lm~~Ull_'I _ _ __ ___ Fungus __ Fus c 1.0101 Aero Fungi __ 

] 
Fus~~iul!l .~1:'.~ C_1 __ - --~r~-~(P~s_~-~~?~~ii~ ~ -~~-!~~ - ,o9 AAL79930.1 19879657 

- ~-~~-~~i~~- cul~o_r_u_f!l_ ___ Fungus Fus c 2.0101 _l'us_ar~um~_~__c:2 lgE but no biological test 121 AAL79931 ,1 19879659 7 

__ _ Fusarium_prolif~ratum __ __ ___ _ Fus p_4.01_�~- -- ~e_r_?_~u~~i _ ____ Fusarium_Fus _p 4 lgE but _no_biological test 323 --~f:l\'_02_9~~:.!.. 619498167 15 

Fusarium proliferatum Fung~ Fus p 9 __ t--___ Aero Fungi Fusarium proliferalum Fus p 9 lgE but no biological test 386 AJA79001.1 739057410 17 
Gadus callarias Baltic cod Gad c 1.0101 Food Animal 

1::::::--
. ---- ·--- · - - Gadus Gad c 1 Gad m 1 l9E plus basoph1I+ orSPT+ 113 P026221 131112 7 

Gadus morhua Atlantic cod Gad m 1.0101 Food Animal Ga_dus Gad -c ~ ·G•<! m~,=--~-L lgE_plus bas;;-ph1I+ o_r SP!+_ 
r 

109 _- - AAK6308~-) _ _ _14-53_1__~~=-
--··-Gadus ---------morhua --- At1anlic cod Gad m 1.0201 Food Animal -· Gadus God c 1 Gad m 1 lgE plus basophll+ or SPT+ 109 AAK630871 14531016 

Gadus morhua Atlantic cod Food Animal Gadus Gad c 1 Gad m 1 
I 

lgE plus basoph1I+ or SPT+ 109 CAM567851 148356691 
Gadus morhua Atlantic cod Food Animal ~ - Ga_d_u;:-Gad c _1 _~ •~ m__! _:-~ - - ,iifiilus basoph1l+ -~r S~Ti _i _ ,o_ll __ - CAM567861 - _ 14_8356693 
Gadus morhua Atlantic cod Food Animal Gadus Morhua Gad m 2 lgE but no b1ologlcal lest 11 B3AOL6.1 576011130 15 
Gadus morhua Atlanbccod Food Animal - G~dus marhua Gad m 3--- lgE but no b1olag1ca11.;,·- - 15 - - P86980.1 -- - 576011086 15 

_ Gallus ga~us - ·· Chicken Gel d 9.0101 Food Animal Gallus ··· ·-----r - - ----enolase -- -·--Gal - d 9 lgE plus basophH+ or SPT+ 434 
Gallus i!!lus Food Animal Gallus Gal d 1 lg.E plus basophil+ or SPT + 210 

1---G_ a_l_lU~Jl.~llu~ Food Animal Gallus ____ Gal .,., __ d ___ 1 _ __ J lgE plus basophil+ or SPT + 210 - - ~~::::~ - - ---~f - -~~a:;1::~; ... ---·-·-···-·--·-

:j SPT+· l 
NP = 9~0450.1 46048765 18 

P01005.1 124757 1 

ACJ04729.1 209979542 10 --- ···-···- - --···· 
G~l)u_s ~~llu_~_ _. ----Chicken --- -- Food Animal 

l 
Gallus Gal d 2 lgE-pl~s b~sophil+ ~r 155 CAA23681.1 63052 - . -- ····-··- -·--

Ga~_l~s gallus __ - --Ch- icken -- Gal d 2 0101 FCJodAnimal Gallus Gal d 2 l2_EJ,lu_;~~~o_JJhi i+- o~ SPT.;.- - - 386 2 129293 - - - - ---- -------···- - - - P01012
- ---. -

____ Gallus gallus __ _ - -Chicken - - Food Animal -l-- ------Gallu-·-s Gal ·· d 2 lgE plus basophil+ or SPT + 386 CAA23682.1 808969 . . -- - -
_ Gallus gallus b- ~~-

- - Chicken iQEP1~s ~- Phi1+ 
- ---- ---- Food Animal Gallus Gal d 2 

.. ~~_llu.:5 __ ~.a(~_us ---~~~-~~- _ _ . __ Unas_s1gned Food Animal Gallus Gal d 2 
Gallus gallus Chicken Gal d 3 0101 Food Animal Gallus Gal d 3 - ::~-t:~: :::::~::: ::

or 

-
·

:}t
sPT+ 

--
365 =l 

1 

~ 1JTl~A __ _ 

=46-: 
15826578 

1UHCl~_D 34811333 
CAA26040.1 757851 
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--+----
First Species Common IUISA Vers Allergen Type Group Allergenicity 

S 
----+ L_Lenll".__ Accession GI# 

- ---• ·- -- - - . ion 
Gallus gallus _ _ Chicken Gallus Gal Food Animal 

J 
d 3 lgE plus basophil+ or SPT + I 105 P02789.2 

Gallus gallus Chicken Food Animal I 

~J~;~t~, 
Gallus Gal d 4 - ·lgEpl-u-.- basophil+ or SPT+ l 141 P00698.1 

_Gallus_gallus Chicken 

!-~:.:;:: 
lgE plus basophil+ or SPT+ 24 AAA48944.1 7_ 

_Gallus g•l~us Chicken l~E_J>lus_ba~op_hil+or ~T+ 147 CAA23711 .1 

+-I!!t
63581 

~ 
15 

___ <'.lallus gallus _ Chicken 

-r---
_l~E _J>l~_ba_sophil+ orS_PT: _ 615 CAA43098 .1 63748 7 

Chicken _IJ~bul_~ biological lest ___ - ~~--- manual 1871444 14 
~allus ~~II~~--__ +- Chicken lpE bu~-~-~bi~l~Jli~~l-~e~t 192 P02604.3 55584149 16 

·G- ·a·1··d· -8- 0 0
.o· · 101_- FF __ o-odd __ AAnn i,mm_aall -· j· __§~ll~~-Q~~~_Q__a!~~ Gallus gallus __ _ __ _ ______ Chicken ?_ 

_ 

I 
Gallus_p~_r:v_~.I~~~~ -~~I _d_ B l~E _ _plu!..~~-~~_phil+~r SPT+ 110 CAX32963.1 225877920 10 

Glossina morsitans morsitans Tsetse fly Una~~igned - - _- - ~~-n-~m ;~-S~li~~; Glossina Glo m 5 lgE but no biological test 258 ADD18879.1 289740263 11 

Glossina morsitans morsitans Tsetse fly Unassigned Venom or Salivary Glossina Glo m 5 lgE bul no biological lest 259 ADD19985.1 289742475 11 

Glossina morsitans morsitans Tsetse fly Unassigned Venom or Salivary Glossina Glo m 5 lgE but no biological test 222 ADD19989.1 289742483 ll 

Glossina morsitans morsitans Tsetse fly Glo m 5.0101 Venom or Salivary Glossina Glo m 5 lgE but no biological test 259 AAF82096. 1 8927462 11 

--~~:~:
~tyc(~_e 

-~::
"'.'ax 

_ 
___ ___ Soybean_ 

_ --R
G

~~~~:!-
ly m 7~~_Q__1 ___

~- -=
__ f~

~:-~~:~
_od Pli:I.~ 

: __ 
Glycme 68k0a b1otinylaled protein _lgE pl~_s ~as~!!!!_+ o~~T~_ 643 ACS49840.1 240254706 11 

-~1¥,c~ne ma~ ___ Soybean 

-
1.0101 Aero Plant -, 

~~:~i::~~~
Gty m __ Glycine Gly m 1 _ _ lgE b~I no b~log1cal tes.!_ .. BO P24337_1 123506 12 

-·· _ _____ GlycineGlym3 ___f _ lg~ut_ no bI~0.9Ical test 131 CAA11755.1 3021373 7 

__ lgE_ but no_ b1olog1cal test 131 ABU97472.1 156938901 9 

Glycine _Gly m 3 -~-- _ ___ lgE but no_b1olog1cal test _ 131 CAA11756.1 3021375 15 
Glyc_in_e ma• Soybean I Gly m 4.0101 __ _ _ Food Plant Glycine Gly m 4 ! lgE plus basophil+ or SPT+ 156 CAA42646.1 18744 

Glycine Gly m 5.0101 alpha subunit bela Glycine max Soybean Unassigned Food Plant r . -lgE but ~o biolo;i;,:,; ;e~;- 605 CAA35691 .1 18536 7 
····----- __ _ __ -- ~g_n_gl _ _ ___ ··--·-
Glycine Gly m 5.0101 alpha subunit beta Glycine max Soybean Unassigned Food Plant 1 

lgE but no biological test 21 e AAA33947.1 169927 
-- - --- ______ congL _______ -- ·- · 

Glycine Gly m 5.0101 alpha subunit beta Glycine max Soybean Gly m 5.0101 Food Plant lgE but no biological test 543 BAA23360.2 _ ______ _ _ congl _ _ _ _ _ _ 9967357 15 

Glycine Gly m 5.0201 alpha prime beta Glycine max Soybean Unassigned Food Plan! AAB01374.1 169929 -·· · · _ congly _ __ _ ~ gE b; no biological lest :;;-9 
Food Plant Glycine Gly m 5.0201 alpha prime beta Glycine max Soybean Unassigned 1 lgE but _no biological lest 

t -
621 BAB64303.1 15425631 15 

--- - --· . -~ --~--- - -- - . -
Glycine max Food Plant Soybean Gly m 5.0201 j Glycine Gly m 5.0201 alpha prime beta 

1 lgE but no biological lest 559 BAA74452.2 9967361 15 

Food p~;n,- , -Glycine max GiYcine Gty m Unassigned · ytbit8 s-utJUrlit Soybean s_~~ be,a ·· -- .. 
lgE but no biological test 439 BAB64306.1 15425637 15 

-~=~::::: 
-- ~~ 

Glycine max 

-----r ;:::,_1__ ::::::::: 
Glycine Gly m 5.0301 beta sub unit beta lgE but no biological test 439 P25974.1 

~ 
121282 i 15 

Gi°y m 5.0~~~g~eta sub Glycine max Glycine unit beta t· - -- -1 · - --1-
~;~s:010,-:-::-- --+-

lgE but no biological lest 439 F7J077.1 1559988709 20 

Glycin_e r_:n~x _ --- Glycine -igE buino biological t~st - - -495 CAA26723.1 - 18615 
__ Glycine max __ _ _Soybean_- - ·· I Gly m 6.0101 Food Plant ___ Glycine Gly m 6.0101 igE buin-;;-bi-;;logic:al.test . - 495 MA33a°66.-1 - - 169973 15 

_ Glycine _ max __ ~oyb~~': ___ ___ 1-_-Unassigned- - r-· Food Plant ______ Glycine Glym 6.0201 lgE but no biological test 485 CAA26575.1 18609 
Glycine max Soybean ' Gly m 6.0201 Food Plant Glycine Gly m 6.0201 -- ig·e·b~i ~-~biolo!}i~i teSt -455· -• -- 8AA001s4:1 218265 15 
Gty~_ine ~ax - ~~-~an <;,I~ m 6._~~ Food Plant __ Glycine Gly m 6._0301 .. l~E-~ut~ o-~o_l~ica_l_!.~t--+ - - 481 (;_AA3~2.!.?_. 1_ 18639 

_G~~!~e J!lB~--- ~~~~!' U!_l8SSi~ne_~ _ _ FFooooddPPllaanntt - Glycine Gly m 6.0401 _ _ 1 _ lg~ b_~l_n<>_!>~_!lical test__ jj _ 562 CCAA_ AA2_ 37~~ } ___ 18641 
562 6478 1 ____ Glycine max __ _ S~beai:i_ _ ~na~s~~~ __ 

-=-- -!- -1 _ 
I 

__ G_~cine Gly_m 6.0_401 _ _ 1]!~1>0 no_biological test 732706 J 7 

___ ':'lycine _max _ Soy~.e~_n _ _ _ _ _ 

i 
____ 1 Gly m 6.040J food Pl~n! _ _ _ __Gi)'cine GI~ m 6.0401_ _ __ _ l_gE; bu_l no_ biological _test 563 BAA74953.1 4~ _9_56~ -- r 15 

__ ~ly~_ne ma~_ _ _ _ Soyb~-~'.1 . ~n-~ss~~d Food Plant Glycine Gly m 6.0501___ lg_E b"'I no _l>i~011ical ~0~t 516 AAA339~~ 169969 ~ 7 

-~~cine~~---- - - --- - ---~ _bf:_a_n Unassign~d - -/---=- _=.food-~!~n~ ! __ Glycine Gly m 6.0501 lgE but no biological test 24_0 - ~3396? } _ _ 169971 . _ 
Glycine max Soybean Gly m 6.0501 Food Plant Glycine Gly m 6.0501 ___ lgE but no biological lest 517 BAB15802.1 10566449 15 

G~cine _!!:I~- -- _ ~-~yb~a_n_ . Unassig~~-d Food Plant __ Glycin~ Gly m 8 2s albumin bu~ ~o ~1olog1cal test 155 ~- AAD09630 1 4097894 14 
._ _ _ _ G~~_ci_ne_~~x _ _ _ Soy_b".an Gly m 8.0101 Food Plant ~ GlycineGly m 8 2s _albumin _ __ 

~~y~n~ m~x _ _ ___ l;oybean ~- - ,_~Unnaass.ss-,ig_;,n_-ee_._dd - _____ _j,F_ 0_ odd _ _f'p_~ •a--nn_t__ _ :_ Glycine Gly m Bd 28K _ 

ll~ 
lgE but no b1olog1cal lest i ____ 158 _ J- NP=001238443.1 35!_?~?_5) 7__ 

l 
15 

lgE but no b1olog1cal test 373 ACD36976 1 187766751 10 
9 0 0 1 1 

.. ~I¥cine max Soybean 1 
1 

Gi)'cin!_9.ly~_<!_28_15_ __ lgE but_n_o b,o_l~cal_t".s!__ 373 ACD36~?(1 - --:_187766749 10 
___ Glycine max __ 

-
So¥bea_n __ _ - ~ -~~ssig~e_d _ ___ [ --~ood Plant _ ___ Glycine _Gly m_Bd 28K __ l!I_E ~ut_r,_o ~olo111_cal test 1 373 ACD~-~74._1 _ 18776674! _ _ _!_0 _ _ _ 

Soybean _ _ __j_ __ _Linas~ned -~ Food Plant ____ Gltcine_ Gly m Bd 2_8K lgE but no b1olog1cal lest 455 ACD36978 1 187766755 10 
Glycine max Soybean Unassigned Food Plant Glycine Gly m Bd 28K / lgE·b·.;i;:;o bio.k>gical .lesl 476 BAB21619.2 410067729 15 
Glycine_max _ _ _ ____ Soybean _ _Una~!~~~E:~ Food Plant ~ in_e Gty m Bd 30 ~ l_ql;: but_ n~_ ~iolo9~e:a_!_!!'~t__ 379 P22895.1 -~~-~~~--- _ 
Glycine max Soybean Unassigned Food Plant Glycine Gty m Bd 30 kDa lgE but no biological test 379 MB09252.1 1199563 
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J jFlrst Vers 
Species Common IUISA Allergen Type Group Accessicin GI# Aller~e~i~i~ ____ Length 

l~n 
__ S3_'V_".i!'~ _m~x ____ Soybean .~~assi~ned Food Plan! Glycine Gly m Bd 30 kDa lgE b_ul no b!"_l_o~al_!e~t_ _ I 379 BAA25B99.1 3097321 

I 
I -· 

Glycine max Soybean Unassigned Food Plant 
-1 

I Glycine Major Gly 50 kDa allergen lgE_bul no biological tesl 17 PB2947.1 B56B1057 1 7 
Glycine _max __ _____ _ _ __ -~-oy~ean _ Unassigned __ _ _ F~~ E'lant j' .. ~!Y~l!le l~E:-~u_t ~o_!>iolo~ical_test 217 _ Tryp~J~ 1nh1b1tor ·j--_ CAA45!771 1B770 _ _ j __ 7 

~-~~Jn.e_.rr:1~~- ... . ~~_yb~a~_ ~- _Unassigned _ Food Plant Glycine Trypsin 1nh1b1tor ··
TryPs,O 

lgE_but no biological test ! 217 CAA4577B 1 1B772 -- 1 7 
_ ___ __j_ -~-~-~~~- Unass.ilJned -._ ~ood Plan! _ _ - Gty~ne ~n~1b1tor __ _ _ G_1¥cirte _ -~~~.  lll_E _but no biologica! t~s! _ ~ _ _ _216 AAB23464 1 _ 25~29 I 7 

G__!¥cine max _ Soybean _____ _ _ I .._ .. 
_ 
__ 
_ _Food ~l~n!_ _ Glycine ~~~!!'_!."~b~!__ lgE bu! no biological test 203 AAB234B2.1 1 256635 I 7 -·~~a~si9.~~d 

~tyclne max Food Pl~n! _ --~iyc1ne .!!Y..e~1n 1nh1b1tor l~E bu~o biolo_~i~l;;s;--- - 204 _ __ AAB234Bj_1~ - 256636 --·~-~~_bean_ - -~ - .u~~signe~ I 
___ Glyci_ne max _ __ s.~t~ean 1 Unassigned 1J · 

Food Pl~nt __ _ _ _ Glycme_Tiyps1n 1nh1b1tor _ l~E~_I no biolojlical lest 20B __ _ C!-A56_~~3 1 510515 
Glycine soja Soybean Unassig·n~d Food Plant I Glycine Gly m 6.0401 lgE but no biological test 563 CAA60533.1 806556 

i;;11cy_p_ha_g~s -~~~_e_s~~~!__ _ -~~~..s_e mite Gly d 2_.0101 . Aero Mite G!ycyphagus Gly d 2 l.9_~ __ but_~o biol,?]i?ll_t.~~-- 12B CAB59976.1 6179520 - -· ------
Glf~phaiJu_s _d_O':"_!~i~~ _ Aero Mite Glycyphagus Gly 2 125 CAB76459.1 7160B11 :Olorage mile G.ly d 2.020 .. 1-- 1 · _ d - l9E but_ no ~olo~cal_l!!! _ 
Glycyphagus do~esticus .s.torage mite____ _ Unassigned _ _ Aero Mile _ 1-r I __ -_ ___ 

__ 
G_lycypha~us Gly d 2 _ _ _ __lgE bu! no biological lest I 141 ol AAQ54603,1 337725B6 -----------

Haliotis discus discus (?~s~ __ a~~IE>~~--- Unassign_ed_ Food Animal Hal1ot1s Halm 1 tr0pomyos1n _.!2_~~-~-n'? __ .~~-ol~~i_cal teS!_ 284 BAH10148.1 219B065B6 10 

Haliotis discus discus ____ Dis~_~_balone l:'.n~_~s.i~_,:,ed _ _ food Animal Haliohs paramvosIn !9E b_L:'t no _bi~l~_~ca~ !~.~t_ B60 BAJ61596.1 318609972 12 

Haliotis diversicolor __ .. ~b~~~e I Una -!_~i~~~ AAG0B9B7.1 9954249 7 

Ha!iotis laevigata x t-1Sliotis 2B4 APG42675.1 1109557549 18 
_ --·-·_ rubra ____ _ 01 

:::: ::::_:: - -~---:~;::~~~: ~ ~;:!:::::: ::: :~: :: :;:::::: :~: 
Helianthus annuus SunH•~~r _ ... . J_ : ~H~::: _ AeroPlanl ____ _ - - -· · Hela6 T _l!!_E_bu!no _biologicaltesl ·- ~ ::: __ OTFB5B92.1 1191633749 18 
1-telianlhus annuus Sunflower Hel a 2.0101 Aero Plant ____ Hel1anthus Hel a 2 J lgE bul no biological test 133 CAA75506.1 35B1965 7 

-+- ---
Helianthus annuus Sun0ower Hel a 3.0101 FoodPlant -· _ . Hel1a~~sH_ela_3 lgEbulno.bi~logit?alte.st 116 AAP47226.1 31324341 -· 15 

Helianthus annuus Sunftower _ _ Unassigned Food Plant Hellanthus Seed 2S albumin lgE but no biological test 141 1- P23110.1 112745 -- ---- - - 9 .. 
..!i.1:I~ .a~pe~s_a __ Brown ga~en ~nail· _ Hel as 1.0101 t -=--~ - He1-,;s troPo~~~'"-- _ ~~ CAB3B044.1 4468224 7 Foo~nimal _ _ Hei; 1 '_!!. .. E- ~.ut ~-i·•. l_•_-~.ica. I te_~ _ 284 

Hevea brasiliensis Para rubber tree Hev b 1.0101 Cont~~ __ _ _ _ _ Hevea Hev b 1 l~E p!us ~a~o~h.il+ o. r ~~.!.• __ 
- · 

138 CAA398B0.1 1B839 15 - ·-· ·----- - -
Hevea brasiliensis Para rubber tree Hev b 10.0101 ___ Contact HE:_~~a H~~ b_10 __ 

___ 
l~- ~.~I .~?-~i~_lo~jcal t~-~~-- 233 AAA16792.1 34B137 

·· -····--·-- -
Hevea brasiliensis Para rubber tree Hev b 10.0102 Contact I Hevea Hev b 10 

1 
_ _ l.9-~ ?ut. ~~D_lf?~i~aLt'.8s1 205 

r 
CA85345B.1 5777414 ·-----·- - - -

Hevea brasiliensis Para rubber tree 
1 
I Hev b 10.0103 Contact _I__ - - He~~-Hev b10 lgE but no biological test 205 CAC13961 .1 

Hevea brasiliensis Para rubber tree I Hev b 11.0101 __ gl?~a~~-· __ . 
·

.1. • _ Hevea Hev b I_~~ 
Para rubbertr;e-· l-_ 11 ~u~ no. biolo_q!_ca1 t~s~ 295 CAC42BB1 .1 

Hevea brasiliensis f Hev b 12.0101 _ Cc onnttaacclt ____ _ Hevea Hev b 12 l~E but ~o ~io~gica~ !~~t 116 r 
AAL25B39.1 

~ 
20135538 

:~!:~: 
0 

Hevea brasiliensis Para rubber tree Hev b 13.0101 Hevea Hev b 13 lgE but no biological tesl 391 AAP37470.1 30909057 
Hevea brasiliensis Para rubber tree Hev b 14.0101 Contact I Hevea-H~-;;b-14hevamine -IEb tb:··, -0 , , · i.. 20B '1 ADR82196.1 313B70530 12 

Hevea brasiliensis Para rubber tree Hev b 15.0101 Contact CCW:!7997.1 571257122 15 ---- -- ·- - -------
Hevea brasiliensis Para rubber tree Hev b2.0101 Contact - dEpf~i f:i~~E;,i~t AAA87456.1 1184668 7 ·-- -- -- ----· - · 
Hevea 

~L --~:::.~:.\~ 1-:7°4 ~-
brasiliensis Hevea Hov b 2 -- lgE plus basophil+ l----'-P~• ~r•~"'-'-bber tree Contact ~~ SPT + I . 374 - AAPB72B1 .1 32765543 

Hevea bresiliensls Para rubber tree Unassign_ed _ _ Contact Hevea Hev b 2 l_!!.E_pl'!_S b_a_s_c,phil+ or _SPT + 374 ABN03965.1 1242947B3 -----·-· -· ---- ------- --·--
Hevea brasiliensis Para rubber tree Unassigned Contact Hevea Hev b 2 lgE plus basophil+ or SPT + 374 ABN03966.1 1242947B5 

.t'l_e~a bra~i!i!:nsis _ ~~r~ - ~-~~-~~ ~~~e ___ _ t_. ~~~~~J~~ed Contact_ --j-- Hevea Hev b 2 __ ·- , __ _J lgE _elus_ basoph_i_l+ _l?r _S~I~--- 374 ABN09653.1 124365249 8 

_t-l_!V_~a- ~~si~~~is .~ar~ rub~!_~!.!. ____ ~ --~~ass~~d Contact j l-- Hevea Hev b 2 

1 
lgE plus basoph1~ or SPT+ 374 ABN09654.1 124365251 8 

•:~~-t:ac:t:____ Hevea Hev b 2 - - - - - lgE plus basoph,I+ or SPT+- 374 Hevea brasiliensis Para rubber tree Unassigned _ ·--- _C~_ ABN09655.1 124365253 

~ 8 
Hevea br~-~~~-j~-- .·.Par~~~-~ber!.ree --1-· uni ~~~-~ 8 Hevea Hev b 2 ~E plus_ ~~s~M+ •~ SPT+ 374 ACY91B51.1 268037674 11 

- - ~~Y~~-~rasiliensis ~.ara r~_b_~~!..!!:.I::.~--·-- _. Un-:1s_~i~ned Hevea Hcv b 2 . tiJE plus basoph1!+ or SPT+ I· 374 __ _ 1 ACZ74626.1 2703151B0 11 
373 

__ i::te.vea bras!li!n~_i.~ _ ··- ___ P_a!~--~~ber tre!__ .unassi~ne~ Contact Hevea H~~-~~ --- ___ _ _!2~_elus ba.so~~1I+ or_~~T+ . --t- AEV41413.1 359359690 13 
~--·-··- ·----- --

Hevea brasiUensis Para rubber tree Unassigned Contact Hevea Hev b 2 lgE plus basophil+ or SPT+ 374 AFJ97275 .1 3B777B8B2 13 

· -·-
Hcvca 

~~:~~tf:~];1
brasifiensis 

f-=--:,_ __::;:;~:::;:;:: 
Pare rubber tree 

~-.J-:t
Unassigned 

t tfi:~~ --
Contact Hevea Hev b 2 lgE plus basophil+ or SPT+ 

j l 
374 AFJ97274.1 3B7778880 13 

Contact Hevea Hev b 3 _ lgE i,i~~-b~s.;p;;-i i+ or SPT+ 204 AA§_e~:is~ ·i -= -:_ 3B1B475 11 

Haves Hev b 4 

- 1 
--·- Cont_act -----· __ _ ---~E:_bul _no blo_lo_gical t•~!... 366. · AAR9B51B.1 46410B59 7 

Hevea brasilionsls l---~B_!B ! ~bb~r_!_r!e 

- -+ 
Hev 

.. --··-
b 5.0101 

_ 
Contact Hevea Hev b 5 __ (QE plus basophiH:, or S.£'! + ·- ·- 1§_1_ -- · AAC49447.1 . 1.·4.B .. 045· 7··--.·. 

l 
__ -·1_·--· 

28 4
Hevea~r~~i!i~~-is ______ PararubbE:_r tree --+- Contact Hevea Hev b 6 ·J· .. 3 2 30 1 

lgE plus basophll+ or SPT + _ 187 CAA05978.1 
- Hevea braslliensis __ _ Para rubber lree ___ ~ nassigned Contact Hevea Hev b 6 1 lgE plus basophil+ or SPT+ 43 1WKX_A _. 73535415 7 

Hevea braslliensis [·_ Para rubber tree Unassigned Contact Hevea Hev b 6 lgE plu• besophil+ orSPT+ 204 ABW34946.1 15B342B50 

---Hevea ··--·---brasiliensis Para rubber tree Hev b 7.01 Contact Hevea Hev b 7 lgEplusbasoph1l+orSPT+ 388 AAC27724.1 _. _)_9_1_6B05 _ -·--·-······ ·------· 
Hevea brasiliensis Para rubber lree ·--- Hev b 7.02 Contact 

I 
I Hevce Hev b 7 __ lgEplusbasophll+orSPJ:_. __ 3B8___ _ CAA11041.1 - I 3087B05_ - ·-··•----------· - ··+ 

Hevea braslliensis Pare rubber tree Contact ·----··~-~_vea H~v b 7 lj!E p~s_b_:1so_p~!_~r ~PT+_ 

f 
388 _ _ G_AA 11_CJ_4~-- 328B200 

Hevea brasiliensis Para rubber tree Contact 
Hevea brasiliensis Para rubber tree Un~sslgned Contact r· - Hevea Hav b 7 _ _ll!_E_plus_b~•_!'~II+ or SPT+ 38B __ AA':_2!i5_53.1 670701B 

Hevea Hev b 7 lgE:_plus basoph,I+ or SPT+_ 38! CAE85467.1 415B1137 
Hevea brasiliensls Para rubber tree Hev b B.0101 ---eo,:;lact _) Hevee Hev b 8 lgE plus basoph1I+ or SPT+ 131 CAA75312.1 31B3706 
H~ve~·bi-8Sli18nS1S· Para rubber tree Conlact Hevea Hev b 8 - lgEplusbasophil+o;SPT+ - , 131 1G5U_A · i ·-- 11S-i:iso1 
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Species 392 

I 
Species 

----· Hevea brasiliensls 
L First Ven 

-----:~:-
Common 

:-::-:~~~--- t-~· 
IUISA 

:·::: 
Allergen Type Length 

---- -- ---·-- ---
Contacl -+ 

Group Allergenicity Accession GI# 
ion 

{~~~~-

+ 
_t:!_e~e~ _t:l_ev b e --=------- lgE pl~s ·ba;ophil+ ~~ sPT + -,- - 131---1 AAF34341 .1 --- 6979167 - 11 

------ --
Hevea brasiliensis -----~ Conlacl Hevea Hev b 8 lgE plus basophil+ or SPT+ 131 AAF34342.1 6979169 11 

Hevea brasiliensis Para rubber tree Hov b 8.0203 Aero Mite Hevea Hev b B _ _ lg_E~~_l>••o~M+orSPT+_ _131_ - AAF34343.1 --•·· 6979171 11 

----~evea~!_asiliensis ---~-~!_a_ ~bb~! __ t_re_~-- _ _t:t_e_v -~8.01_~----· Contact 
_____f" 

Hevea Hev b 8 _lgE plus ~~~o_p_hi_l_+ or ~!'T+ _ -~ --- ~~~1~1!'_._1_ 56_~9~~- _ _ ,1_~ _ 
Hevea brasiliensis _P"!a rubber tre!!_ __ _ Hev b 8.0204 _ Conlact __ Hevea _!:!e_v_~ll,_ ~- __ lgE plus ba_s_o.!'_hil+ or S_~T• 131 CAB96215.1 8919948 1S 

~-~~~a~~~i~~n~i s_ _ __ P_a,~ru~ber_tr!e H~v_a_g: 0101 __ ~ ____ Conlacl __ j __ _ _ Hev!~~-1:v_!l_9___ __ lgEbutnobiolo~icalt~~ - - - 445 CAC00~~~:.! ____ 9581744 
Hevea brasiliensis Para rubber tree 

-- -He-vea 

::t:~::~:
brasiliensis sUbsP. 

Holcus lanalus 

- --~~~~;~:~:·· 
Velvel grass 

-__ 
Unassigned [ Contact Hevea Hev b 9 lgE but no biological test 445 _ _ 9_~1:_~~~J . 14423687 

~~;;~~2 _- :;:n~~:  ---H~:~~~~}~-~-- -- 21~~~:r~ ·--7_-

Unassigned Aero Plant 

~~-
Holcus Hol I1 

-~~~~:~~;::::::~:::::!
lgE but no bI0logIcal lesl 

~- ;;; 
263 

~;;;
CM 10140 

_~l~:;
1 

1' __ 
3850384 

Holcus lanatus _ _ Velvet grass _ __ Unassigned ___ [ Aero Plant Holcus Hol 15 lgE plus basophII+ or SPT+ 20 07M262 75140046 
Holcuslanalus __ ___ Velvetgrass Holl5.0201 ___ _ - Aer_o_F'lant-- - -- - Hol~usH~ll_5 _ ____ ·- i-iiic- plusbasoph1l+o_r~~'.+= _240= _---CAB107661 ~~i°66623 --

___ f:iolcus_la~l_lcs _ _ . . __ Velvel grass ___ . Hol 15.0101 Aero Plant _ __ ___ -~~ t!_ol_l~ --~-_lgE plus_basoph1l+_or_SP!+ 4 _26_4_,__ CAB10765 !_ 22?6~25 _ 7 
·---~~~slem~~ll_! _____ . Velvetgrass _ _ Una~s~~- -- · AeroPlant HolcusHoll5 lgEplusbasophll+orSPT+ 296 MG42255.1 11991229 7 

~r::'-~~~~r~~~~~ . ~~ri-~~-'2..!~~.!!!~- - - Hom a 1.0102 Food Animal ~--. Ho!!'arus Ho_m ~ _1 ____ _ Ill_~ pl~s_ basophll+ or SPT"!_ 28~ _ AAC4828~ 1 _ _ 1-------16~~!_68 
Homarus americanus American lobster Hom a 1.0101 Fcod Animel Homarus Hom a 1 lgE plus basoph1I+ or SPT+ 284 AAC48287 1 I 2660866 1S 

- - ·- ~~~~~~ vulgare Ba-r~~;-----

J 
-

___ 
~~~ssigned Aer~ -P-1~~~- - - Ho~"eurt1 Alp~:amy~a;:_::lbitor compon"e'nt - l;E_!~us ~asoph1I+ o~ s_i:! + 149 _ _ P32_936 _2 - - - 5~5290 

_ _ Hordeum vul9are__ - r _ ___ Ba~l-ey l!_~~-~i~~I?'~-- ____ ·~D_!Jd ·~-lant ~ - Hordeum Hor v_20 _ _!2~ pju~ b!_~o_ph1l~ or SP~+ 

r 
289 P80~9~ 1 17~~280 1s 

__ Hordeum vulg~re __ ~ari~- - _ _L H?r_v 20.0101 _ _ __f~~~ _P!_a_n_t ___ 1 Hordeum Hor v 20 I lgE plus basophil+ or SPT+ 286 CAA51204.1 288709 15 

Hordeum vulgare .. B_a_~le_r_ -~ - -l!_n_a~_s!~"-~-d _ __FE_o_~.l~_t _ ____ H~rd~~~~ !:!_P _1 ___ ~·-=--7 -~~E-b_ul ~ __ bio~~i~.!_!e~~--- ---134·· · CAA42832.1 19039 
-Hordeum vulgare __ ~_ Barley ~assigned Aero Planl _____ -,-- Hordeum LTP 1 lgE but no biological test 117 AAA32e7o, 1· 167077 

Hordeum vulgare Barley _ _ Unassigned_ Aero Plant Hordeum Trypsin inhibitor CMe lgE plus_basoph_i_l+ or SPT+ 144 CAA35188.1 ~ 405736 
Hordeum vulgare subsp. [ , vulgare i Barley Unassigned i--- Aero Plant , Hordeum Alpha-amylase inhibitor BDAl4 1 lgE plus basophil+ or SPT+ 152 CAA08836.1 -+---=I 3367714 

Hordeum wlgare subsp. Barley Unassigned Aero Planl Hordeum Alpha-amylase inhibitor component lgE plus basophil+ or SPT+ 144 CAA41956.1 18955 
.. ___ vuJg_are ___ Cma 
Hordeum vulgare subsp. Barley Unassigned Aero Plant -H0rdeum Alpha-amylase inhii:litOr comporieni lgE plus basophil+ or SPT + 145 CAA49555.1 439275 

- Hordeun:'~~l:~~e-SubsP. Barley Hor v 15.0101 food Plant Hordeu~m=or v ~5 ---- - ·- i-lgE plus basoph1I+ or SPT+ 146 CAA45085.1 19003 15 _____ v~lgBre __ _ _____ .I 
Hordeum vulgare subsp. I 

·- vu!9_!re _ _ ~----- Barley__ _ --+--- Unassigned Aero Planl ~~rd~~ Try~-~n i~~~itor CMe ~~E_P~s ~s~h1I+ or ~_PT+ 148 CAA46705.1 19009 

~~~~:~: ~:~~:~: 1 1 1 

~:::~:_:: ~:: __ __ - H~;ls i~On~~ ll ·-·- __ Humu~~:~;~1~:j:rotein ::: :~: ~: ::::::::: :::: ___ __ ; ~; -· :::~::~~:; -~ - ::~;~;~: 

~~-~~ ~~~!1dens ___ Japa_nese hop _ Unassigned 

1--· ~:;:;:;~: 
Aero Plant 

___ 
Humulus profilin--like protein I~~ ~~!_~o ~i~~o~l -~~~t 131 I AAP15199.1 34851174 

-~u!!ians ni,1~ _ _ B~~-INlllnut Jug n 1.0101 ' Food Plant f Juglans Jug r 1 Jug n 1 _IJ!.E. b_ul n~_l)iolo!!ic_al_to_st_ 161 ___ -AAM5~~s~ ·- ~ 31321942 

_ J~glan~ ~igr_a _ __ __ -~!~~!_ ~lnut -J~ __ n_3:~5~~-= ~-=--- _ i=O~~ -~I;-:,!· . . ~ --JuQl~~-;-j~ ~~-~-~ __ !gE but no biol_ogical test . 481 A~~~3-~J__ 31321944 7 

___ Juglans nigra .. Black walnut __ Jug n 4.01_~1 Food ~I-~~~ - -- -·- __ Juglans ~i_gra Jug n 4 legumin ____ ____ lgE _but,_~o biol~q!cal test_ --~~p _ __ ~_!'_R_~2i>_~~=~ 1126299828 18 

_ _}_u~~a-~~ __ re~_i_a_ _ ___ English walnut ~~~ r_ 1._9_101 Foo~-~ --- Juglan_s __ Jug r 1 _Jug n _1__ ___ lgE bul no biological test 139 AAB41308. 1 !~-~~~~-
Juglans reg.!!__ English walnut ~ Plant Ju glans Jug r 2 ---1QE .. b~t·n~-bi~10Qical ·t~St- 593 AAF18269. 1 6580762 

_ ~ ugtansregia _ _ _ -1· _ Engllshwalnut _ _ _ L _ Jugr30101 _ _ __ FoodPlant _____ ____ JuglansJugr3 ____ _ ··-- _ _ lgEbutnobiologicaltesl 119 _ A_Cl47~<1_7.:.! ___ 209484145 11 

-~ujl,!1~~-!.':ll.~'! _ . --~ -~"~.!~sh wal~~H-Ju_~-~~--~~~~ _ __ __ F._o~~-~l~~t . _ - · -·· -

--------
~~~~~s 

~~!;~;~~~~:~
_J_u9_ r_ 4_seed st~~l:liB_E_!ot~

--- --
!n _ 

. 
_ 

-
lgE but n'? biological test 507 ·--~_vy2~~.?:.~.-- _. ____ 56788031 7 

1 
. ~-~-:~:~: -~;:;; _ _ - -~----~~:;_:~ ;:~~:-. - -: - ~-~~~;:~-~-~-~------- __ ;;;:_ ; _;:.~:-_ 1-- 1~::t~' ~:~:~:~~t:~!ii~+ ~~~ X_P -+i~-::¾~Jl~-- ~j'-

j~~::::~: 
Juglans rogla 

j~~:~::~r -
::~::- -. -~i~~~::::English walnut ;--=-

i 
-=-f~ff~1~

Unassigned 

~ ::;:
Food 

-~::~: 
Plant 

, - ---
Juglans 

1~-~
regia 

-:tt:
Walnut 

·j~~-: 
profilin _____ _ ·1gE b~t n~ bi0io.9ical "t~~1 - 131 

~~~1:!~
AvQS3e·51 

·
_

-·
1·- -

==-- -·- :_-· :::: :~; - · 1 
-

· 
13431841.40 

1 ::: :~: ~: :::::::::: 1 -:~:~~~~ -· --- -
20 

:=~~~:;::: 
Juniperus 

:::::;~: 
ashoi 

. -==-
Mountain 

~~~%:; 
cedar 

_ ~-t~:~~1;
Jun a 1.0101 

:~_:=~ 
Aero Plant Juniperus Jun a/v 1__ - ---f~ ::~lgE -:~: but ~: no :::::::::: b1olog1cal ::::lest -__ ;;; 367 + 

~-~~~:1~~:; 
AAD03606.1 _ _ 4138877 ______ 

- __ 
7 _ 

1 ~1;: ~~~: --- ____ 1 39 7 
J~~:.~~~sJ~::~•4 ~3~ 1:4~ 

Juniporus rigida i _ _ Cedar Unassigned Aero Plant ·-· Juniperus Jun a 3_ lgE but no b1olog1cal lesl 225 AAR21072.1 36456224 

_ Juniporus rigida I Cedar Unassigned Aerti Plant Ju~iperus _Ju~~- --·I· lj!~_bul no _b1ol~_q1cal~_':•~-- - 225 AAR21071 1 -- - 38456222 

.J~_niperu~ _VirQinia~a-

I 
- --~-~~~i-~~dar __ - - Una,~!g~n~d ___ A~!~ -~~-~!:-- ·]_- . Juniperus Jun _a 3__ ___ lgE but no biological test 110 - Q9L~~:.2. - - ~--:-- 51316532 

JunlperYS virglnlana Red cedar Jun v 1.0102 Aero Plant Juniperus Jun a/v 1 ·1QE but n~ bloiOSJ.1C8li~;i·--
= 

367 AAF80164.1 8643817 

Juniperus virginlana Red cedar Jun v 1.0101 Aero Plant Juniperus Jun a/v 1 lgE but no biological lest 367 AAF80166.1 8843921 
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L~ciuca s~~~~- Garden lettuce - ·~~-~- 1___ _ Food Plant Lactuca sativa LTP _ __ lgE plus basop~~+ er SPT + _ 117 A_O~~J~-~~~.: !_ _ 1559988728 20 

Lates calcarifer Asian Seabass Lat c 1.0101 Food Animal Lates Lat c 1 lgE but no biological lest 109 AAV97933. 1 56553743 15 

__ i-~~~--~~!~rifer . -----·---~~!~~ Seabess Lat c 1.0201 Food Animal Late_~ __ !:_~~ .. -~.!·----·- ·--· _ __ lg~ but _no_biolo_gi~_al _test _ _ ___J_~~ AAT45383.1 4B526356 15 

Lens culinaris Lentil Len c 3.0101 Food Plant Lei"!~-- ~~~----~ ___ !~E b_~_t no -~io~~~_!I I_!~~- ___ ~ 16 AA~~~~q!.: ~-- -- ~_9735j!O_ ·- 15 

--~~~_s_c~nari~- --- -· _ _ _ Lentil __ L~!:!. ~ 1.010! _ ~-=--=--F~~d Plant j. __ Lens Len c 1 \gE but no bi~_logical test _ 4-~~ ____ g,AD67730_~ __ _ 29539109 
Lens cuinaris Lentil Len c 1.0102 Food Planl i Lens Len c 1 _ lgE but no biological lest _ 415 CAD87731 . 1 29539111 

Lepidoglyph1:9.~ d_esl.~ctor _ _ ___ St~_rage mite _ - ~ Unassigned Aero Mite f Blomia Bio t 12 lgE plus basophil+ or SPT+ 143- - AAQ55550.1 J~~43~~!-
-~!'1'.~ogly.!'_hus destructor -- _____ s.to_i:age mite Lep .. ci,0.0101 - i. -- Aero-Mite--- d ,o- -- --lgE b~t ;~;j 284 

J~:m~:~~:::;l~
Lepidoglyphus destructor 

:
Storage 

-1-.. 
__Lcefi~oglyphus destructor 

;~ -
mile Aero 

_ 

__ 
Lep d 13.0101 Mile 

_ Storage mite ___ Lep d 2.01.02 __ Aero Mile -1 
i--

. __
· -·L.epidoglyphus Lep ~o biologic~, CAB71342.1 6900304 15 

· Lepidoglyphus _ Lep d 13 ___ lgE but no biological test \ 131 CAB62213.1 6523380 15 

-~j:;i:-~= 
Lepidoglyp~~.! Lep d 2 _ lgE but no biological test 141_ . __ C~D~2~1~_ 21213898 __ I_? __ _ 

!::;:::-i:- 202 2
1_LeE_d~~ - ··· = ~ .~::::::~:~~:~:::~ _ ~ I- :1i!½f_~t 

-· Lopidoglyphusdestructor .S!"ra_llemile Unassigned - _ __ Aero_M,te -i- __ LepidoglyphusLepd2 __ 

~i;~:~:::;:~E:
lgEbutnobiological

-
_

::;:
test 

-
-· 

--!iI
::}--. 

J~ _
- i-a~!1!P1

cm:~:tr
-

~ 
-- l 

_
-:::rn: f 

I~ 
Lepidoglyphus destructor ··-- Storage_mile . Unassigned _ __!-ere Mite I LepidoglyphusJ,_~_ d 2 _ lgE but no biological test _ __ . _ --··· · ___ __ _ .. ··-- I 

+ 
__ 
-

Lepidoglyphus destructor ---r-- Storage mite Unassigned Aero Mite - , 

! 
Lepidagtyphus lep d 2 lgE but no biological test 140 AAQ73487.1 34495280 ___ 7 _ 

: 
_ L~.P~

~::::::~:~~: 
-o~_lyp_hu_s_.

::::~::i
~E:.~~~9!0~

=
-

-=--:::i::: 
Storag.':' 

:::: 
mite _____ ~nassigned _ __ Aero Mtle _ Lepidoglyphus lep d 2 ___ _19~ ~.~.!..~~ biol~gical test _ 141 J___ AA9I~~!.~:!~ I--- 34495282 

1 ·- ---1 ~-- - ~:::::::~:~~: ~::: - --- ~.:.:!·:~: I 
-- Lepidoglyphus deslructor • Storag~ mile . 

_ 
- Unassigned 

~~:~:::~::~~ 
_ _ 

-- --~;~-::: 
Aero Mite -----

~ 
Lepidoglyphus Lep d 2 

~ 
- ··- --·· _ l~E' no 

~;:t
biolo!!i_c.oU~!

.~.;1:::::=-t- ~:: 
~U! w . 14_1 __ 

~ :::m:: : 
-I 
-

-
-tti

AAQ7349~

.t~:~!
1__

-
_ . 34495290·- - - 7 

Lepldoglyphus destructor-·• · .. Storage mite ___ [ _ Lop d 2.0101 Aero_~'!_____ _ __ Lepidoglyphus Lep d 2 · -·· _ _ lgE bu_l.~o. biot_o!!i__cal tes~- __ 98 CAA5.!~~--~ 587450 lS 
Lepidoglyphus destructor Storage mite Lep d 2.0201 Aero Mite _____ Lepidoglyphus Lep d 2 lgE but no biological test 141 CAA58755.1 999458 lS 

-.~•pi~.~glyphus destruct!'_'. Stora!!_• mile _ _ Lap d 5.0102 _ _ Aero Mite ___ _ Lepidoglyphus_ Lep d 5 lgE but no. biological test 171 _ A_A_Q7~~~-~1. 34495292 7 

Lepidoglyphus~stru~~- .storage mile ___ _ Lap d 5.0103 Aero Mile - -- - · Lepidoglyphus Lep.d 5 _ _ _ _ __Ii~ but no .~iologicalJe_st .. _16!l_ __ . AAQ73494.1 __ 34495294 1
_ Lepidoglyphus destructor Slora_l!e_ m~e _ _ _ __ Lep d 5.0101 ___ __ Ai,ro Mite__ __ _ Lepidoglyphus Lep d 5 _.L _ lgE but_no_biological test 110 CAB62212.1 ~ -~~~378 .. 15 

_ Lepidoglyphus destructor Storage mite_ __ Lop d 7.0101 ____ ·- ·-- ~o-~ -· Lepidoglyphus Lop d 7 _ __ lgE.bul no_biological test_ -~~--· CAB65963.1 6706282 1S 

_ Lepidorhombus whiff~~~!"'is Flat fish Lep w 1.0101 __ . Food Animal Lepidorhomb~ Lep -~-1 par~a!~_umi~ lgE ~ut no blolC.gical test 109 C~~-,~-~'.] - ·· __ 208608078 10 

Lepisn,a saccharins Silverfish __ ._Lep. s 1.0101 __ ·-----~~r.o_!~~_ec_t _ __ ____ Le.e_!~ma _Tropo~_osin _ lgE plus basop~il+ or_SPT+ _ _ 264 ---~·CAC_84590.2 _ 20387027 7 

Lepisma saccharins Silverfish Unassigned Aero Insect ____ Lepisma Tropomyosin lgE plus basophil+ or SPT + 243 CAC64593.2 20387029 
___ Ligustrum vulgare Privet __ Lig v 1.010_1 __ L _ _ A~ro Plant _ _ Ligustrum Lig v 1 lg~_but no biological test _ _ _!~~- CAA54818.1 3256210 

Ligustrum vulgare Privel _ Lig v 1.0102 _ _ .__ Aero Plant ___ _ ___ Ligustrum Llg v 1 __ _ . lgE but no biological lest ·- 145 CAA5_411J9.:_1 _ _ _ E~~~1~ _ 
Lilium longiHorum - ·TrurTlP-et-lity Unassigned_ Aero Plant ____ Liliur:n polygalecturonase lgE but no biologh:~al test 413 -~AZ916_5_!!___ 73913442 

·- Llposcelis bostrychophila_ __ ---~CJCJ~ic_~------ Lip b 1.0101 Aero I~~-!~.!.. _ _ . _ _ Lip~s_celis Lip b _1 Fragmen!s ___ lgE but no biological.test _ ~5~ - _ B~~O~~-~~·.! _. _ ___ 1~P.~-~-~~~~ 18 

Liposcelis bostrychophila - - --·-~o_c>kli<:e___ _ _ _ Lip b 1.0102 _ Aero Insect _ LiposcelisLip b 1 Fragments _ _ .. _lgE _bul no biological test __ 2_5.4 BAW03242.1 1109516245 18 
Litchi chinensis Lychee nut Lil~~~Cl1- Food Plant ____ ~~!~ c 1 .. __ lgE but no biological test _ 131 AAL07320.1 _ .!~8_09.6~_6 __ 
Litchi chinensis____ Lychee nut __ u_ nassigned Food Pla_n_l ____ Litchi Lil c_1~-~~ lgE but no biological test 131 ____ A_BC02750.1 83317152 

Litopenaeus vannamei Whiteleg Shrimp Lit v 4.0101 Food Animal Lilcpenaeus Lit v 4 sercoplasmic Ca+ lgE plus basophil+ or SPT+ 193 ACM89179.1 223403273 11 
--·--- - --· ----- ----- .. . .. ~i.~!!!9._ _ _ __ ·-- - -··· ----·-- --

- Litopenaeus va.nnamel L__ Whiteleg·-~~-rimp. ---·~_iJ_~_!.:9..~_1 __ ______ _Food Ani~~} Litopenaeus Lil v 1 tropomyosi.n ___ .. IQ~ but no blologi~al_test__ 264 ACB38266. 1 ~ _ 170791252 10 
__ _LJ_topenaeus vannamel 1----.W_hit_':'"JLS!>r~mp__ ~i~.!.Cl1_-· ___ _f'ood A_11im_a[ . Litopenaeus~2_ lgE but no _biological test --· _ 356 _ __ AB_l9_8_0~~_._1 _ _ . _ .) .~49~980 

Litopenaeus vannamei Whiteleg Shrimp ~ ign~ Food Animal_____ Litopenaeus lit v 2 lgE but no biological test 356 BOFRF9.1 1679377515 20 
__ _!-itopl!_n~~

~:::~:::::~~: 
-u_s .. ~a~-~?~~ . 

:::~~:::~::;;;
Whiteleg Shrimp 

~~--=-=
Lit v 3.0101 Food Animal Lilopenaeus lit v 3 myosin lgE but no biological test 177 ACC76803.1 1~4198?_~~·- . _ _ 10 

___ !:_oliu~_P.erenne ·- Perennial ryegrass ·--- -- AerOP1ant ·---· --- .. . L01rumloi"P ;------ -iQE i:,1~s ba~~phii+ -or SPT~- 26h---~· --· P14946 2 . -- - 126365 7 

I_ :a 
__ LoUum perenne __ _ _ Perennial ryegrass ___ _ 

~::::~:~~
Loi p 1.0103 

-
_ 

·-
. 
-==
--Ae~

~:::::
-Pia~i ··

--
- -
· 

-
-

· 
--

- ·-
----

--
~~at'[f
Lo-hum L~lp 

:=--
1 -

-r
-
:::::::::::::::::T::: 
1ge·plu~;sOph~Or-SPr;.·-- 263 -

· -~;;;:1
CA863699.-1

-
-

-::::
6599~(! 

_ 
- ~-~ 

_ Lolium perenne _ _ Porennial ryegrass Loi p 11.0101 Aero Plant Lolum L_!>I p 11 _ _ lg~ plu_s_b~S<>ph1!+ or St:'T+___ ___!_~4 __ Q~M1X5 1 _ 4760~~08___ 7 
Lolium perenne Perennlal ryegrass Loi p 2.0101 Aero Plant Lol1um Loi p 2 lgE plus besoph1I+ or SPT+ 97 P14947.1 126366 7 
Lolium 

~:;_~;
perenne 

-~: -=_ _ :;;:
Perennial 

_~~;~~::: 
ryegrass 

__ 
- ~ 

;_!:~~~; -
Aero 

;:;
Plant 

_t ___ ---~--=Lollum ~~~: Loi 

~:l: 
p 2 

. . --
88 

·- 1 ~;: · 
lgE plus basophil+ or SPT+ 

- =- -+_ - r . ::::_ !
CAA51775.1 939932 7 

8
t ,i_i~~ ;:,:;~~~:;i~;~+ :;3 -- ·cAA.;0~~2~0!396;; __ -11 .. . .. - 544!!1:6:5:1;64.f. -- ~1· - · 

_L~~m pe~_nn_e Perennial ryegrass ____ Aero Pl~~J____ . . Lolium Lot p 5 ___ _ lgE plus basophi\+ orSPT+ 301 
___ _ Lolium porenne _ . __ Perennial rye~ass __ Aero P~~~ - ---·-· ·- _ __ Lolium Loi p 5 __ _ _ __ lgE pJus basophil+ _~r SPT+ 301 CA.864344 ~1---1 - "6534"457 --- ·-7·-• 

-~oli~m- ~orenne __ Perennial. rye~rass _ Loi p 5.0101 ___ A_!O!_o_ Planl__ Lolium Loi P .. ~- ·- lgE plus basophil+ or SPT + 339 AAA33405.1 455288 10 
Lolium porenno Perennial ryegrass Loi p 5.0102 Aero Plant Lolium Loi p 5 lgE lus basophil+ or SPT+ 307 Q40240.2 332278195 12 
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Species Common IUISA Allergen First Vers Type Group Allergenicity Length Accession GI# 
ion 

~.~.i.n~_s ~l~us ____ whi!e lupine Unassi9ned Food Plant Lupinus ~l_b~s_ ~~:':'_9I_~t':".!:1.~~t~_ _l~~ _but n~ .~!~!O_il~~l-~I:_~ --- 531 CAl848S0.2 89994190 14 
-··---·-1 

Lupinus albus white lupine ______ U_n_a_ssigned Food Plant Lupinus albus congluten beta ---~ lgE but no biologica~ _ 533 Q6EBC1 .1 75121065 17 
_ LIJpin_us angustifolius _ blue lupin Un~_s_~igne_~ Food Plant . Lupi~_u_5.~ ~_e. _an_ ~ co~Q!UJin beta _lgE but _no biological_ test 521 ABR21771.1 149208401 

Lupi~us._angustifolius _ ~J~~-l~pin Unassigned Food Plant ~up\~.~~ -~ P.-~_n_ 1 _ conq~utin beta _I~§,_ ~~t_!l_~--~i~l?~ica\ tes~ 455 ABR21772. 1 149208403 
-~-p-~n.us ary~stifolius - ~ biLJe iu_pin _ _____ Lup an _1.0101_ Food Plant _ _l~pinu~ Lup_ an 1 co~.9!~ti_~ ~e!~~---· _12.~ __ b_~t _no bio_l~ii~~_l __ ~E:.s! _ 611 ACB05815.1 169950562 10 
__ Lupinus angustlfolius _E_lue lup!_r:i__ _ _____ l:Jnassi~ned Food ~-~a-~t _____ , __ ~~p_inus LuP. ~!1 ~- ~-o-~~i~ ?.!!~-~ lgE but no biological test 605 F588W5.1 980951568 17 ··-· ------

Lu~i.nus angustifolius _ _ blue lupin Ur:,assi~ned Food Plant Lu_pi~~~ L_~-~~-~~E.1'!9.~~t\n _b_eta ----- 1QE-bu1 no bi010QiC.i test 593 F588W4.1 980951565 17 
Lu~_inus angustifol ius ___ _____ blu_e lupin __ _ ~_nas~~n-~d ____ __ Foo~-~!an__! _Lupinu~ Lup an 1 cong_lutin beta _ 1 18"E ·but riO biOiOQica1:-!~~~-~ 637 ____ F588W3., ._____ 1 980951561 17 
Lupinus angustifol ius blue lupin____ Unassigned Food P-'-la"'n"-t ___ _ Lupinus Lup an 1 conglutin beta lgE but no biological test 590 F588W2,1 980951555 17 

Lu~i~u~ a_~j,-~S!if~lius _ _ _ blue lu~i~ ___ _Urya_s~i~ne~ -~-~_i>!a_~!- Lupinus Lup an 1 conglutin beta _ lgE Out no biological test 580 F588W1 .1 980951550 17 
Lupinu~ ~~~_st~~!i_u~ blue lupin I Unassigned Food Plant L~Pinus LuP ~n 1 ·c-~~~tin b~·~·- 7 - iiie bUt "nO"biologicalt~-st-~- 603 __ F588W0,1 --~~0951548 17 

- Lupinus angustifolius - - --=---~ e lupin ---~-r- ~~slg~ ed_ Food Plant - _ _ Lupinus Lup an~ ~ry~lutin beta _ I _.lgE but no biological _t~st 611 F5B8V9, 1 980951518 17 
_ __ Lycium barbarum _ wolfberry _ ____ ldness~ed__ Food Plant _ --+----·- -·--- L~ciur,:i lip _ _ __ lgE but no biological test 51 83AON2.1 363805423 13 

Macrobrar.hium rosenbergii Giant River Prawn Mac r 1.0101 Food An imal ] Macrobrac~ium rosen~ergii shrimp 
---f 

lgE but no bio logical test 284 

--r 
ADC55380.1 288819271 

~
11 

Macrobrachium rosenbergii Giant River Prawn Unassigned Food Animal Macroiirac~~~;:~~~~ergli •hrimp- -. lgE ~~ no biological test 284 AHA85706.1 558698675 15 

Merluccius sp. Macruronus sp. Parvalbumin Macruranus magellanicus Patagonian Grenadier Unassigned Food Animal lgE but no biological test I 98 P86739.1 308191450 12 Hake 
Ml!!rlUCCTus sp. ·MacrLirOOUs ·sp.···p·an,-a1bumi·n-· 

Macruronus magellanicus Patagonian Grenadier Unassigned Food Animal lgE but no biological test--] 108 P86741.1 308191461 12 Hake 

Merluccius sp. Macruronus sp Parvalbum1n Macruronus magellanicus Patagonian Grenadier Unassigned Food Animal I 74 Hake lg~ bu~ -~ ~~1ca~ t~st P86740,1 308191474 12 

Macruronus novaezelandiae Blue hake Unassigned Food Animal Merlucc1us sp. Mac~~::us sp -~arvalbum:_ lgE but no b1olog 1cal test 83 P86742 1 308191475 ,2 

Malassezia furfur Yeast Mala f 2.0101 Contact Malassezta Mala f 2 -t lgE but no bIolog 1cal test 177 BAA32435.1 3445490 7 
Malassezia furfur Yeast Mala f 3.0101 Contact 

t 
Matassez,a- Melaf 3 --- igE but no b1oiog-ical lest- - 166 BAA32436 1 3445492 

Malessezia furfur Yeast Mala f 4.0101 Contact ---= ~ lasseziaMalaf4 --- -=--~~~nobiolcl~ ,cat-test 342 -=A!'g~s21-:-,-:- 4587985 
M?l_~ssezia. sympodialis __ _ Yeast Malas 1.0101 Contact Malassezta Malas 1 lgE pl~s basophd:!:._o! ~~T+ ___ 35!! __ CAA65341 1 1261972 -----·--- - 7 

__ Malassezia sympodialis __ _ Yeast Malas 10.0101 
- -

Contact _ ~ alas~e~~a_ ~alas 10 heat shock P!(J1em lg~ but ~ o biolo_~~~ ~-st 773 CAD20961 3 28564467 14 
Malassezia sympodialis Yeast ----Malas 11 .0101 Contacl Malassez1a Mala s 11 firsl 38 aa signal lgE but no biological test 237 CAD68071 .1 ~ 9698 

1....-.. Malas_sezia sympodialis Yeast _ _ __ _ Malas 12.0101 Contact Malassezia Mala s 12 lgE _but no biolagical tes_t 618 CAl43283 .4 78038796 ---- ·-------·-- --
--~alessezia sympodialis Yeast Maia s 5.0101 Contact -- Malassezia Mala s 5 · na biological test 

- --- - ---- lgE but 172 CAA09883.1 4138171 -- - ----· 
Malassezia_ sympoaialis _ Yeast Malas 6.0101 Contact Malassezia Mala s 6 ·lgE b~f ~~--~-i~ ~o-~ ~~-i_!e_~:1 _ 162 CAA09884.1 4138173 
~ _al~s~e:z.ia _Sf.':1.P~~i~l~ Yeast Malas 7.0101 Contact Malassezia Mala s 7 lgE but no biological test 187 CAA09885.1 4138175 ··-·----·--·---

-~al:9s~ezia sympodialis _ _ Yeast Malas 8,0101 Contact ___ , ____ _ Malassezia Mala s 8 __ ~~_!9§_- but::n_o-~ i~i~i~-, -t~-~-t 179 CAA09886.2 7271239 
Malassezia sympodialis Yeast ~ aia_s 9,010_1 Contact Malassezia Mala s 9 

- ----··-··· _ Ii!_~ but ..'!~_biological tesl _ 342 CAA09887.4 19069920 
Malassezla sympodialis Yeast 

[ Unassigned Contact Malassezia Mala s 1 O heal shock protein lgE but no biological test 773 _ _ ATCC42132 ___ . j __ _ CCU97864.1 465797105 14 

Malassezia sympodialis 
Yeast Unassigned Contact Malessezia Mala s 11 first 38 aa signal lgE but no biological test ATCC 42132 202 CCV00099.1 465795607 14 

MalaSsezia sympodialis 
- ---· ATCC 42132 ___ ----\ Yeast Malas 13 Contact ! Malessezia Malas 13 Thioredoxin Rev lgE plus basophil+ or SPT + 107 CCU98198 .1 465793078 14 

Malassezia sympodialis ATCC 42132 __ _ Yeast Unassigned Contact ~ Ma1assezia Malas 5 lgE but no biological test 172 CCU99457.1 465794772 14 

Malassezia sympodialis 
ATCC 42132 Yeast _____ Unassigned Contact ___ ----~ alassezia Mala s 7 lgE but no biological test 200 SH079205.1 1129841119 18 

- I-
-M&

:::::a:a:
lasse-zie sympod

ATCC 421_32 

sa: 
ialis Yeast 

· 
Unassigned Contact Malas 

_ 

:::: a::rn::: 1-- --,:~:: - _ _:__
Malassezia 

_~:::::::::~-
9 lgE but no biological test j 342 CCU99206. 1 465794420 14 

= 
···---- ·- -- -·I 

:+ t 
CAA98534 .1 13_1_3~66 ___ ~ 7 

___ ~::~: :-::::: ::::.. ___ J~tf- ·- t~ ·: ci~~!- ------
- _li~gEE pplluu. Js~baa.ss_ oo . .Pp.hh (lll++ __ oorr_SS_ -P~TT __ ++ __ f_·_· ·- 1~··:5_9~_ 

l ~ ::_::_;~:-1-:-~-=- -~;:; ~:; 
_______ I~~ p!u~ ~~~ophil+ o~-~-~T+ CAA96535.1 1313968 

CAA96536.1 1313970 -· 1 
_!iEplu•.~!'~~~il+ or !>l'T+ 16.0 _ CAA96537 .1 1313972 

~~_lus -~--~~m~~-~!c~ __ __ __ ---~E.e.!~ + _Mel d. 1.~2~~ _ _ _ _ _F~o_d Plant ·--~~-I~~~ ~--~~ - · lgE plus basophil+ or SPT + _ _ 159 AAD13683 .1 2443824 
Malus x domostica Apple l Mal d 1.0103 Food Plant Malus Mal d 1 lgE plus basophil+ or SPT + 159 AAD26546 .1 4590364 

J 
--~ -'-~-~ ~--~~~ ~~~~-~---- Ae~l_e ----~al d ~-0?03 Food Plant Malua Mal d 1 __ l~E plus basoph!I+ o:_SPi:_: __ 159 AAD26547.1 4590366 
___ Malu~ ~-d~m-~.s_t~<:_a -~~p_le Mal d 1.0204 Food Plant Malus Mal d 1 lgE plus basophll+ or SPT+ 159 AAD26548 .1 4590368 

Malus x domestics 1------~pple Mal d 1.0104 Food Plant ___ Mal~~ ~~\~ .!____ iQ"E Pius basophil+ -o,·sPr~ 159 AAD26552 .1 4590376 
Malus x domestics _A.pple_ .~!d 1.0_10_!i _'- Food Plant Maius Mal d 1 lgE plus basophil+-;;-;SPT+­ 159 AAD26553.1 4590378 
Malus x domestica Apple Mal d 1.0106 Food Plant Malus Mal d 1 lgE plus basophii+ or SPT+ 159 AAD26554.1 4590380 
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Malus x domestica Ap_p~_ Mal d 1.0107 Food Plant Malus Mal d 1 _l~Eplus ba! OPh_tt+_ or Sf'._T+__ 159 AAD26555.1 4590382 
Malus x domestics Apple Mal d 1.0205 Food Plant Malus Mal d 1 lgE plus basophil+ or SPT + 159 AAD26558.1 4590388 
Malus x domestica Ap_ple Mal d 1.0208 Food Planl Malus Mal d 1 .1.i~ _ _e!_~~.b~~~P..~.il!" or ~.PT+ 158 CAD32318.1 21685277 
Malus x domestica Apple Mal d 1.0304 Food Plant Malus Mal d 1 lgE plus basophil+ or SPT -··----·---·- + 159 AAO25113.1 27922941 ----··--· -
-~-~.l~s-~- ~-0~~~~~~ -· --~_epl~ - ----- --- ~al d 1.0108 Food Plant Malus Mal d 1 ____ _ }~E.ei~~-b&~Oflh.!i~.·~! .~~T~­ 159 AAD29671 .1 47681fr9 11 

- - ~~•-~ _!'1omestiea Appltl__ _ Mal d 1.0201 Food Plant 

___ L 
I Malus Mal d 1 - _ l~~_plus ~a_so~hil+ o~~I'_!:<:_ 159 j AAB01362.1 862307 11 

_ Malus x domestica _ ___ Apple_ - ~~_l_d_1 ,0]_02_____ Food Plant r-
_M~_l~ x~~~.!!._~ --·-- -·- _ Apple --~~ ~ ~.0.1~ _ Food Plant =+ +-- _ Malus Mal d 1 lgE plus basophil+ or SPT + 159 f CAA8B833.1 886683 11 

Malus Mal d 1 lgE plus basophil+ or SPT + 159 t I --CAA5tl646: 1 747852 15 
Malus x domestlca App le Mal d 1.0109 Food Plant 1 Malus Mal d 1 lgE plus basophil+ or SPT+ __ 1_59 - AAK13029.1 15418742 15 
Malus x domestica App~-- Mal d 1.0207 F_ood Planl Malus Mal d 1 l~E eius basophil+ o_r SPT_+_ J _ 1~9 AAK13030.1 15418744 15 
Malus x do.~ ~stic~---···-____ ~_pf?l_e 

domestica Apple _ __--=
Mal 

x _} ~~~;:!~~: 
d 1 0302 

-- -
Food 

MaJus ~::: :~:
Plant 

- ---=-=- _=-t:t 
Malus Mal 

~::: 
d 

~ 
1 lgE plus basophil+ or SPT• I 159 AAK13027 1 15418738 15 

·19Ebui no_biabgic;;;jio~t- ~t 26 A~B358!1_{1_ __ 1478293 7 

Malus x domestica Ap~ - ---- ___1 2E_butn~ ~i_ological_test 246 _ - ~ _X_19_64_8.1 60418842 
Maha x domestica _ __ ~_e_el!_ Unass1.ll!le~ ---i- _f_E>Od_Plan!__ _ M.~1~~-~'-~-~- -- ~gE but no bio!<>_!lical te5! __ 246 AAX198~1 _. 1_ 60418B48 
Mal~~~ .~.oi:nestic_a __ .. ___ _ _ _ Ae_p_le Una~~igne~_ ·- · - -~od~~t _ _ ~-~!~~)-~---- tgEbut.noblologicaltest __ 246 Q9FSG7.1 30316292 
Malus x domestica Apple Unassigned Food Plant Malus Mal d 2 ____ c,lgE but no biological test 158 CAT99612.1 218059718 10 

._Mi9_l~x dory,.~~~~~·- __ ~pp~e Unassigned ___ Food Plant I _ _________ Ma~s_Mal d 2 __ l9E _but no biological test 15_8 - t CAT99611.1 218059715 10 193 
--~~~~--d~.'"~.~~~~c_a__ Apple ___ - ·_Unassigned __ Food Plant _ ----- · · _ Malus Mal d 2 

l 
. lgE but no,.biological test ___ 1 AFM77001 .1 392507603 13 

·---··-··--··-··· Malus x domestica _,\p_ple Mal d 2.0101 _____ Food_l'_la_n_t _ Malus Mal d 2 l~E _but no_ bi_ol~!i_<;al_ t<:_st_ _ 245 AAC36740.1 3643249 15 
Malus x domestica _Apple Unassig~~d __ . Food Plant Malus Mal d 2 lgE but no biological test 159 APG29330.1 1109403341 18 
Malus x domestics Apple Mal d 3.0201 Food Plant Malus Mal d 3 

·- ···--·- -· 
Malus x domestica Apple_ Mal d 3.0203 Food Plant Malus Mal d 3 
Malus x domestica Apple ___ -_- _ MIi (i3.0202 Food Plant Malus Mal d 3 

: 
I 

J
lgE 

!~t
plus 

-:;;:;~;:: 
basophil+ 

:;-::;: AAF26450.1 6715522 
I ;;: ---···· -· 

AAT80665.1 50659891 --· 7 ·- ·· --- -, 
or SPT + 115 AATB0664.1 50659889 t--, . 

Malus x domestica Apple Food Plant Malus Mal d 3 J lgEplusbasophil+orSPT+ 115 AAT80662.1 50659885 
Malus x domestlca _Ap_ple Food Plant Malus Mal d 3 ·I _lgE plus _basophil+ or SPT+ _ 115 AAT80Ei~9.:1___, 50659879 
Malus x clomestica _ Apple ____ _ Maid 3.0102 Food Plant Malus Maid 3 ---.-- --·--·- 50659B59 

-~~.!.!.!~ ~ ~omestica Appl~e ___ _ Unassigned Food Plant MalusMal d3 38492338 
Malus x d«:>_~estiE_a _ _ _ __ ~ Ap_ple -~ ~a!{~~iiii - .___ -Fo~lant: 

--r- -_--
Malus Mal d4 28881453 

Melus x domestica - Apple Mold 4.0102 Food Plant 
-+ 

Malus Mal d 4 -~-----···------ ·--· ----·- - . --··------··----- 28881457 
Malus x domestica Apple Mal d 4.0202 Food Plant Malus Mal d 4 

1 il!
lgE 

i
plus 

i~S!~~ 
basophil+ or SPT+ 

~m 
131 ' 

f:El
CAD46560.

t 
1 

. 
28881455 

Malus x domestica A_1>ple ·-----·-- u. ~~~~~ed Food Plant Malus Mal d 4 lgE plus basoph1I+ or SPT+ 131 

r 
AAX19854.1 ----- 60418854 . 

Malus x domestics Apple Food 
-·- --Plant ·- - - Malus Mal d 4 -_:: t _ IJ!E plus basoph1I+ or SPT+ t=--131__ AAX19856.1 so4 i 885e 1 

Malus x domestica - ~ _A_pj>le- ­ Food Plant Mal d 4 -- ·- 60418862- t 
Malus x domestica 

.--A~~-
~ -~. Malus s basoph1l+orSPT+ 131 AAX19858.1 

Apple 

=-~ ~~ 
-~~ssi~e lgEplu

Unassigned _ Food Plant Malus Mal d 4 lgE plus basophil+ or SPT + 131 AAX196B0.1 60418866 _ _j__ 

·-=~~
Malus 

Tu~
x 

~
domestica 

~~-~ c;-
Apple _ .unassigned Food Plant Malus Mal d 4 lg Eplus b.-s;;-pi;;i+ or SPT + 131 - - ci>:K937ii 1 

Unassigned Food Plant Malus Mal d 4 - --~ t~_EI_~~ basop hil+ or S~!_• _ _ 131 CAK93753.1 
Malus x domestica Apple Unassigned Food Plant Malus Mal d 4 lgE plus basophil+ or SPT+ 131 CAK93757. 1 

-::::;~:::-! 
164510860 

Malus x domesli?~--- ---·-· --~_pf!le Food Plant .un~~~iin~~-- - · Malus Mal d4 tgEplusbasophil+orSPT+ 77 ~ CAT99618.1_ ---·--···---··- - 218059730 10 
Malus x domeslica _ - - -~p_pJe U_nass i_2ned Food Plant ~- -- Malus Mal d4 lgE plus basophil+ or SPT+ 115 I CAT99619.1 218059733 10 
Malus x domeslica Apple Unassigne~ Food Plant -- - - - -----· ·--- ai~~~-- I - - -M - igE plus baso-phil+ o;-SPT + -131 - r 

I 
- cAT99617. i 

2_18~5_!!728 10 
Malus x domeslica __ !,p_ple Mald4.0301 - iijE pi~~ basophil+ or SPT• -131-- AAD2941 2. 1 

-1-
476 1584 11 

Malus x domestics ___ !,_eple_ Mald 4.0201 ~:[t - -igE plus-basophW+ o·, sir+ - ---131 - AAD294.13.1 
Malus x domestics ll_p~le - M~ld4.-oioi 

~::::~:~~l ~--=r---- -;;~: 
4761586 11 

_ _ Food Planl _ .• Malus Mal d 4 __ lgE plus basoph!+ or SPT+ 131 AAD29414.1 
Manihot &sculenla --·· •···•--- 4781588 11 

Cassava Unassigned Food Plan! Menihol Mane 5.0101 lgE but no biological tesl 
--

177 AAM55492.1 21585695 7 
Manihot esc:ulenta Cassava Mane 5.0101 Food Plan! Manlhol Mane 5.0101 L. \gE but no biolog ical test 177 AEE9B392.1 332713934 14 

-- ~~~il.k~!~ zap~t~ ·--• L 

·- .Manilkara zapota . __ I -· .:.:::;:.~:.;;~.~ -- . l _ ~~::;l:.~;: __ I· Food Plant Manllkara Thaumatin like protein 1 I lgE but no biological test 12 B3EWS0.1 I 442580988 _ 14 
Food Plant Man1lkara Tha-ul'na"t~ lik8Prot e1n·1--- i _lgE bUt_no_blologiC~ltest 9 B3EWE5.3 442570282 14 

Manilkara zapota . ·-- .~~o~i!la P.lu~ Unassigned Food Plant __ Man1lkara Thaumat1n like protein 1 _lgE but. no. biological test 207 G5DC91 .2 663434113 15 

- ~~;;;a~~~se~~i !~~=~~~s Kuruma Shrimp._ --·-·· __ Unassigned Food Animal ____ Marsupenaeus trop~~~s~n _____ - · lgE but no biological tost 284 BAF47263.1 - 125995159 8 
--·····--···--···-·-

_ King Prawn __ -~-~1h ~o1 6i Food Animal Mehcertus tropomyos1n iQE c~l-te~I 
. -- ·· ;c;ero p1ant·--·-

b ut no b0 lo10Qi
·· ·---- Mera 

284 AGF86397.1 451935062 14 
Mercurialis ennue Annual mercury grass Mer• 1.0101 Mercunal1s ,- ·---- 1Q_E.but no biolo9.ic; 1·t~s·i 133 CAA7372Cii·-·-t - 2959898 

Mertuccius sp. Macruronus sp. Parvall>umin Merluccius australis australls southern hake Unassigned Food Animal lgE but no biological test 108 P86745.1 308191452 12 . Hake 

Merluccius australis polylepis Southern hake UnaS1igned Food Animal ·1 ···MerluCCfuS sP~MaC~U:.:uS sp ... Parva1bul11ln- lgE but no biological test 108 P86749.1 308191453 12 

Mertucc1us sp. Macruronus sp. Parvalbumin Merluccius australis polylepis Southern hake Unassigned Food Animal lgE but no biological test 108 P86750.1 308191464 12 Hake 
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ifBr1uc:Cius sp . Matruronus sp:--Parva.tbu,Ylirl 

Mer1uccius billnearis Silver hake Unassigned Food Animal 
l 

lgE but no biological test 106 PB6752.1 3D8191465 12 
_ .. __ _____ Hake ____ _ . . .. _ . 1 

Mer1uccius sp. Macruronus sp. Parvalbumin ] 
Merluccius bilinearis Silver hake Unassigned Food Animal lgE but no biological test 10B P86753.1 308191478 12 

Hake 
Mertucciu·s Sp. Maciura·nus sp. PalVBlbU"1-ir1 -

Merluccius bilinearls Silver hake Unassigned Food Animal lgE but no biological test 94 P86754.1 30819148B 12 
Hake 

Mer1uccius sp. Macruronus sp. Parvalbumin 
Merluccius capensis Shallow.water cape hake Unassigned Food Animal lgE but no biological test 108 PB6757.1 308191466 12 

!-i~~~ 
MertU.cciUSSp:-MacruronU"SSp. Parvalbumin 

Merluccius gayi Southern Pacific hake Unassigned Food Animal lgE but no biological test 10B P86761.1 308191455 12 
Hake 

Me~Uccius sp, MacrUl"OMUs" si iiarvalbUITI.irl-
Merluccius gayi Southern Pacific hake Unassigned Food Animal lgE but no biological test 91 P86750.1 308191489 12 

-·-- --· - ~ake ___ , _ ___ _ 

Mertuccius sp. MacruH roknus sp. Parvalbumin lgE but no biological test Merluccius merluccius European hake Unassigned Food Animal l P0262Q_1 131116 __ ____ _ ____ a e.. ___ .. ___ . __ _ _ _ _ 10B 12 

I Merluccius sp. Mac~~~~us sp. Parvalbumin lgE but no biological test Merluccius merluccius European hake Unassigned Food Animal 108 PB6765.1 3D8191469 12 

MerlUCCiUs sp:Ma-c~~~ussp. Parvalbumi"n lgE bu;;,~-bio;~~~~t Merluccius paradoxus Deep-water cape h~ J __ Unassigned Food Animal 1· 10B PB6768_1 3D8191457 12 

Merluccius sp. Mac~~::us sp. Parvalbumin JgE but no biological test Mertuccius paradoxus Deep-water cape hake Unassigned Food Animal j 106 P86769.1 30B191470 12 

MeriucCiUSSp~·Macruronus sp. F1aniaiblJmin 
Merluccius paradoxus Deep-water cape hake Unassigned Food Animal I Hake lgE but no biological test 95 PB6770.1 3D81914B3 12 

Merluccius sp. Macruronus sp. Parvalbumin 
Merluccius polli Benguela hake Unassigned Food Animal lgE but no biological test 108 PB6771-1 30B191471 12 

_Ha_k~ _ 
-MertuCCfusSp. Macruronus sp. Parvaii)Umin-· 

Merluccius polli Benguela hake Unassigned Food Animal lgE but no biological test 69 PB6772_1 30B191484 12 ______ Hake_ 
Mer1uccius sp. Macruronus sp. Parvalbu"min 

Merluccius productus North Pacific hake Unassigned Food Animal lgE but no biological test 108 P86774.1 308191459 12 Hake 
"M8r1UcCiUs sp.-MaCNro·nus ·sp. "Parv3ibumin- r lgE but no biological test Merluccius productus North Pacific hake Unassigned Food Animal 108 P86775.1 308191472 12 
- --···· _Hake _ __ _ _ _ - I 

Mesocricetus auratus Golden hamster Mes a 1.0101 Aero Animal Mesocricetus auratus Mes a 1 

_J 
- - -- .. I l~E.b~t n.o biolo~jc~l~st . 172 AAD55792.2 13124669 16 

- - ---·-· ·- - - ---·-· 
Masocricetus auratus - - ---Golden hamster _ Unassigned __ Aero Animal Mesocricelus auratus Mes a 1 . _ l~~_E~!__n_~_ bi~-~2~1 _t_es_t 172 j 099MG7_1 B1916647 17 - -
Metap~naeus ensis _ -- Gre~s¥~.a~_k _shri_,:n_p Mete 1.0101 Food Animal ____ --=--~Metapenae~SM;i ;;·1 Tropo_my_~sin l_gE but no _bi_()logi~~I test ____ 274 __ ~- AAA60330.1 607633 7 

-M_i_m~chlamys ~.':'b}_lis . ~ ~~-1'.!_Sl?fJIIOp l,!~~s~J~ned Food Animal _ f 
I 

Mi~ac~~a-~~~-T~l?:~myosin l~E P.h~~ ~as~phil_~-~~-S.~! ~ _ 284 j AAG08989.1 9954253 

Marus alba var. atropurpurea White Mulberry Unassigned Food Plant _Mo~u'_winter accumulating protein l!Jl: _~t~biologi"_"~_test 157 I ___ AHWB1906.1 610664572 I 15 

. _ Marus bombycis . Mulbe")'. - _ Unassigne_d _ _ 

-- MOl1JS bombycis Mulberry . ~~~ssig~ed ~::: ;::~: T -:~7ufj~l!~ ~~:~::::~: :~::~ __ :!~{~:- J ~;L+ :::;~: 54311115 I 12 

-5431-i ,111 

____ Black mulbe_r~ Morn 3.0101 

t 12 

~()r_us _ ni~r~ . Food Plant II ~or_~s-~~~~ iu:~~?~-'=-"!"~ IQE P!~~-~~~

~:t::::~:: 
28a5s1013 __ _o_ph!!_-t:~~-~~T+ 

:::: 
.I 91 1._. -~-8-~~~~:1 ___ _ 1 u . 

Mus musculus Mouse Aero Animal 1_5tE. p~u~.~!~~hil+ or_~PT• [ 180 __ _ f_Q~6.~.2 2017B291 1 7 
+ 

Mus musculus Mouse Mus m 1.0101 Aero Animal ! Mus Mus m 1 lgE plus basophil+ or SPT+ 1 180 CAA26953. 1_____i,_ 295910 I 15 

Mus musculus Mouse _ _ Unassigned Aero _Animal _ _ __ Mus Mus m _1 _ __ -1~E plus basophil+ or SPT+ 181 A2B1MB. 1 I 9B_0_'.1~;!_242 17 

Mus musculus domesticus Mouse Mus m 1_0102 Aero Animal Mus Mus m 1 lgE plus basophil• or SPT+ 160 AAA39768.1 199881 15 
- ··-··-. ----- --------·------

Musa acuminata Banana 
_Mus a 1.0101 --t-··· Fo~~lanl Musa acum1nata ~u!-_~_~0!1l1~E~ana _ l_9E but no b1?l09icaJ ~st _ 131 AAK54B34.1 14161635 7 

Musa acuminata Banana Unassigned 1 3- ~~d Plant _ h Mus~~c=maf~!.~::n::e En~o-Be-~a- , • lgE plus_ basophtl+ or S~T+ 312 2CYG_A B3754908 
··- ---

Musa acuminata I 
-· 

Banana --i--M~ u•~ • 4.0 101 Food Pl~nl _ _ _ _ _ Musa Mus a 4 _ lgE p~u_s_ basoph1I+ or SPT! 200 1Z30~A 88191901 

Musa Banana acuminata Mus a 2.0101 Food Planl Musa Muss 2 - ~bul no_ b1olog1eal test 318 CAC81811.1 17932710 15 

1_ Musa -~cuminata AAA Gro~~- __ Banana Unassigned Food- ;I;; -- 1--~u:.: ~~ =na~I~:n:!E:~o:~.~la~ : _~- lgE plus basophil+ or SPT+ 340 AABB2772.2 6073860 14 

Mustelus griseus ____ __ Unassigned Food Animal Mustelus griseus parvalbumin __ lgE _but no biological te"si 110 5ZGM_A _____ _ 1~~ 2_1_0B23 20 

. M~st_e~~s 9-riseu.s Un_assi~.ned f C?o~~_!'~ aJ__ --~ustel~_s 9riseu5 e_~~~lbu~!!::I_ _ lgE bu~ no biological test -~ - 10? _ 1446210B25 20 

Myrmecia banksi Giant Bull Ant Myrp 3.0101 Venom or Salivary Myrmecla Myr p 3 listed as Myrmec,a banks, lgE but no b10tog1cal lest 84 BAD367B0.1 

_ Myrmecia pilo~ula __ -~~~pe~ ant _ Unassigned Ve.~~~ or~a]!~~'Y -· ·---···--- __ M.1.r'!'_~C?ia M~r p ~ 7_ lgE but~ _b1010Q1calt~ -- 112 - AAB508B3 .1 -.. ·-·--···-·-··-
1 _5:_2~~~3_~_ 15 --

1911819 7 

Myrmecia pilosula. __ - · Jumper ant _____ _ MJ.(}'_ 1_. 0101 V_~no~ ~~-~al!v~_ry __ ______ . __ Myrmecia _Myr p 1 __ _ _ l~~t !10 b_1ological lest 112 _ --- -~~ ~~~0.1 312284 - - 15 

__ Myrmecia .Pilosula _ {~~u_ant _ Venom or Salivary Myrmecia _My_r p 2 lgE_ but no b1o!~g~c~I_ ~st _ _ _ 75 _ 2206305A 7 
-

- - ·- 1587177 ----
- ~.f!~~cl~_ P.ilosula _M~r p 2.0_10 1_ _ Vent1m .or Salivary__ . Myrmecia Myr_p.2_ lqE bu! no b10lo9i~JJa~ _ __JS AAB36316.1 

1 
143B761 1D 

Neptune& polycoslala Wrinltled Neplune Unassigned FoodAnimel Neptunea tropomyosin 

_t .. 
lgE but no biological test 2B4 BAH10150.1 - 21saos500 10 

Nicotiana tabacum Tobacco , Unassigned Aero Plant Nicotiana 
. -·--·--·-···- ·---· vlllin !i.~- ~ut_~~.b~l_o_i}cal test •.. 52D CAE17317.1 57283139 7 

Nicotiana tabacum Tobacco -r·u~~-s~ig~~d-· Aero Plant Nicotiana villin __ -·~~ ~.~~ -"~ biol_o~ica(!!s! 559 CAE17316.1 57283137 

Octopus vulOeris · Octopus Unassigned Food Animal Octopus tropomyosin lgE but no biological test 2B4 BAE54433.1 B3715936 

Richard E. Goodman, PhD 

FARRP·Oept. Food Science 10 Februarv 2020 

Univ. of Nebraska•Llncoln @ GI Numbers not visible in NCBI Page 27 or 43 

000243 



Total Sequences 2,171 
Taxa protein groups 873 
Species 392 

AllergenOnline vesion 20 

10 February 2020 
Page 28of 43 

Accession# from NCBI or UniProt 

One manual entry 

Species Common IUISA Allergen Type Group Allorgenlclty Length Accession GI# r i~t-Vers 
---- ·-- ' ·-· _l!)n _ _ 

Ol~a '=urop~e~--- _ Olive tree U~~s~!i!'_!_d Aero Plant qJe_ ~ 14 Olea_ ~u!~-~~?-~~~~-1-~~~~"!_a~~ . I~~ b_~t no ~i~!~J~J~~I t~s~- - 379 AHL24656.1 5B99128B1 15 
Olea europaea Olive tree Ole e 13.01~0-'-1-f--­ Aero Plant Olea e 13 in WHO IUIS____ lgE but no biological test 226 E3SU11.1 449061783 14 

___ Olea europaea _ _ - + Olive tree Ole e 1.0102 Aero Plant Olea Ole e 1 P19963.2 14424429 145_1- - 7 -
_ ~ --·9._l~_a -~~_roP.ae~ _ Olive tree _ ~nassi~n~~ Aero Plant Olea Ole e 1 137 153806 

-f 
1362128 

Olive tree Unassigned Aero Plant Olea Ole e 1 136 E53806 ·1-. 1362129 
Olea euro~.a~~---'· ____ '?~!'e tree Una~.s~~~_d_ Aero Plant Olea Ole e 1 ::r

lgE 
::i~::~;~::~:_
plus basophil+ or 

_j
SPT 
.~.:.~.:

+ 
._-

136 F53806 1362130 
_ Olea europaea _ _ _ _ _ Olive tree Ole e 1.0104 Aero Plant Olea Ole e 1 -. .. . _1_9~ j?}~!_b_~~~hii~ -~;:-~~T.; 

__ Olea eu ropaea __ -+ 
145 C53806 1362131 7 

Olive lree Aero Plant Olea Ole e 1 _ lgE _plus _basophil+ or SPT + 137 A38968 1362132 
Olea europaea Olive tree Unassigned Aero Plant Olea Ole e 1 lgE plus basophil+ or SPT + 136 G53806 1362133 
Olea _ e~ropaea Olive tree Ole e 1.0103 Aero Plant Olea Ole e 1 --- lgE plus_basophil+ or_SPT+ 145 853806 ----,--- - - -·- - 1362136 
<?l~!i eu~~~~~a __ . __ . Olive tree Aero --~ -s~~~~d Planl ·- -----OleaOlee 1 _ lgE plus basophil+ or SPT+ 136 

·-··-
_ _ Ohta europaea Olive tree Ole e 1.0105 Aero Plant Olea Ole e 1 ___ _ +~l~s b_~~op_hil+ or S~!. ~ 146 

_ <?!ea __ europaea Olive tree -··-·--·t . Ole e 1.0106 Aero Plant Olea Ole e 1 J. - .~~tus basophil+ or SPT+ 146 
_Ol~a europaea _____ _ - Olive tree Ole e 1.0107 Aero 

~:~5;~~0t~; 
I 

Planl - ---~ Olea Ole e 1 
-

--- ~~~~E_plU~ --~~s~P~i~~:~~_!,-~T+ 146 ------ · - CAA73036.1 

~:;!;~--
2465131 

'-
_ Olea europaea _ _ _ Olive tree 

L 
Ole e 1.0101 Aero Plant Olea Ole e 1 I lgE plus basophll+ or SPT+ 130 AAB32652.2 - - 13195753 

t 
' 

- - --· -·-·- ··-···--Olea europaea Olive tree Unassigned Aero Plan! Olea Ole e 1 lgE plus basophil+ .orSPT+ 134 AAO22133.1 37724597 
OJ!!~ ~ -u~~-!?~~a Olive tree Un~~s!~_ned Aero Planl Olea Ole e 1 ~~-~ plus b~s~p_hil+ _or __ ~~ 135 AAO22132.1 37724593 
Olea europ~ea Olive tree Un~ssi9ned_ Aero Plant Olea Ole e 1 l~E plus basop~il+_ _or __ sP_:r:+__ 132 AAN18044.1 3754B753 
o~_~a -~~~~-P~~a Olive tree Unassfgn~d Aero Plant Olea Ole e 1 lgEplusbesophil+orSPT+ 131 AAQ10281 .1 33329758 7 
_OI1:!B_~u~oe_~ea __ _ Olive tree . _Unassigned __ _ Aero Plant Olea Ole e 1 ··--- - I l~~plus_beso_ph!+_ or SPT+ 132 - AA010280 1 33329756 
O_!ea euro.e.~':~-- Olive tree _ Unassigned Aero Plant Olea Ole e 1 lgE plus basophil+ or SPT+ 132 AAQ10279.1 33329754 
Ole_a_ europaea _ _ _ Olive tree - --+_Unassigned Aero Plant Olea Ole e 1 I 

lgEplusbasophil+orSPT+ 131 AAQ10278.1 33329752 
Olea europaea Olive tree Unassigned 

q1e_a .~':J~~pa~~ 

;:~ 
Aero Plant Olea Ole e 1 lgE-pi~s-b;sophit+orSPT.+ ·- 13. i- . AAQ1027i1 33329750 

Olive tree Unassigned Aero Plant Olea Ole e 1 
. 

lgE plus basophil+ or SPT + 129 AAQ10276 .1 33329748 
Ole~ _e~~~a:a Olive tree li naSsigri8d 

f
~:~: ---~_b_:~ __ ~t:~:~ :-- I·- !~E _p_l,'~b~-•~p-~I+. _ _or SPT +. .i. 3 __ 1_. _AA<:1~!)274, 1 

___ Olea europsea Olive tree . - ~nassigned · . __l!l_lc_plus basophil+ or ~PT+ _ _ l--1321 AAQ10271 . !_ _ 
____Q1:!_a_.=~r_?p~e~ -• Olive tree __ Unassigned 

!!{::ii~ 
_ l\jEe_Jus _basophil+_orSPT+_(._ _132_ . AAQ1026~:1 _ 33329732 

-~1· ; 
7 

__ Oie;
Olea europaea I 

-~~Pa·ea--_-.---
Olive tree Unassignea ... Aero Plant Olea oie"e 1 lgE plus basophil+ or SPT+ 
Olive Aero Plant 

I 132 AAO08190
tree Unassigned Olea Ole e 1 

Olea europaea Olive tree Unassigned Aero Plant Olea Ole e 1 t -~:~ · -
Olea _e_u~~e~e_a Olive tree 

~{f:1::}~:
.

;
1 

· 
33325115 7 

145313982 _ j - 9-

145313984 I 9 

- Unas_~~Q_!'~d Aero Plant Olea Ole e 1 

~:f! ::~: 
--·-·-···------ I lgE 

::~;{:f:!:::::
plus basophll+ or 

:
SPT+ 140 ABP58635.1 14531398B __ ,· 

Ol~a ~u~p~ea •· Olive tree ~.nas_si~ned_ Aero Plant Olea Ole e 1 - - sP'r• 
Olea europaea _ Olive tree Unassigned 1 1 

r ·1iiE ;,,". i;~.tii>tii1+- ti, 140 ABP58636.1 145313990 
Aero Plant Olea Ole e l~§_plus_~._.~i,hil+ o,:SPT+- 140 ·--~~5~63_?_.1 145313992 

Ole e 10.010_1 __ _ _ Ole9: europaea Olive tree Aero Plant 

----t 
Olea Ole e 10 lgE plus basophil+ or SPT+ 123 _AAL92578, 1 29465664 7 - ··-·· - ·-- - ·--·-·· ··-~-

_ Olea eurcpaea _ Olive tree Aero Plant Olea Ole e 11.0101 and 0102 
. - -- ---+ -----·-- - - -'~~ but nabi:oi-~~icaltesi 364 AAY88919.1 6B270856 11 

.~!!a -~-~-~-C?._~ae~ Olive tree Ole e 11.0101 Aeml'la_n~ Olea Ole e 11.0_101 and 0102 lgE_but no biotogi~al_lesl 364 ACZ57582.1 269996495 11 
Olea europaea Olive tree Ole e 12.0101 Aero Plant Olea-Ole e 12 in WHO IUIS lgE but no biological test 30B E1U332.1 - " ·- 44905fra2 14 
'?I.~a e~_!:_O_ea~a Olive tree _ -~~a~~~ne~- ......, ___ Aero Plant Oje~ . .9~J.. 5 cyc~ophilin .. _lgE but no biological test 172 1---

t 
A'!V?~:6_3 1_ ~ 

I · 
73739558 _ 20 

Olea. europaea ___ _ Olive tree Aero Plant Olea Ole e2 _ lgE but no biological test 134 - -t O?417:_0,1 ___ 3914427 
Olea europaea _ Olive tree Aero Plant Olea Ole e 2 __ _ ~~b_1.J~no_b!olo~i~~te~t- ~ _ 134 

·t 
_ 02417_1.1 _ _ _ 3J~42_8 __ 

_~ 
_ 7 

_
_ 

_ 
Ol_ea_ ~u!o.~aea Olive lree 

r-
Unassi

_ . 
_~n~d 

__ 
Aero Plant Ole:aOle e 2 .. ___ l_gE. but no bioto_g~ca~~s) __ 131 A4GFC0 1 576017874 

1
15 

Olive tree Unaoslgned __ Aero Plant -----·-OleaOlee 2 
--� . _19.E_~u!_no_biol~gicaJtest 131 -A4_G_F_C_3_:! ___ - 576017774-j IS -·-

Olive tree Ole e 2.0101 Aero Plant Olea Ole e 2 lgE but no biological test 134 CAA73035.1 2465133 I 15 
Olea europaea Olive tree Ole e 3.0101 Aero Plant Olea Ole e 3 ·-1 lgEp~bluophil:;: -orSPT+ · 84 AAD05375.1 3337403 
Olea europaea Olive tree Aero Plant Olea Ole e 3 
Ole~ e~roP~-;; - - ----__ - oli~e tree - .]-~.-~(~_e 5:0~oI·-=~--- P~~i 

--
__ 

~-
lgEplus

~-:~: 
_basophil+orSPT+ __ 52 _1 AAO33897.1 _ 3772537~--- _ 

Ae-~o _ Olea Ole e 5 ·- - --- .. ·- - --· lgE but 

~~
no 

-
b1olog1cal test 30 

_ Olea europaea ~hv~ tre~ -- Aero ~)~_"!_I __ Olea Ole e 5 
. _____ Olea eur~paea _ _ Ohv~ _!_r~e _ _ ___ Un~!_Sl!1_ne_d _ 

1 
Aero Plant Olea Ole e 5 ~~~::~:: :::: -J~ ~!} _ 

P80740.2 . . 

_ Ole~ ~-~~~P.~~a Olive tree Unassigned Aero Plant Olea Ole e 5 

i;~~i:;}~ ~- -
. lgE bul no _bl0Jo9.1ca~~~t_ 152 AEI_X2~_1?.:-.1 __ 

--1122064581 

3 8

160347106 

}5:~~:7~ ·- -
9 

~lea !'ur~_p-~-~~---- ---· Ol~Vf:_tree _ Una~s1y;1~~ 1 Aero Plant --------Olea Ole - ·· e 5 lgE but no b1olog1cal 
I 

144 ABX26132.1 160347108 --·---·-- test 
Olea europaea Olive tree 

----l--
Unassigned 

~~:::::~::· 
Aero Plant Olea Ole e 5 lg-E b~I no bi~logical test 1s2 ·- . ··;;.ax:iiii:i,i:,- 160347112 

_____ Olea europaea __ Olive tree Aero Plant Olea Ole e 5 j lgE bul no biological test 152 ABX26138.1 160347120 
Olea europaea Olive tree Aero Plant Olea Ole e 5 -T - lgEb~t -no bioio.gical test 152 ABX26139.1 160347122 

__ ~-lea e_u~opaea_ Olive tree Unas~i!;1_ne~ Aero Plant Olea Ole e 5 tgE bul no biological test 152 ABX26140.1 160347124 --- ---·---- -
Olea euro.paea Olive tree Un~~si~r:!e~. Aero Plant ---·-·-------·- -- Olea - Ole e 5 lgE but no bf~l~iji~ai i~st- 152 ,._B_x2~1~. 1__ 160347126 - - ·-----
Olea europaea Olive tree Unassigned Aero Plant Olea Ole e 5 lgE but no biological test 152 ABX26143.1 160347130 
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ion ----- - --· - - --
Olea europat:_~ Aero Plant Olea Ole a 5 - O_!i~~_t_!'._1:~ __ - - + -~U_n•~s~i~ned ~~ut_n_o biola~ical lest .. 152 ABX26145.1 160347134 ----- - -- -· 

-~::::~;:::::
Oleaeuropaea 

--- f-----~::::::: 
Olivetree _____ 

___ 
Unassigned 160347138 

j-- 0~~~~~t-.=-1 =~-1:::::~l
AeroPlanl 

-
___ 

· 
OleaOle eS _____ lgEbutnobiologicaltest 152 ABX26147.1 

j - --~I~~~ti¾- \· ::::~:~::.::::::-- ~~~ -- ::~:::::; ~:~:::::; 
Olea europaea. . . Olive lree I Unassigned .. , _ Aero Plant Olea Ole e 5 _ lgE but no biological_tesl ___ 152 _ -·1 ABX54649 .1 160962557 

__ Olea europaea _ _<:_llive I~_ _ _ __::-~;~,i~~ed -/\ero_l'"'_~l:::_-:--- 1-=:.-- -_ - Ole; OI~ e 5 _____ _ IQE but_no biological !!SI __ _ _ .1_52 ABX54855.1 -160962569 

. Olea europaea Olive tree Unassigned 

0~~::::~:~ 
_ ___ --~ero 

::: :::~: 
Plant I .. _ __Qle_a -�~ -· tgE 

:~:
but 

-~-:,
no 

-:+~~:!:::~:~~ 
biological test 152 ABl<5~5_9:!_ _ 160962577 

6::: :~:::~:: 6:::: ::: ~ 6::: 6::: ! __ ::~ ~!!· - ~ 
Ol~•_!Urop~ Olive tree Unassigned _ Aero Plant _ _J__ _. Olea Ole e 5 lgE but no biological test 152 I 

::;::::!
ABX54866

: 
.1 _ 1~0

~:~::!
_96~5_!)_1___

_:_:_~-~-
_ 

: 
9 

Olea europaea_ _ Olive tree _u._n_as_ sigf!e._d Aero Plant ! oie·; Ok, e 5 - - - - ,gE but no b1olog1cal test - ABX54869- -- 152, - .1 160962597 

Olea europaea Olive tree _ Unassigl1ed __ ~:~-----~·.;, " .·L;_.~f ~ - . · ·-~ -- -~o.·, •• Ole.· ~e·~=-.-- ------1 - 1QE-butj ~o1oiic~l_t~ t ABX54876,1 160962611 
01~-~ europ~~a-- [ Olive tree Unassigned ----~.r.o~Planl . _. _ _ __ ()!~a ()l':._e_5_ I _ lg~ but_no b1olog1cal_ test_ 

-E1s2
152 

--r--
ABX54877. 1 160962613 

__ o_ _!1e••~-- .~-uurro_ PP••·•.-.~ ·---_ _ ·J o_ ltiivv __ ~e~t'r".e•e_ _ __ _ _ 0_ _1 0__ • . 6._o. 101 Aero ~~~~!____ _____ _ -~ OL~a_ 91e e 6 __ . --t---~ ~ut ~o _b1olog1cal tes~ _ 5!)_ _ AAB66909.1 2276458 11 

- 0 0 _ 0 -+ 1 0 10 0 7 0101 Aero Plan_l _ _ ~ _ ___ Olea Ole e 7 -~ but_no b1olog1cal test__ 21 . P81430.2 _ 22~02032 
O~a europaea 1· -()!~tre·e--- - ··----- ·--- Aero Pklnt ~ Ole e 8 I lgE but no biological test _ ____:!I_!_ AAF31152.1 6901654 

_ Oleae':-lropaea _____ Olivetree .i __ Ole 

~-~~;;
_e8.0101 

!;;;;--
_ 

--
_ ,,_ 

- ~:~: 
Aero P

:::~~ 
lant _ __ Olea(?~~_!!

~::: ~:::: 
__ ___ 

----
--f 

/----:_:_: 
_ lgEbi:1_!_

::~: ::::~~:::-:_~
_1_1ob~ologi~ l

_:;;: 
_test __ 171 ~_F}.!2~!.J____ 6901652 11 

--- -~::: :~;::::: ~ ~:::: :~:: l _ ~~~ ~~~a~~; - 1 
7 

1~:~395~6590 

_ Ommastrep_hes bartramii_ _ __ red s_i::tui~ ____ _ ~n~s~i~~~d Fo_~d ~~~;:.:.;~j-~~-- - ~~a_s~re_p~~-~ ~~pof!lrosin. : ---- -- -1QE but-nO biol~gical te;1 -·- · _ 284 BAE54432.1 83715934 

Q_~~~~rca .~C?lv~l~s- Parasitic nematode _ Unassigned _ _ __ 
1 

Worm (parasite) 

=---
On~oce_rca tropomyosin _ lgE plus basophil+ or SPT + 284 ---~~~-32..:_1_ 42559586 12 

__ Oncorhynchus_keta ____ ·- - . !'~u_111_5.almon One k 5.0101 ~ od_AnJ"'~ --- __ Oncorhynchus One k 5 __ lgE but _no biological test _ 19_: - -[ BAP~0760J.1 296040357 15 
10 6431 1 

Oncorhynchus mykiss rainbow trout One m 1.0101 Food Animal Oncorhynchus Rainbow trout parv One m 1 lgE but no biological test ~ ~ 288559139 11 

Oncorhynchus mykiss . rainbow t~u-~- - - ·1-- One m 1.0201 Food Animal Oncorhy~chus ~ai~~ lrou~~~rv ~nc m 1 lgE but -~~~ological te~t -~i- --107 PB6432 1 288559140 11 

Oncorhynchus mykiss rainbow trout Unassigned Food Animal Oncorhynchus Rainbow trout parv One m 1 lgE but no bt0log1cal test 97 A0096842.1 1064270801 19 

~~;~:~::~:;;~;
Oratosquilla._o_ratoria_ 

-
_ 

---_- ~;::::::::::~ 
mantis shri,;,p - - .

-=L
. - i-r---u;;;;ssigned - Food Animal - - - Oralosquilla tropomyosin - lgE_ei~~••ophil+ or SPT +_ _ 284 BAF95206 1 162286975 

Oreochromis mossambicus __ ~~~r!_lE_!~e ti~pia _ _ Orem 

J:~~1.~;~~
4.:0!01 

t 
~ 

_ -~I;;~~t~l 
Food Animal 

Oryza 

-
Oreochromis Orem 4 tropomyosin 

6
saliva _,____ Rice Unassigned Food Plant 

_ 1_ __ 
_-+--__ 

-_JE!,~~:itir-
Oryza Glyoxalase I 

--~ ~,::~:,~::;;~::
1-~--~~t ~a bi_~lo~~~~-~s_t_ 284 AFV53352.1 --~.!._0_0_~~7-_~1___ 14 

15 

15 
--- -1:;2 15 

lgE but no biological 

i::,E~~ 
test 291 

~ii~;;~;
Q948T6.2 

-: --~~t:1~t
84029333 

-
7 

Oryza saliva . . Rice _Ory s 1.0101 _ Aero Plant Oryza O_rr~_.1_ _ _ __ lgE but no biological test 263 AAA86533.1 1173557 

Oryza sativa Rice __ ~~ass(~ned Aero Plant OryzaOrys 1 l~E bul_no_ b_i_olo~icall~~-- _ 267 AAF72991 ,1 ' 8118439 
Oryza sativa (japonica 16580747-Glyoxalase I --- cuttivar-groue)_ Rice Un.a S5l-Qn&a Food Plant Oryza lgE but no biological test -- ~ ~ _ 

-
8~871741 .1 

-1 
___ __ _ _ _ 

Oryza seiiva (japonica Rice Aero Plant Oryza Ory s 1 lgE but no biological lest 267 
1 

Q40638.2 109913547 
______ cultivar-:-.9rou.9) 

Oryza sativa (japonica 
Rice Unassigned Aero Plant Oryza putative polcalcin Phi p 7 lgE but no biological test 82 BAD13150.1 45736119 

-----~ t~I:9~--
0ryza sativa (japonica 

Rice Unassigned Food Planl Oryza Trypsin alpha-amylase inhibitor lgE but no biological tesl 157 BAC20657.1 23616954 _ ___ _ culliv~roup) __ . 
Oryza saliva Oaponica 

Rice Unassigned f Food Plant Oryza Trypsin alpha-amylase inhibitor lgE but no biolog ical test 165 8AA01998.1 218193 
cultivar-.9rou pJ 

Oryza saliva tjaponlca 
Rice Unassigned Food Plant Oryza Trypsin alpha-amylase inhibitor tgE but no biological test 157 BAA01996.1 216197 ___ culllv1!c:9roue)_ _ 

Oryza sativa (japonica 
Rice Unassigned Food Plant Oryza Trypsin alpha-amylase inhibitor lgE but no biological test 111 BAA07772.1 1304216 ___ ,_ .cultivar~..L _ _ 

Oryza saliva (japonica 
Rice Unassigned Food Plant Oryza Trypsin alpha-amylase inhibitor lgE but no biological test 109 BAA07773 .1 1304217 

_____ cultivar:~P) --,----
Oryza saliva (jsponica 

Rice Unassigned Food Plant Oryza Trypsin alpha-amylase Inhibitor lgE but no biological test 113 BAA07774.1 1304218 
... _cultivar:group)_. __ ---- -------------· 
Oryza saliva (japonica 

Rice Unassigned Food Plant Oryza Trypsin alpha-amylase inhibitor lgE but no b1olog1cal test 166 BAA07710.1 1398913 __ cultiver:9roupj_ __ . - ---· - --
Oryza saliva (japonica 

j 
Rice Unassigned Food Plant Oryza Trypsin alpha-amylase inhibitor BAA07711 .t \gE but no biological te~ -- -~~­ 1398915 

-- cultiv11r:e~ .. L - . 
Oryza saliva (japonica 

Rice Unassigned Food Plant Oryza Trypsin alpha-amylase inhibitor lgE but no biological test 157 BAA07712.1 1396916 
cultivar- rou 
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Ion - •--,--
Oryza sativa (japonica Rice Unassigned I Food Plant Oryza Trypsin alpha-amylese inhibitor JgE but no biological lest 160 BAA07713.1 1398918 

Oryza culliv~-g~up} sativa Oaponica -·- Rice -- U- na- ss1g-ne" u -- 1 Food Plant Oryza Trypsin alpha-amylase inhibitor lgE but no biological lest 157 AAB99797.1 2827316 
____ cullivar-9ro1:_1p)~ ---+--- ---

Oryza sativa (japonica Rice Unassigned Food Plant Oryza Trypsin alpha-amylase inhibitor lgE but no biological lest 166 Q01882.2 114152865 
cultivar:9rou p} 

Oryza sativa (japonica Rice Unassigned Food Plant Oryza Trypsin alpha~amylase inhibitor lgE but no biological test 163 Q01883.2 114152864 
C1Jltivar-:9roue)__ -

Oryza sativa (japonica Rice I- u_n __ as_signed _ Food Plant Oryza Trypsin alphapamylase inhibitor lgE but no biological tesl 160 BAC19997.1 23495787 
. _cultlvar'."9!0~) --- I---- -- -- -- _ _ 

_ _ unass~~-d- _ Food Planl _j _ BAC20650.1 _ 0_~~~~~~~a::i"ica Rice O~za Try~~~~~~~mylase inhibito~ __ 

L··-
-~ 

-
but

-
-~io.lo_gical .te~I 160 23616947 

- -------- -
Ostrya carpinifolia _ European hop hombe:am __ Ost c 1.0101 ·-~·- _ --~~!O Plant 1--- ~st!Ya Ost c 1ponen allergen lgE_ plus_basophi\+ ~r SPT+ 160 ADK39021 .1 300872535 12 - --------•---- - ---

~;-~~Y.~11~0~~~,i_e_nj"~--- ___ Asian n~~~':..~~I__ Pac c 3.0101 Veno":' or Salivary _ I Pachycondyla Patt 3 allergen lgE but no biological test 199 ACA96507.1 169822894 10 

Pandalus borealis caribean sh~mp __ _ ___P_!_rl_E _1_:~_D1 ~ -- Food Animal T - --- -- --Pandalus Pan b 1 -------_ l[E_~u_t n_o _!>iolog1cal test _ 28~-+' __ CBY1?558.1 312831088 12 
. ··--·---· -----

Panulirus sli"'.'J?.:'.~~! Lobster Pano 1.0101 Food Animal Panulirus Pans 1 l~~_plu_s basoph1I+ or §PT":__r274 __ _ AAC38996.1 3080761 11 

Paralithodes camtschaticus Kamchatka crab Unassigned Food Animal ParaHthodes tropomyosin lgE but no biological lest 284 BAF47265. 1 125995163 
- - -- - -- ----- - -

Para~thodes camtschaticus Kamchatka crab Unassigned Food Animal Paralithodes tropomyosin lgE but no b1olog1cal test 284 BAF47266 1 125995165 

-- Parie-la_r_i~-ju_d_a-ic-. -___ - -1 -- Wee~------~=~---~ i-- - . -- AerOP1a~1 -- - ------ --~~~;~j~~P.~!}_1_______ ___ lg~plus~as~ph1l~or_Sf'J+ - _143_ - - 200ef19/\ ___ _!.~~~~i__ --
-- -~~-~i~t~ria j~~~_ic~ _ ___ Weed Par j 1.0102 Aero Plant _Parietaria Par j 1 _____ . _ .TJ:i~ plus basop~il+ o_r SPT + 176 CAA65123. 1 1532058 
-- - Parietari_a jud~ica Weed --1- ··parl\~19_1_ - ~-- - - Aero Plant Parietaria Par j 1_ - - .. ·t~i;E plus basophil+ or SPT + 133 -- -~A!'?~587' ! __ . 992612 15 

__ Pa!i~t~r~a_0j0u_d __ a_ic_a ____ _____ Weed __ Par j_1.0103 Aero Plant --

t 
/--- Parielaria Par j 1 __ ~. lgE plus besophi+ OE__~PT_:r_ _ 139 -~9~~-~ :.~. ·I·- 9500_?~~3 - _ 15 

Parietariajudaica f_ Weed Aero Plant Parietaria Per j 1 ___ lg_E_ plus basophil+ orS ~ 3B CAA59370.1 706611 15 

Parietariajudalca _ ___ ,. Weed_____ ~!_l2._0~02 ·---~ero_~!a_~t P~rielariaParj_2 ___ ___ --~9.~!-~_s __ baso~h}l:" __ or~s-~."!"~ _ 133 _ c_~6~~~~.1 - ~ -~~-~6-

- -_::i::::::: ;~:::;:=·---_-=----- ---~-:::: _-- ~~~t-H--:~-~---1------~-:-i:-:::~:·---I __ ·=1-=f 
- - Parielaria judaica ____ Weed Par .i._3._D_201 _____ /\_ero_P_I~---

-_-_-:::~::::•:i::;r::!::~
Parietaria Par j 3 profilin 

----
_ 

-
_ 

::i 
lgE 

::~: 
plus 

::::~~::: 
basophil+ 

:i 
or 

;:~: 
SPT+ 

---i;! 
131 __ 

___ 
CCP19647

J:f i~l:t 
.1 ~ 

i!:l 
-7575:1__

•-
_ 

--
14 

-
Pari~taria judaica Weed _ _!'_arj_4.0101 _ /\ero~a~_t_ Parietaria Par j 4 __ _l_!!E p_!_us basophil+or_ SPT":__r=:~ _ _ CAP05019.1 _ _ 2_D.!_D_7E6_3__ 15 

Parietaria officinalis Weed Paro 1.0101 1------,A_e_ro_P_la_nl Parietaria Par a 1 lgE but no biological test 12 Q7M1E8 75139847 7 
Parietaria officinalis Weed Aero Plant Parietaria Paro 1 lgE but no biological test 17 AAB36008.1 1311509 
Parietaria officinalis Weed Aero f'.l'.'_nl _ ___ _ _ __ P_ar~e!aria _P __ (>r_ o 1 L-~!J."!~tiio~ica!_test _ 15 _ _:_ .AAB36_0~ 1~ 1311510 
Parietaria officinalis Weed Aero Plant _Pa_rie!~ria Par a 1 _ _ _ l~_E bul _no ?iDIDJ!iCal__l!s_t__ 15 AAB36010.1 __ 13~~1_ - -·. --- ----· 
Parietaria officinalis Weed AeroPlanl P_arietariaPar_~ __ 1____ lgEbut_nobiologicaltest _ ____ 15 AAB36011 .1 1311512 
-···- ··-----·-- -
Parietaria officinalis Weed Aero Plant _ _ __ Parietaria Paro 1 __ lgE but no biolo_gical test 30 AAB36012.1 1311513 ---·---·- 7 

-- - --- -
Parietaria officinalis Weed Aero _ _P~~~--+----- ~~!l_e~a_r!a -~~~-!! .~ lgE _but no b_iol~~ical test 24 AAB46B20. 1 1836011 

~ ariet~ria officinalis Weed Unassigned Aero Plant I Parietaria Paro 1 ~ o biological test 

_P_a~~~~~~'!_l_h_X_~t:.r~phoru~ _ Per h 1.0101 __ Aero Pla~t _ Partheniu~ _hysterophorus Par h _1_ _lgE but no_ ~iological _test j 
25 AAB468~ 1836010 

156 AK~~2~7!:_1_ __ _ B17033923 17 
___ Paspalum notatum _ ___ _ Bahia grass_ __ I Unassigned Aero Plant Paspalum group 13 pollen allergen lgE plus basophil+ or SPT + · 169 CBM_~2~1l_7c1_ _3~-8-9-30686_ - ___ 

I 
______ 1 _ 2-~ 

338930684 12 
_ Paspalum notatum ___ , --~-~_h_i_~. iras~-- Unassigned - · A-ero·Plant -- - - _ --· Pespal~~- group 13 _pollen· a_lle:rgen -- _ _ lgE_plus basop_~il+ o_r SPT + __ 1~~ -----~BM42666.1 .. 

-.- __ -~~spalum notatu~ ---- -~a_h_i_a ~rass . 

l 
- - un8SS1Qnei- __ _Aero P~a~~ - __ _ _ - ~~.!e.~~m gro~_e_J3 _poll~~-a~~L~en ___ __ 1 IJ!~.e!~_!_ _~~s~p~!!~--or _SPT:4: __ 169 CBM42665.1 ~ -~~~~~~~- _ 12 

Paspalum ~o~~u-~ _ _ - ~~j~_rass I Unassigned Aero Plant Paspal~!:1 g_rou_p 13 pollen_ aMergen lgE plus besop~i~+ or SPT+ 169 CBM42664.1 338930680 12 

_ _ Paspalum notatum - Bahia grass - -· _ I --una·ssig~ed - ~~~-,.~~t - -- . . Paspalum_group 13 pollen alergen _ 1 \gE_plus.basophil+ or SPT+ 393 - ··--c~~~3~! ~ -- - ~3.B~?0678 12 
Paspalum notatum Bahia grass Unessigned Aero Plant Paspalum group 13 pollen allergen lgE plus basophil+ or SPT+ 393 CBM42662.1 _ 338930676 12 

__ Paspalumn otatum _ _ _ ,_ __ _Bahia__~rass_ 

t 
__Unassigned ___ _ Aero_Plant _ ____ Paspalum group 13 pollen allergen _______ lg~lusbasophil+ _or SPT+ 391 CBM42661.1 _ - --~~~-~0674 _ 12 

_ !~~_p_al_u"!_~~~-t~-~ -- Bahia grass Unassigned __ .. Aero Plant Paspalum group 13 pollen allergen lgE plus basophil+ or SPT+ 395 CBM42660,1 _ ·-· ~-~-~-9~~~I~-- 12 

. _Paspalum _notatum ____ _ _ ..,,,._B_a..,hl_a~gr~~ - Pas n 1.0101 -·-~~~ Plant___ _ . P_aspalum Pas n 1 beta expansin lgE plus basophil+ or SPT+ 265 ACA23876 1 168419914 10 

Penaeus monodon Black tiger shrimp Pen m 1 0101 _ 1--- Food Animal ___ _ _ Penaeus Pen m 1 tropomyos1n __ lgE ~ut no b-iologlcal 1e~t _ 284 -- ·AAX37268-1 6oee2782 
l 
· ·15· - · 

__ _ P_~;;~~,;;~-~-~-~n-___ - _- _ Black nger shnmp Pon m 2 0101 Food Animal Ponaeus Pen m 2 lgE plus basophil+ or SPT+ _ ____J~ _ ·_-~A§iiif1_3: __ i --=-----~7-;.:s·~2i_5 ____ ~- , -

Penaeus monodon Bl~ k t1~!! shri~-- _ Una~s•~!'I~~- Food A!1~m~~- - ______ P_l!."eeus Pe~_'!!_~ _ _ _ _ _ _ lgE plus basophil+ or SPT+ _ 356 C7~~T4 .1 -~~~-154~~-6 12 

Penaeus monodon Black tiger shrimp Pen m 3.0101 Food Animal Penaeus Pen m 3 myosin light chain lgE but no b1olog1cal test 177 ADV17342.1 317383196 12 

Penaeu5 monodon Black tiger shrimp Pen m 4.0101 _ Foo~ Animal -1- P_en~eu:..:_en m :i~:r;_~~as~ic calcium lgE but no biological test 193 AOV17343.1 317383198 12 

Penicillium brevicompactum Fungus Pen b 2B,0101 Aero Fungi Penicibium Pen b 26 lgE but no biological test 107 I AAX11194.1 ·--1-- 59B94749 

_ P_e_nicillllmlch-ry-so_g_en-um _ _EFuunn __ g_ uuss - -i,.,;-;;h i a.oi1i"1 - _____ : AAeerroo FF-uunn_-~ ·--------- Ponicilliu_~f~iie~ -- ~gE_ ~u~ ~a biological test - 494 - _- -- _ AAAAGF7 1 37 9 ._1 _ ~ ? E!_~90 J __ _ 
9 1 49 1 4 44693 2 1 421 573 2 

Penicillium chrysogenum lYI Penicillium Pen 18 1QE(but no bi~i~giC:ai·iesi-
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--~pee~ Common j 1u1sA Allergen . . Type . _ _ J _ Group l___ Allergenicity I GI# First Vers 
Length Accession 

£>~1'.'!ici.lliu~ ~ry~_~ij.e!'~m --~ ~ .gus __ . Pen ch 13.0101 ~e~ Fungi ___ ._ Penicillium Pen ch 13 _ _ I~~ plu~. b~sophil+ ~r S~!~-· = ·397· -- 1- MF23726.1 6
Penlcillium chrysogenum -+-- Fungus Aero Fungi Penicillium Pen ch 13 - ;s~!83 lgE plus basophil+ or SPT+ 398 AAM33821.1 ;1

_ PeniciHium chrysl:>genum _ _____ _ _ _i=;_un~_us ----t- _Pe,n _ch 20.0~ 0_1 ___ . Aero -~un~_i_ Penicillium Pen ch 20 lgE but no biological lesl 117 AAB34785.1 99900_~_ 

_±
_ j __
} 

__ 7 __ 
__ Penicillium chrysogenum - ~- F~n{lus Pen ch 35.0101 Aero Fun~}_ ··- ---~n~~-t1l1~~ .. p;,-,; 

=jj-~~~s~ned-
-ch 35~ -·-,--- -1QEbut n~·b·;~k1Q1~~i-i;sl - -i24- · -· - -ADK27~i83.1··--

300679.:'_~--i-- 15_ Penic_il~iu_m citrinum --- ., -- £un~~~--- -- - ~- Ae_!'O ~U!'.fl.i.__ _ -~ ---- Pemcilli~m Pen 18 - 1QE-but· no b1~log1cal lest - 457 - - - - AAD25995 1- 4588118 1 

Pe~!:-!!!!?_l!!__~~r!num -~~ngus _ _ Unass~_!led _ _!-ero F~n_g_, __ 1 1 _ ___ --- Pemolltu~ Pen 18 - - -- - - ,QE but no btoto9ical le~t - -- 35a- AAG44480.1 - 12005501 7 
Penicillium citrinum Fungus __!e~_ c 19 0101__ _ - - - - ~ere Fun~ P;mc1ll1um p;n ~ 19 lgE b~t-no bioJoQ,c-;.I 1-e~-t- 5()3 1 Q922_6_0_1 __ _, 14423733 7 

.. ··-·-· - - --
P~.n~~~i~..;,3~~~~~= -·t--- -- F~_r,~us Pe~~~~ 0~01 __ - -· ~era Fun91 j Pen~,1~-r:n~ ~~~-22 __ 1QE b~! n~~~~!o_9ical te~I 11 ~~-8 - . t_. -AAK512011 13991101 7 - . ··-- · ·-- - ··-
Penicillium citrinum Fungus Pen c 24.0101 Aero Fungi ____ Penicillium Pen c 24 lgE but no biological test . 228 ---1 AAR17475.1 3832669_3 __ 1_ 7 

~~~i_:~~_ci~rinum £.~ngu~_ __ __ Pen c 3,0101 A_ero_ Fungi ___ Penicillium Pen c 3 _ liE.bu~ n_~ ~\olol!i~a_l_.t~~t_ 167 AAD42074.1 5326864 
1

__ _P~ll_icillium citrinu'!' _ ·--~~~ _ Pen c 30.0101 . Aero_Fungi Penicilliu_FTI P_1:_n_~~O _ __ lgE but no biological test_ 733 ABB89950.1 82754305 
Penicillium citrinum Fungu_~ 7- P~n c 32.0101 Aero Fungi Penicillium Pen c 32 lQ~ .b_u~~? ~i~l-~~)c!II_ t~~~- _ 290 AB~078~:1 _ _ 121584258 

_ .. i~~j~~~I~~?!~~~~- _ _ ____ F~ngus_ _t _ ·-~~~-~- ~.:!!0_1 ____ ~-~---~efo F~nQT. _ ~~~~~6,E~ ch 13 IQ~ .e~~~.b~~<:P~~_or s~i:+ 397 AAD25926 .1 4587983 

_ __f_~~~!!!!._~~_c_ru~J~_sum Fungus Pen er 26.0101 Aero_ Funri ._. ___ -· --~':'~i~il!i~-~ crus_t°.sum Pen er 26 60~ _P1 -~-~_ b_ul ·~-~ b~°.I08ical_ te~t . 107 AEX34122.1 371537645 13 

Penicillium oxalicum . ·-~n~s Peno 18.0101 . Aero Fungi . ____ PeniciHium Pen 18 lgE but no biological test 503 1---~G44_4?8.1 12005497 7 - ---·-- - --
Periplaneta americana American cockroach Per a 5.0101 Aero Insect Per a S Periplaneta GST · · ·-··1gE -Ptus- b~sophii+ or SPT + 216-" AAX3J 729.1 60678789 

_ Periplaneta americana ___ _ American cockroach Per a 5.0~ Aero Insect _ _ Per a 5 Periplaneta GST lgE plus basophil+ or SPT+ 216 AEV23867.1 359326557 15 
__ P~riplaneta americana _ 1 American cockroach .J-- ~.~~-~~i-~~d _ _ Aero Insect ___ . __ Per a __ S_Periplaneta GST __ __ . ig_~_e_~~~ - ~~-~~-~~~~-Q~~_I:!_': r 216 AUY'{_3?_!1?~·-1 __ _ 1337340498 19 

Periplaneta -~ me~ica_na --·~-~~i~~~~c_!<-~o"a~~---- - I Per a 1_1.0101 Aero Insect Periplaneta a_merlcana Per a_11 _lgE.plus bas~i:,h_ll+ or SPT+ 494 AKH04310.1 821092692 16 
Perip!~_neta ameri_~~n~ ---~~..!~c_a~ cockroach Per a 12.0101 ----'~e~~ l_~~~~t _ - ~e-~!':l_n_e_t_a- ame.ri,;6~~~~aj ~ --~- - iQE -P1us b~S~Ph!~-~~-~~~ - - -- 407 AKH04311. 1 821092694 16 

. ~riplanefa .!'!lericana American cockroach __ _ Unassigned __ Aero Insect I Periplaneta Not in IUIS Per a 4 lgE bul no biological test 183 AAX33728.1 60678787 
Periplanela am~licana _ _ American cockroach Unassigned Aero Insect ·T = ~-~rip}~ne_~~ -N~t)~ ·1uls ~t!_r_~ -4· ___ ·-=--1gE·~~Gi~~i~i~l-!~si . ___ 1_5~ _ -~5~~W..A ·.~- ~ 21~~94?0! __ 10 
Periplaneta americana American cockroach Per a 11.0101 Aero lnsecl P&riplaneta Not in IUIS Per a 4 lgE but no biological test 167 ACJ37391 .1 212675312 10 

·~ --P~ripla~~ta _a"!l_eri~a~~- - ~- -- !.'.'!'~~~n __ co.~kr_~ac_h. _ Per a 1.0201 ... -·---~!~o_ Insect . Periplanela Per a _1 ·- _ lqE p~-~-~. ~~sop_hi!!_o~_~fT + _ _ 4~~ __ AAC3~~:!~.· ~- J ---~~?_129? ___ 7 

Periplaneta americana American cockroach Per a 1.0104 Aero lnsecl Peripl~neta Per a 1 - - - ll_gg_EE ppll_uuss bb--a~~so-~_Pp_hh_ -~,I_I++ _oo_r_r_SS_ -P~}T_++__ _ _237945··1 AMACB-~8244?_0~47 .. _11_ -- __ 22_ 25_ 5830. 6501·04 --
.p(tflpla~~ta ~-~~~[c~ina· - _~- - A~~j~_;~~~~kroach I- PP~e-',- •a 1._o 1_o~3__ Aero Insect 1 Periplaneta Per a 1 

1 0102
_Poriplaneta am_ericana _____ American cockroach Aero Insect - P~riplanet11 Per a 1· --iQEpiu~ b~!Wphil+ ·~~SPT+ -228 ·· · -AAC343·12.1 ie97849 -

__ f~~_p_l~-~-et!_a~~~cana American cockroach - 1-- Per a-1 ~o101-- - Ae__i:~ In~.~~.!.._. _ -- Pe~p_laneta Per a 1 __ _ -- - lgE Piu~8~o-phil+ o-r SPT+ 
J 

-·231 - - AAD1-3533:1 4240399--· 

-~~r!e_l~n~_ta am~~~~~~ American cockroach Una~si~_ned Aero Insect ,_ _ ___ P.e!i~l~~t~-~1:,r_!_l __ .__ _ ·-·--·1gE-Piu~ basoj),ii .. -~~ SP-T+· ·- --124 AAP135s4.1-- .,. 30144660 
Periplaneta americana American cockroach Unassigned Aero Insect Periplaneta Per a 1 .. ifiE-P1us bas~·pt,·il+ ~;s-Pr~--. 395 . ' ADB9249i1·· - -i--.28451a361 11 

Peri.£!.~!'~a americ~~ _ __ !.'me~ican ~ckroach _ _ Per~ .!_?..~1.Q!_ _ Aero Insect . Periplaneta P_er a 10 ~er protease lgE plus basophil+ or SPT + 256 AAX33734.1 60678799 7 

__ Periplaneta_americana _ American cockroach U.~~ssign~~-- Aero Insect _ ___ Periplaneta_Per a 2 - - J2_~-~~ -~o~~Tc,l~!!~al t~st . 351 - -AAX33727.1- · soS78785 - -, 7 
_Pi:~elaneta a_m~~~~na American cockroach Per a 2.0101 Aero lnsecl . P~~p_la~eta Per a 2 _ ____ 

= 
lgE but no biological lesl 351 ADR82196. 1 313B70534 12 

Poriplane!~ ~~~!i~~!'la - ·-~~!.~~~-_cock~~ac_~ 1- __ _P_er .. ~. 3:02q~--- __ Aero Insect Periplaneta Per a 3 f lgE- plus baso_i,j;i__+ _o~jt~~ 631 AAB09632.1 1531589 
1 _ Periplane_ta americana ____ .America~_ c~~_kroach -~- ~ Per a_J.02~2 ___ . Aero Insect _ _£1.~~ip_lane_t.a -~·er a_ 3 -+·-- lgE plus _basophil+ or SPT + 470 AAB62731 , 1 1580794 

Periplaneta americana American cockroach Pe_~~-~:~~~-- Aero lnsecl 
_
_ _ 
f__ 
___ Pe~i~laneta Per a 3 _ _ __ lg_E plus_ ~asophil+ or SPT+ 393 AAB63595 .1 1580797 

--·--··-
Periplaneta emericana American cockroach Per a :l.0101 Aero Insect ~ iphmeta Per a_ 3__ lgE plus basophil+ or SPT+ 685 Q25641 .1 2833325 9 

Periplane~_ ~~~ri~~-! - American cockroach \' Unassi~~ed __ ~-~~~~~cl I I --~erip!~neta Per a 3 _ lg~_plu~ ~r SPT + 688 ADB92493.1 284518363 11 

__ :;::;~::: 
~er~l_aneta_B'!'f:~~~~a 

Periplaneta :::~::~:
__ 

--= 
--~

I::~::
~~.~~n 

·~:t::t~
co~kroach 

=--=r 
~nas~.!!1."E:._~ _ Aero lnsecl _P_erip_laneta Per a 3 lgE plus basophil+ or SPT+ 685 A� D17628.1 289721058 11 

emericana___ American cockroach Per a 6.0101 Aero Insect 

I 
__ 

--
Peripl~ne!a 

~:~:::~:::-
~~r

t:; 
. a 6 

-
· .1._- _l~i-~---~ -t .~.: __ -~:;_·~~t~~-i~-~-s-f + 60678791 8 

::~~{6¾~~ - . ;:~~::; _ _ + 
151 AAX33730.1 

4378573 
lgEplus basophil+ orSPT+ ~:: ~~!:~i::; .. 4468639 

Peripla_ne!a -~~~ ~':~~-~ --~~ ri~a'! .~«?ckroach l . Per .a ~.:0101 _ ·-~!'!> __ In!~~- I Periplaneta Per a 7 _ _ lgE plus basophil+ or SPT+ 284 ACS14052.1 239740599 11 

Perlplanela americana 

-·c-
American cockroach Unassigned Aero Insect Periplaneta Per a 7 lgE plus basophil+ or SPT+ 284 PODSM7.1 1679373733 20 

Aero Insect Periplaneta Per a 9 

--1 
lgE but no biological test 356 -I - AAT77152.1 50428904 -~~~l~ta _a_~~~~ana Amencan ~ockro~ch ______ ~~~.:,._~i~ne~ 

Penplaneta amer1cana Amencan cockroach Per a 9 0101 Aero Insect ~P8,i~_l~ne1a Per a·-~- ···1gebut ~o bi~10Qical test 356 ACA00204. 1 167782135 
- -p~~pi~neta-~~~'!'::i_a.=- ~ s~-~kYbr~~ cockffi~cll-- - -u nas·s!~e~ - Aero Insect . Perif"ancta Per a _7 --· -lgEj:;1uS ·basophil+ or $Pr+ 

1 
284- · 

I 
· ~~~SI0~::1__ 19310971 

_ ~er_n_a "!~~•~--- _ _ !i_!tan gr! en mussell i I ·-

-
Un!_S~l?ne~ __ Food Animal Perna Tropomyosin lgE but no biological test -·· 284. AAG08988.1 1 - 99542Si. 

--
Persea 

:~:=~~~ 
amencane 

::~::::: 
Avocado 

:~:;:-- --
Pers a 1 0101 ·Food _~l_an~-----·. Persea Pers a 1 I lgE but no b1olog1cal test -· _326 _ ,. - s:~B_Q.1~_9_(.£~--·T- 320,547 

~:~:~ t Aer~.-~1~.~~---· fhalar1s ~ha a 1 __ ___ _ ·- lg_E but no b1olog1cal test_ _ ·-·- 20 ___ _ f-• AA827445._1 409328 
p~:a:s~~;1e;1 Aero Planl Phataris Pha • 1 lgE but no b1olog1cal tesl 269 Q41260.1 2498576 

P~alar~s_aqu~K:_~ -- - ~!_nary 2ras~ _ P~a a__:i:Cl_!Sl1 __ -4 Aero Plant __ _ P~l~ris_i'.~.'.'~- ____ lgE but no biological test ___ 320 P56164.1 2498577 
Phalaris aquatica Canary grass Unassigned Aaro Plant Phalaris Pha • 5 lgE bul no biological test 305 ·P56165:1 - - t - 2498578 

___ Phalaris .aquatica Canary _g_rass Unassigned Aoro Plant Phalaris Pha a 5 lgE but no biological test 294 P56166.1 2498579 
Phalaris aquatica Canary gra_s_s _ _ _ -+-· Unassigned 

- Kidney bean ::: :::~: P~::~a;:::tt~~! : -- - -- ~~:~~:.:;~~:i~~I~;~+ ... -·;~:- -f - --~-~~:~:; ·1. Phaseolus vulgaris Pha v 3.0101 2~~~::i~--. 11 

Richard E. Goodman, PhD 
FARRP-Dept. Food Science 10 February 2020 
Univ. of Nebraska-Lincoln @ GI Numbers not visible in NCBI Page 31 of 43 

000247 



Total Sequences 2,171 

Taxa protein groups 873 

Species 392 

AllergenOnline vesion 20 

10 February 2020 

Page 32 of 43 

Accession# from NCBI or UniProt 

One manual entry 

Vers 
Species '----Common = Firs.t 

IUISA Allergen Type Group _J _ Allergenlcity . J Length Accession GIN I
10~ . 

P_hasaol~syulg_aris Kidney bean - ~~- _ Pha v 3.0201 _£oo_d f'lant___ - Phaseolui}'~a__v 3 -- lgE plus baso_p_h_i!~ or Sl']"~_j 118 ADCB0503.1 289064179 11 
Phleum pratense Common timothy Phip 1 0102 Aero Plant Phleum Phip 1 lgE plus basophil+ or SPT+ 263 CAA55390.1 473360 

__ Phleum pratense _ ___ .. Common tim_olhJ 

1
L 
--

Phip 1 0101 

t 
Aero Plant L Phleum Phip 1 ----=-- + __ l~plus basoph1lt or SPT+ 26~-- _ _ __ C~B1613.1 3901094 

_r.!'~~e.~atense c~n:-i~o-~-~"!10}~_ -- Phip 2 0101 Aero Plant _____ Phleum ~hip 1 lgE plus basophd+ orSPT+ 241 1N10=A 28373838 
_._ Phleumpratense _ _ Cor,:i~~nti_mothy __ ________ A~of_l~nt __ ~~eu~~h!__p1 - - - lgEplu~besoph1l+orS_PT_+_ 240 CAG24374.1 45823012 7 

Phleum pra_tense __ . Comf!l~n ti~~~-~Y. _ ~na_ssIgned _ _ Aero Plant _ _ _ _ _ P_hle~m _Phi p _1_ lgE plus basophil+ or SPT + 262 211~~}~---~ - r 1582250 10 

Phleum pratense __ ~?-~'!10" _tin:i~!h! _ Phi p 11 0101 Aero P~nt Phleum Phi p 11 lgE plus basophil+ or SPT • 143 -4 AAN32987 1 23452313 7 

___ Phleumpratense ___ _Com_montim?t~- -_ - J',i;ip_12O! 03 =-.r AeroPlant ___ _ -- Phle1J_mPhlp12 - ~~}lrln;;biologicaltest _ 131 I CIV\7060911_~ 415!.fo _- 7 
Phleum pratense Common timothy Unass1gnetl Aero Plant Phlei.im Phip 12 lgE but no biological test 13i ABGB1289.1 110644906 B 

Phleum pralanse ___ Common timothy Unass_i~ne_!l _ _ _ Aero_f'l_a_n_t _ __l'~!e_un, _Phl p_J2_____ lgE bul no biological test . 131 ABGB12901 110644908 B 
Phlou_rn _ _prater,se _ _ __ Common timothy Unassigned - - ··- ___ A ... ro Plant Phleum Phi p 12 ... -· lgE but-no biologfcaltest·-- I 131 ~ ABGB 1291:-1- - - 11064491 0 8 -

Phleum praten~e _ -·· - · Common timot~---- - ~~-a-~signed __ _ Aero Plant _ ______ ~-~!~r:1:1 .. ~h! _P 12 _ j __ ~ _-_b-~t-_n __ ~_-~iil~Wcal}8s:t_ l _ 131 __ - ~8Ge129i 1 __ _ 110644912 ___ 8-
£'.!!l~m pra1!"s•.. Common timottiL __ Aero Plant ___ P_!,leun, Ph_l __ P 12 [ lgE but no biological lest 131 ABGB1293.1 110644914 B 
Phle_~m ~r~tonse - - --- Common timothy_ Unassigned - --- Aero _Plant _Phleum _Phl p 12 ----- - -- - lgEb~t n~ bioi~gicallest . - 131- - ABGB1294. 1 110644916- - 8 -

Phi,,_um p __ raten_s __ e _ ___ __ common timothy _ _U_nassigned _ _ _ Aero Plant Phleum Phip 12 _ lgE b~tn~-biologic;;i"les-t - -131 ABGB 1295.1 --110644918 B 

Phleum pratense 

j 
Common timothy Phi p 12.0102 Aero Plant Phleum Phi p 12 ·1gE .bul no b·iohlgical test · - -_3113::1-1- c~· AA~B7:0:6:0:B: 1: ,44485-21356965797-628 -_ - __ 10 _ 

__ Phleum pralense __ Common timothy _ _ Phip 12.0101~ Aero Plant ___ r Phleum Phip 12____ __l~~b_ul no bial~~icaltesl___ 
-j 

15 

Phleum pratense Common timothy Phip 13 0101 1 Aero Plant _t I ______ Phleum Phi p_13 __ l~E_plus _b_asophil+ o~ S~!~ _ 7 
- _ Phleum praten.se ~ 

---~:::~:~::~
Common timothy ___ 

---~~
_ 

-
_Phl_p 

~~~i:~:f 
2.~101 _ Aero Plant f:_tll_!IJ_m Phip 2 .ti° __ 1 !l!l=_but n_o_biolo~ica_l t~sl 122 CAA53529.1 . 415696 --

Phleum pratense Common timothy Phip 4.0101 Aero Plant _ _ Phleum Phip 4 _____ _ _lgE plusbasophil+ or SPT+ _SOB c_AD54670.2__ 541443~2 7 

-- -·::~:~:::~:: I· I ~:::::~: ~-- 10 

Ph_leum_pr•)~nse -----r-- COm_mon limothy Unassig~ Aero Plant 

~~ ~~::~:-;~~i 
Phleum Phip 4 

-. ~:::::~;~::::~:f;::i~: 
lgE plus basophil+ or SPT+ 

-;~~
500 

--
-L-
, ~~~;;~~:; 

CAQ55939.1 

~
189014268 

~:g~i::L 
10 

Phleumpr~nse Commonlimothy _Unassigned ·- Aero Plant -·- Phlaum _Phlp4 ' 19Eplusba~;,phil+orSPT+ 500 i CAQ55940.1 189014270 10 

Phleum _prate~se -~o_n,i:,,cm ~i~~t~_r_____ Unassigned Aero Plant _ ~-~-I~-u~ ~~I p ~ _ _ ·19_fj;ju_S t;~;-;phil+ ~r $~!+ 500 CAQ55941.1 189014272 10 
_Phleum pretense__ ______ _ _ Comm4:1n lim~thy __ _ _____ U_nassigned . _ Aero Plant _Phle_um _!'.h_l p 4 lgE plus basophil+ or SPT+ 500 3TSH=A 405944794 14 
Phleum pretense ____ . ____ Commo~_tim':)thy Phip 4.?20_1 Aero Plant Phleum Phi p 4 iijEp1u"s basop_hil+ ;,r ~f>!+ 508 CAD54671.2 54144334 15 

.. -~hle~r'n_irlJ~!~se __ ___ (?J r:!1_'!1'?n t_i~ot~_y _ Phip 5.0101 

l _ 
Aero Plant Phleum Phl_p 5 _ lg~ ell!~ ~-~so_e~i_!:: ~r SP~+ 312 CAA52753.1 398830 

Phleum pretense Common timothy Aero Planl Phleum Phi p 5 lgE plus basophil+ or SPT+ 257 632101 422005 7 

Phleum p~_ale~e C_ommon ~-i~~- ~- Aero Plant ____ -

i
+- _ P~ktum ~ lgE plus_ ba~op~il+ _or SPT + _ _ 280 S38584 481397 7 

~h~e~!!'. pni_le~se ___ Common timolh~ Aero Plant l Phle1Jm Phi p 5 lgE plus bas'?phil+ or SPT + _ 24 Q7M1LB 75139900 j 
_ Phleum pralense ___ _C<:'mmon ti!'_'I0l~y ~nassign~·d ·--- - Aero-·P1an1-· -----_ P~1!~m.-Phlp-. 5---- lgE plus basophil+ or SPT+ 285 2023228A 1092249 7 

Phleum pralense Common ~mothy P~_I_ p 5.0202 1 Aero Plant _ _ _ _ Phleum _Phip 5 __ I ~_l~~-~-b:~~i~~il+ o~~Pf + -j _ 281 CA805371.1 1684718 
L 
i__1_ 

_Phlou!!'_p_ratense Common timothy ___ _Phle 5.010_4 · Aero Plant Phloum Ph)p _5_ 1 __ IIE plus basop_hilt or _S~T+_ L 276 CAB05372.1 1684720 I 7 
____ Phleum pretense Common timothy __ Phip 5.0102_ Aero Plant _ Phleum_!~~ _ I_ lgE plus basoph!l~ ~r SP_:".:_ I 286 CAA50281.1 2398757 

--- - ---- - -

_
_f'.!,leum 
:~::~:::::~::
Phleum pratense 

pratense 
= --

j 

J::- -i t 
r 

-t~~~~:
Cammon timothy Phi p 5.0105 ~ 

::::~; !-~~:::~+~~-- ::::::~: 
Aero Plant 

· __ __ :~:~:_:~::: 
Phi p 5 

. ( ::} 
lgE 

___ 
plus 

:_-:~_: __ 
basophilt 

~_:--:.-_:_:-~::;-:;{:;: 
or SPT + 

-
276 AAC16525.1 3135497 7 

276 

1 
AAC16526.1 3135499 7 ··---- -- --- -

276 AAC16527.1 3135501 7 

-~C~mn,~n ti.,;ot!L __ Phlp5.0108 , -- Aero Plant P~leum P_hl_p_5_ __ -_- ~ )~§-P~s~basoJ)hil;~~~~T• _ 276 MC1652B.1 3135503 7 

~ 3309039 
-:~::~~:~:::~:: ____ -~::~:~-::~-~~--- Phl~-5~0~-~- - ~:;:~~- - -=-- __ __ 3309041 7 
_Phleum pratense . _Common timoth_y _ - __ Phi p5.0206 - ---· AeroPlant 

:~::~~:~! -------~~::~::::::~:::::-
SPT+ 
m: m- ~~!::::·1 --

Phloum pratense Common timothy Phip 5.0207 Aero Plant 

~~l~~m_?_~~!en~e _ ~-'!.!".~.'.:!!~"- t!mothy_ Aero Plant 

~_hleum prate~s-~-- Comn:-ion timo_thy i-- Unassigned: - -·- -~~-e _ _!~~-PJ-~n-.t __ -~-
---~leumpratense___ _ ~~mon_timo~ ___ Ui:-assig~ed-_ __ _ __ AeroPl_~n! _____ 

-f . 
__

. 
_ 

. 
Phleum Phip 5 . - 1!1_E_elus_ba_s~i>6!i•=or 290 __ ~ _ .:.:.:~ C25!197:,- 3309045 7 
Phleum Phip 5 lgE plus basophil+ or SPT+ 2B7 AAC25998.1 3309047 7 

Phleum Phi p 5 ----lgE plus basophil+ or SPT + 275 AAK25823.1 ·- 13430402 __ 

~~i~~~~~i~-=------ 19E plus basoi,hi1;- ~r SPT+· 287 CAD38384.1 21725606 
··----.~~l~- ~~lpS 1{1Epfu_sbaso-phil+oiSPT+ 287 CAD38385.1 ·· ---2172S6ri8 _ _ _ 

_ f:h~um pra~E:~~e ~_omn,on_ li~-~!hJ__ _ _ _ _U_nassi~~e!! Aero Pia~~ _. .. __ _ _ _ _ - ~lel:lm.~ _~l _ _p 5 lgE plus basophil+ or SPT + 287 --~~0~~~386~,=----·-- ·· 2 ~?.2561 o 
-~hl~~I_TI _pr_~te!'l_s~ __ _ ___ Co_mmon _limothy __ _ Unassigned Aero Plant Phleum Phi p 5 lgE -plus ba~ophil+ or SPT + 287 CAD38387.1 21725612 
Phle~'!' __ pretense ---·-· Common timothy -~nassig~ed --- - - Aero-P1ant ____ . - PhleUnl- Phl _p_S_ - --- 1ge·p1Us-baso"phil+ -~r Si,T+ 287 CAD383BB.1 21725614 
Phleum pretense Common timothy Unassigned . -Ae-~~- P1an1 · -- P"hie~m·p·hi_p __ S____ lgE Pius bas~Phi1+O;: SPT~ 287 CAD38389.1 21725616 

__ Phleum pratense Common_ t\m_othy __ ~ nas~i~n_E:d. Aero Plant --- Phleum ~~~_p_5 lgE p_l~s __ b~-~~p~i\'. _o! -~~~7 CAD38390.1 21725618 
Phleum pratense Common lim~ Unassigned Aero Planl Phleum Phip 5 lgE plus basophil+ orSPT+ 287 CAD38391.1 21725620 

_f:1hl~um _p_r_a~~~se - - 1- - - ~~'-'-'~" l_i!'!'_o!~~ Unass~~e~ Aero Plant Phteum Phip~ lgE plus basophil+ or SPT + 287 CAO38392.1 21725622 
__ Phleu~ pr~t_ense - + Common ti~thy _ U'!_a!~~ed _ ____ Aero Plant __Phleum Phip 5 __ lgE pl~s basophil+o r SPT~- 287 CAO38393.1 21725624 - -•---- ----

Phleum pralense Common timothy Unassigned Aero Plant Phleum Phi p 5 lgE plus basophil+ orSPT+ 287 CAD38394.1 21725626 
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------ , ___ L_ ion -------
~~(~~~ f>rate~se _ Comm~n limothy ·--- Unass~ned Aero Plant Phleum Phi P.5 _____ t __ !9._E plus bas~p~il+ or~~!• 287 CAD38395.1 21725628 - ··- --·--
Phleum pratense Common limothy Aero Planl Phleum Phi p 5 lgE plus basophil+ or SPT + 2B7 CAD38396.1 21725630 

Phleum pratense __ I ~o~~o_n_ fi~ot_hy Aero Planl _ P_t,le_urll_~hl p_5 j l~E_Pl!'~~•~hll+_ or SPT+ 287 CAD38397.1 21725632 ------·-·-·-- -- . 
Pl!!~_':,ln,_er_at.~!'!~~- _ ~om~i:r:1_t!rr1~!~J__ Aero Plant _____ _ Phleum Phip 5 _ lg~~us basoph1I~ or S~T+ 102 _____ 1 ~P _A 26948464 

.. Ph

~~~lg~
_leum prate~•~--

~ 
. _ _ 

~~I§
Common limothy 

~ 
_ 

'-If:~~ 
Phip ~0_109 _ ____ 

gii 
A_e_ro Planl 

~~!~§11 
Phle~m Phl_e,5_ ___ _ lgE plus baso~~il:>, or SP_T.:':_ 284 CAD87529, 1 29500897T7 

Phleum pratense _ Comm_c_~_ tim~l~f -~nassi~n-~d Aero Plant I = _ P~~~ P~I P_!, -~ 

tiligil!f:!f:i
lgE pl':'s _basop_~(I_!_~~ ~~T~---

-
___ . 106 

_:JiJ 
CAA76558.1 

T
.. ~q~~69 

~'Sl'. l 
! 

Phleumpratense 
~1-. --Common 

Common timolhy Unass111.n_e_d,_ AeroPlanl PhleumPhl_p6___ lgEplusbasophil+orSPT+ 

=r 
1_ 11 1 J _ 1N_IJ(~N--== 28374072 7 

__ Phle~m -pr~t~nse timolhy - __ Phip 7.0101 - Aero Pl•~!._ _ _ __ P~leum Polcahn (Phip 71 - 111,E plus_bas~p_l'lil<: or SP_T_+ - 78 -.f--CAA76887.1 3367732 t- 10 
Phleum pr~tense Comm~!l timothy ____ - ·· _Unassigr:1_f!d Aero Plant _ _ P~leum pollel:!_ alle~en ~rou_p _3 )~~-.e!~~-b~sop~_il! or sP,::~_ __100 __ _ 3FT1.,...,A 283806667 11 

Phodopus sur,_~o.rus _ .. _ __ S_!_b~~•n ha_msl_e!. Phod s 1.0101 Aero Plant Phodopus sungo!!'.!' lipocal,n I . lgE plus b_~~phil+_c>r~T': 151 AGT28425.1 53_0~76029 I 16 
Phoenix dactylifera __ D_11Ie palm Phl_p_ 2_E,1_0_1 Aero Planl _. _ P_!'o~~l~ho d_2__ !__ lgE bul _no biological_tesl 131 CAD10390.1 21322677 7 

Pinus koraiensis Pink 2.0101 Food Plant Pinus koraiensis vicilin Pink 2.0101 lgE bul no biologica~ 463 AHC94918.1 567773309 15 

Pine __ Unassigned_ --~~!_E~n_ee Food Plant P_i_nus_p_in_ee albumin Ml 12'1:_b_u~ no ~1olog1cal te_st_ 110 CEJ95862.1 749495809 16 

_P_(n~s P!~e~ Pine _Pi~_p 1_0101 Food Planl Pinuspinea Pin_p _1_2S --
--

-
1 __ 

_lg_E plus basophll+ or SPT• 164 · I CTQ87571.1 9_ii;2~74~~-: 16 
Pistacia vera ___ _pi~t~chio . ~-~-~~-S!!;J_ned Food Plant _Pistacia_1_1S globulin L lgE but 

!'
no 

." 
b1olog1cal lest 472 ABU42022.1 156001070 

r 
I 9 

Pistacia vera _ pista~io Pis V 2.0101 ____ _Food Plant _ Pistacia 115 globulin l[E bul ~1olo~1c:al_t~st 496 AElG73_1E_9.:!_ .. 110349083 1. 10 
Pistacia vera pisl_a~ia_ Pis v 2.0201 Food Plant __!'_istacia_1~5 -~l~butin _ ~E bul ~o b1olo~1cal tesl 472 ABG73110.1 110349085 10 
Pistacia vera pist-:1~~0- · Pis v 1.0101 Food Plant ·- --~isla_cia Pis v 1 2S albumin 

-
__ 
--+-

. _ .. lgE bul no_ b1olog1cal test 149 ABG73108.1 110349081 10 
Pistacia vera ___e_!_slachio Pis v 3.0101 Food Plant Pistacia Pis v 3 vicilin lgE bul no biological lest 519 AB036677.1 ·133711974 10 

---+---
Pistacia vera Pis v 4.0101 Food Plant Pistacia Pis .. .P~~~~io v 4 lgE but no biolo~i_cal. lest __ 230 ABR29644.1 149786150 

Pisum salivum Pea 
Pisum sativum 

·---·---- , 
Pisum sativum 

-· Pisum sativum 

::: 
Pe•

·---
-----

--t--:::: 
Piss 1.0102 Food Plant Pisum Piss 1 lgE but no biological lest 415 CAF25233.1 42414629 

;: ~~~~-
Food Plant Pisum Piss 1 1 lgE bul no biolog icai test 415 CAF25232.1 42414627 

0~:::::~:: 
Food Planl Pisum Piss 2 !-IQE 

-, --
but-no bioioQicai t~~l 613 CABB2855.1 7339551 1S 

, -- -·~~:_-_-_ ::: .. -
l 

I 
- - -· Piss 3.0101 - · Food Plant Pisum sativum Pis s 3 AJG44053

- - --
~ ~!- l~E__i,_~I no b)~l~cai lesl . 120 .1 752855036 17 -·---------···· ..... 

Pisum setivum Food Plant Pisum salivum Pis s 120 
- -··---- -- 3 AOA 15BV755.1 1064302992 18 . ·- -- . ·-

l~E--~~~ ~-o ~(?~i~~~-·test 
Pisum sativum Food Plant Pisum sativum Pis s 3 lgE but no biological test 119 AOA158V976.1 1064302965 18 
Pisum sativum Pea .~.~ass~~d Food Planl Pisum salivum Pis s 3 

---+-_ !~~ b~t n~. bi~log_ic~l-~e.~t 95 2NB1=A 1026943499 18 ·--·-----------
- ~!~ ~t_a~~ tancea~ta Narrow-leave_d plantain . _ Pia 11.0101 

~i -
Aero Plant Planta~o_f'I_~ 1_1 

j 
l_g~-~ut n~ bio)~~)cal test -+. 131 CAC41633.1 14422359 

Plantago_lanceolata. -~-~~r~~W:,-~~~e~ __ pla~tai~ Pia 11.0102 Aero Plant . Plantago_Pla_l ~- _ lgE but .no _biolo~ical_test_ 131 CAC41634.1 14422361 
--• ··-· -·- - -·--•--.. 

. Plantago l~~ceolata "!~~~o~~eaved pla~t~ln Pia 11.0103 Aero Planl Plantago Pie 11 _ . lgE ~~-! ~o b!~ogical test 131 CAC41635.1 14422363 
Plantago lan~eolata N.arrow-leaved p_l~ntaln _ _ ~~.as~i~ned Aero Plant Planta?o. Pia_ 11 . __ _( _ _ lg_E_ ~~t_c1_0 biological lesl 65 CADB0019.1 29163773 
Platanus orienlalis - 1 __ oriental plane __ Pia or 1.0101 Aero Plant Plata nus Pia or 1 

. - - - ·-· ·- ~~~t ~~ 170 ABY21305.1 162949336 ---·-- ------ .~!ol_o~ical ~e_st. 
Platanus orientalis oriental plane Pia or 2 0101 Aero Plant Plalanus Pia or 2 lgE but no biological test 378 ABY21306.1 162949338 

Platanus J.~-~~i!~B_J ____ ~~~~~n.p(a_ne tr~e a,• > o,o, Mro - ~ ... , • ..,,,,. au > lgE plus basophil+ or SPT • 93 ALF39466, 1 ~ 0156468 16 

~1.~t~~us x~~'::~~Ea ___ .1._ _ .. L.ond_on plane._tree Pia a 3.0201 Aero Plant Ptatanus acerifolia Pia a 3 _ l~E' pl_u•~~ophil": orSl'_T: 11B 17 
Platanus x acerifolia London plan~ _tree __ _ Pl~ 

9a 1Jl101 - :._-_ Aero_Pl~n~ _ __ 1 ~ Plata.~~~~~ -~_.} __ _ ~~~-P!I.!.~ ~asop~i_l!_~r 
8

~p~ 179 f ~: tl~ii¥st;- - - ;6,59:\~; 7 

_ _!.'~~a.:'u~_x acerifolia - · London plane tree t ~-~~..!!_. lgE plus basophil+ or SPT + 377 CAE52B33 .1 495Pia a 2.0101 _ _ _ Aero ~la_~ _ P!a~~~ -i-- :i'3J94-
·- - -· ·- ----

Plodia _interpunctella __ __ __ .. t~dian meal moth Pkl 1 1.0101 Aero Insect Plodia Pio i.1 Arginine kinase lgE plus basophil+ or"iiPT+ 355 CAC85911 .1 15886861 
Indian meal moth Pio.! ~~f1 __ Aero Insect ~~-- ~1-~dia Pl~._i J~.~i~~~oxin lgE bu1 no biological test 106 CBW45298.1 ------- --- 308193268 12 -

Poa pratensi.s Kentu~ky b·1U8grass Unassigned 
-~---== 

Aero Plant Paa not JUIS Poe p 9 like Poa p 5 lgE but no biological test 373 P22284.1 113560 7 

__ Kenlucky bluegrass __ 307 ·---~oa Pt~t~!'s1~. .. ~na~si~ned ·r _ -~l!~~~la~t ·--· j PoanotlUISPoap_91ikePoa_p5 _ .. ~E bul _n_o blolo~ica~test P22286.1 7 

. Kenlucky bluegrass _Unassi~f!!~ _ ___ --·~~_ro ~.1.~~t- 1 Paa not IUIS Poa p 9 like Poa p 5 _ lgE bul no biological test 131 A60373 !..!~~62 539056 -----_ 

.. ~oa praten!!_~­ .tgE but no biologicaltest 333 _ !'~~8~_1,_ 
-

113561 
-1 

_ Unassigned _ ::: ::1~; -=~--t _:~~a-=IU~~-~~~~.~~e Poa._p 5_ 
Poe Kentucky bluegrass 

t 
pratensis ·- _ __ lgE_bul no biological test 20 A60372 280414 

. Po~ P.rat~~s-~~-·- _ KentUcky , bluegrass . !.'-~~~-~~-~~ PD!J ~~~}U .. __ I_Q_~ but no biolo~_ica~_!_e_~~ - · .:___._~e· .... -1 ~--·--F3··i3~s· 320620 
Poa p~~~ensis 

-- --
Kentucky 
~~~~k-; 

bluegrass __ Poa p 1.0101_ - j -- ~"'·· l'lenl_ Poa Poe p 1 -t~E bul no biolojl_i,C~~!~•-~-- 2~3 I 4090265 -CAA10520.1 
Poa pratensis bl~e9~as; · Poa p 5.0101 _,,_ Aero Plant Poa Poe p 5 lgE but no biological test 303 AAG42254.1 11991227 

Polistes annularis .. . ~ape~~~p _ _ __ £'.o)_a_~ .p.!_0 _1__ V~~~m. ~r ~~llv_ary. .. Polistes Pol 5 lg~_e~~ basop_!'til+ or_SPT+ 209 AAA29793.1 160780 - -----·-· 
Polistes annularis Paper wasp Pol a 1.0101 Venom or Salivary Polistes Pol a 1 Pol d 1 lgE but no biological test 301 AAD52615.1 5815249 11 

Polistes ___ __ Paperwasp __ Pol a ·-· annuleris ... 2.0101 Venom or Salivary __ _ Polistes Pol a 2 lgE but no biological test 367 AAD52616.1 5815251 . 11 
-· 

1!1~. .. Polistes dominule ~:'~s~igned . __ _ Venom or Salivary __ _ _ Polistes Pol d 3 piu~ ~~~()~-h(t~~j :~~ 972185860 19 - f ~ - 775 XP~015174445.1 
·-· .

Polistes domlnulus Paper wasp Pot d 5.0101 Venom or Salivary Polisles Pol 5 lgE plus basophil+ or SPT+ 227 AAT95010.1 51093377 
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----~ - --- -- ---- ---- Ion -·-
Polistes dominulus Paperwa~p _ Pol ~ .~.O!~-- --- _Yeno~ _or _Salivary PoUstes Pol a 1 Pol d 1 _ lgE bul no _~iological test _ 316 AAS67044.1 45510893 7 

Polistes dominulus Paper wasp t Pol d 1.0103 Venom or Salivary Polistes Pol a 1 Pol d 1 lgE but no biological test 316 AAS67043.1 45510891 

Polistes dominulus Paper wasp ___ ---+_Pol d 1.0102 '."!!~om or ~-~lj":'.~_'}' __ _ J_ f--_ ----____ ___ Poli~_te_s_~~! _a 1 Pol ~-1- _ _ 1_9.._~~-~1-~~- ~!_o_lC)]i~al_ test_ 316 A~S.670~2.J . 45510889 
Polistes dominulus - pape;:-;;sp Pol d 1.0101 Veno_m ~rSalivary _ __ Po_li~tes _~ol a 1 Pol _~_1 _ __ _ _ lgE bul no biol~gical test _ .. 337 AAS67041 .1 45510887 ... - - -·- ···--··-

·- PP 0 MP37412.1 1_isstieess-edxo-cl.,";ai~ma·~n~s· -· _____ PP __ aa_ppee_rrwawa~spp_-- - - 1 ... Pp~_1_d .4._. __ o_ 101· _ _ ·- '!.~-':'~~--or s~.liy~·')'· •-___ ~olis.tes_'.'(~no~. !~'!.~~~t~~~e__ ·- -~~~-~ul.n~ _b_io!t?iJ_i_ca!.!~- 277 30909091 _ _ 
0 11 0 10 5 0101 

___ . .Y!~~~-~r ~~liV~f¥ ~- . ~~!i~!B~ ~~ 5 - - 1£lE.f>l:'s_~~~~!_O! __ ~.~I!:_- 226 AAT95009.1 51093375 
Polistes fuscalus -- --·-iiaperwasp f" - p(ir.S:0101- - V_~nom O! S~llvary __ \ _ Polistes Pol 5 -··- lgE p_lus basophil+ _orSPT+ 205 P35780.1 549188 

·- Polistes gallicus __ • ---·- Pa_perwasp -l Pol g 5.01_~__!___ .veno~ __ or ~a~iv~~. _ L_ Polistes Pol 5 __ l~yl~-~~.~_!~hll+ or SPT.+. 206 P83377.1 25091511 
·- ··-··----

Polistes gallicus Paper wasp Pol g 1.0101 Venom or Salivary I Polistes Pol a 1 Pol d 1 lgE but no biological test 42 P83542.1 41017429 
- --~o~ia pauli_sta __ wasp_ ___ Polt p _1 0101 ~enom or_S~".a')' _ _ __ Polybia _Pol p 1.010!..]>~o•jlholip~-- j __ l]IE b_u) no_p1olo~1~l_l!st _ ---322 __ A211B_£~ 1_ 166216292 

Potybia paulista f----- -wa~p---·-
l_ 

_f_~~ p 5.0101 _ Venom or Sehvary 
sa,JVari _J

Potyb1a Pol p 1 0101 phosphohpese I 
-

lgE but no b1olog1cal test 302 _1_ ADT897741 315190620 12 

- - ·p~1ybia" -pa·~1ist~ - - wa~p _Un~ss1gn_!d - - - ~ v~~om or ~~b1e Polyp 2~i_e.~r~ntda-;; r ~~b_uj n~ b~oloi,1calte-st__ _ 3~:i ADLQ-91~5 1 302201583 12 

_ __ Polybia paul.ista wasp Polyp 2.0101 _ Venom or Sahvary Polyb1e Polyp 2 hyaluron1dase lgE but no b1olog1cal lest 288 I P866B71 302~2_5085--: J 12 
Polyb_i~ PiJUlista___ --- \V~sp _ ___ _ U_r:iass1~ned --- Veno~~aJ•v~ry____ j~ P~iYb1a_~oly p s~P-o!_y _S_~ veno~_alle.!:ve!' _ _ lgE bUt-na b1~lo_g1ca~le_st _ -- 14~ -- \ A� D636~~1- 290192315 I II 

Polybia paulista ____ wase___ Poly_p 5.0102 _ Ve_120.rri or_~ali~a~_ P_oly_b1a Polyp 5.._F'olr_s 5.~enom aller~en lgE but no_~log,c~".".I 

7 
_ 207 P866!361 __ 1 302595972 .( 12 

I 1 PolYbia sculellaris 

~:;~~;~~~~ 
Venom or Salivary ~~~.~ie ~~y ~ !01__ ~ 

. Pon;:~:::~:1~:i::;lus bl~:ns~::~:~:b - 7 -
~~ty s 5 ~enom elle~gen ~: _but no b10\0~1cal test Q7Z156 47_1'._7~56-t 

134309 15 
t :::: :~:::: - - 1:~~~yos~ - - - t -1g~~·t~t ~~s:;~;~i~~I ~:! 448278534 14 

Portunus.~anguinolentus _ Crab U~~s~.i~.~e_d Food Animal Portun~s_P~r 

P~rt~~~~;~~: 
s anci t trop_omyo~.in lgE but .no. biologic_al

~~~+ 
_test._ 284 

A~~~~~~~-1 
~-~l:_~~~~-1_._ . 1196749_37 1 8_ 

Portunu~ ~ri~_~e_!C~la~~ - Crab l:J~-!~~igned Food Animal Portunus Per s and t tro_p_omyosin __ __ lgE but no_ bi~logical test 284 ABS 12234.1 151505281 9 

Procambarus clarkii red s~mp ~a~fish _ _ __ _ ':!_o~C!.~01 . Food Af!i.~a!____ _ _ -~~~~~~~-~~~ c 5 MLC 1 ·--~_!__gE._ b~t .~ .Ai~I01Ji.cal l~s~ I 153 AFP95338.1 _ 4~!6~63_?1 . .1_9 
- ~~OC&f!l!_&__!:_u,~ ·~1arkii .red_swamp crayfish ___ Pro c 8.0101 Food Animal Procambarus Pro c 8 lgE but no biological test -~49· AEB54655.1 . 32_s~o10.1._ I 19 

Procambarus clarkii _ red swamp crayfish . Pro c 2.0101 Food Animal Pr<:>ca~~aru~ ~~~ -~~~Y..~~~ .. !.~_':J!'l_e_ ki~a~~·- I~-~ bu~~~ ~!~loi!~~IJ~.=-1 : 357 AFA45339.1 375298901 !. 13_ 
Procambarus_c~a~kji _ __ _ _L~~-~~':'~.I? c~~¥f.is_h_ Pro c 1.01~~ _ _ Food Animal 

---~t--
··-

. ···--
. Pro_cambarus tro_por:nysin lgE but no biologi_~al test -· 284 . . _ ~9-~_!1~2~~·.! 225348412 10 1 

Prosopis juliftora mesquite Pro j 1.0101 Aero Plant Proscpisjuliflora Pro j 1.0101 ~ ut no biological test 150 AKV72167.1 914410008 16 

---f,t~i::t.~~=:~
. Prosopisjuliffora 

_ 
_ _me.5quite 

~T~
_ 

=-
_ 

----
- -~·_J

-=-·0~:~:~~~~:_ 
_roj2.0_101 

~: 
_ 

.:1
, 

---
Aero Plant 

.~~~~-~:;;;
Prosop~s

~
_

:;:~~u 
Pro· j·2 

-~~--
_ 

-_f::
._l~~~)nobio

r- --·--·~; __ ;_ 1 F_;::_~1i;r - - -- · 
Pru.~~s armeni~.ca .. _ _________ A_pricot __ _P~u ar .1_.0]_q_~_. ·- --~_:>~d Pla!1~ Pru.nu~ PRP.(Bel v 1_family)__ __ l~E ~IU!_~~?_hi!:: 

-;~f .~.; .. ;~::1:
_togicall•~t 

.: :.;;; 
. 

~:: 
133 

::~::~~:
AHY24177

: 
.1 625293889 15 

~ 
237769615 11 

4887129 7 
or ~~T:+-_ 160 -~~~~_!_"!._~1~. 2677826 7 

__ _P_!_u_~~~m~~a_c~--- .Apricot ___ -- - ~'!'!'s.si~~~- Food Plant J ____ Prunus Pru 3 . lgE plus. basop.hil+ or SPT+ 1 !~-- .~~~-~~~?-~. 313575730 12 
. Prunus anneniaca _ _____, _A_p_ric?t __ _ _ _ Unassigned __ _ . Food Plant _ _ __ _ _ f:1~_nus Pru 3 ~pl~s_!_aJ~_hil~ ~r ~P!+ 1_1J __ ~0__!3__~6~-~-!_ 313575732 12 

··· --- · -
Prunus armeniaca Apricot Pru ar 3.0101 food Plant Prunus Pru 3 _____ lgE plus basophil+ or SPT+ 117 ~ 66947, 1 ~ 3575734 12 

Prunus ---- armeniaca . ~pricol_ Un~~~~ed Food Plant Prunus Pru 3 l~~_plus bascphil+ or SPT+.. 117 ADR66946.1 ~ 3135_~~-7-~~ __ 12 
---·· 

Prunus avium ~ erry Unassigneci Food Plant Prunus avium Pru av 7.01 Gibberellin lgE but no biological test 88 XP _021820299.1 1220067778 20 

Prunus avium . ~.i,er_ry _ _ .. Pru av 1.0101 Food Plant l----~;~~~: Prunus :~rn~PRP (Bet -: v 1 i:~::~ifam_i~ly~) -- - .~ --+ _

~~:~:
l~E_pl~s 

-::;::~::::~
b_asophil+ or SP.!~- ___ _ _ 16Q MC02632.1 1513~ 7 

Prunus avium 7 

Prunus avium -·- ---- --- -- 1 7 ::~ :: ---~::: :::~: · 
1

- --- - -
Prunus avium 

~~:~ 
Cherry _··_ n~~-av1

~:~~~~ 
:0201 ,----·- ----- - ·-·-·· 

~ 
_ . _________ lgEplusbasophil+orSPT+

·~ii;-
. 
--~~-

160 
-

·----
--::~i~iE

- ···--·-· 
~~ - :::~~~: 

44409451 7 

Prunus avium _Che.ny _ . UMssigned Food Plant I Prunus PRP (Bet v 1 family) lgE plu_s basophil+ or ll~!_ 159 1H20~A 159162378 9 

Prunus avium _ _ Clierry Pruav3.0101 .. , :--=-=-l'oodPla,;i - -1 · P-run~,Pr~J -~ ----- lgEplusbasophil+orSPT+ -,1·1 ·j AAF26.~~9._1 __ _ 6715520 7 
Prunus avium Cherry Unassigned Food Plant Prunus Pru 3 lgE plus basophil+ or SPT+ 117 ADR66943 .1 313575726 12 ---+-­
Prunus -· avi-um 

-- -- --- -- ·-- .".h•~ Unassigned Food Plant Prunus Pru 3 lgEplus basophil+ or SP;:.-,17 ADR66944 1 313575728 [ 12 
Prunus avium -- Cherry ···-· 1 ·-·p;..; ~,;~ioi=---::-..:. __ Food Plant Pr~~~J:~ _4F•r~fil,;p~•c~ cherry almo~1--- - -lgE pl~ : ~~~•I+ or SPT+ - 1_~! 

l 
~g2941i .1 - - 4761582 -, -·· · ·····-----·-· 

- --·· Prunus avium C~_•rry_ Pru av 2.0101 Food Plant _L ____ __ Pr~nu~ Pru av 2 _ __ l!l!=_ic'!.I no b1olog1cal tes!._ _ ~~5 _ AAB38064.1 1144346 ·---·---··-- -· - ·--· 

=~ 
Prunu& domeslica Plue.me_____ Pru d 3.0101 Food Plant I Prunus Pru 3 lgE plus basoph1I+ or SPT+ 91 

+ _ 
P82534.1 9297015 

Prunus dulcis .. _ ·---·- - · Almond Unassigned Fo0d-Plant ---r · - p~- d_u_8 ~n.!!_~1crobial_p~~~n · - ·- ·-1QE bu_! no b1~to~al te~ - 1--264 j' _0(?9?~~5 1--=: - 1706883247 20 
_ ·--~-run_~~-'!~~:~ --· _ Almond ··una·s-slg~~d -- .~- -- - F~-od P1ani . - - t Pru du X Prunus du\c1s v1cdin lgE but no b1olog1cal lest 547 QFG58SS7 1 1757285428 20 

Pnmus dulcls Almond Unassigned Food Plant Prunus p8rs1ca Pru p 2 IUIS - - ,gE. pl~~ b;s~ph,I+ or SPT+ 241 --ACE80974_;- 190613941 10 
Prunus dulcis Almond Pru du 4.0101 Food Plant ·--~!~_!'lUS P~u 4 Profilin peech _ch~!'}'_Bl";';>'!C! lgE plus basophil+ or SPT+ 131 ~ AAL91662.1 24473794 7 

Prunus dulcis Almond .unassigne~·- ~ f ·Q·()_~~j~~=--- __ Prunus Pru du 6 Amandin f .. iQE b~t no bio.10Qi~al test· 5i1 ···-- 3EHK_A.. 258588247 11 

Prunus dulcis ··-•·- -- --Almond .. Unassigned _ Food Plant Prunus Pru du 6 Amand,n lgE but no b1olog1cal test 178 AGR27935 .1 523916668 15 ---·-·--
Prunus duk.is Almond Pru du 6.0101 I- - Food Plant -Prun;:;-, -Pru duS Amand,n lgEbutn;, b1ol~g1cal test I 551 - ADN:1944-0.1 307159112 -- ·r 15 

Prunus dulcis --~1.mo!'d __ __ - -- Pr~J ~-_6-_. o-2q1 - Food Plant - -- - - ~:--p;;;~~.-¥~ '!."-6 A~•~ - - - . -
-f 

- iiie b~f~.-b1oloic~I tes( _::_L -504 - A DN39441._1 --- 1--_307~5911 4 - . 15 

Prunus dulcis Almond Unassigned Food Planl Prunus Seed allergenic protein 2 (Conglutin lgE but nc b1olog1cal teal 25 P82952.1 75107131 
amma , 
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ion 

Pnmus- dulci~~Prunus - Plant h brid 

~~~~: ~ 
Unassigned Food Plant Prunus persica Pru p 2 IUIS lgE plus basophil1· or SPT+ 160 ACE80939.1 190613871 10 

Prunus Prunus Plan! hY_br-id _ _ _ _ 

-·r 
Unassigned Food Plan! Prunus persica Pru p 2 IUIS lgE plus basophil+ or SPT + 246 ACE80956.1 190613905 10 _. ____ _ r;,ers1ca ________ _ .__ Y 

Prunus dulcis x Prunus 
Plant hybrid Unassigned Food Plant Prunus pers ica Pru p 2 IUIS lgE plus basophil+ or SPT+ 246 ACE80958.1 190613909 10 

ersica 
Prunus dulcis x Prunus 

Plant hybrid I Pru p 2.0201 Food Plant Prunus persica Pru p 2 IUIS 

I r 
~gE plus basoph~+ or SPT -t 246 ACE80957.1 190613907 10 

ersica 
Prunus dulcis x Prunus 

Plant hybrid Pru p 2.0101 ' Food Plant Prunus persica Pru p 2 IUIS lgE plus basophil+ or SPT+ 246 ACE80959 .1 190613911 10 
. _ _ pers1ca .. I 
Prunus dulcis x Prunus 

Plant hybrid Pru p 2.0301 Food Plant Prunus persice Pru p 2 IUIS lgE plus basophil+ or SPT+ 242 ACE80955.1 190613903 10 _______ persica _ 1 - - - -- -- ·-
-·--

- -
-·--- 1-

Prunus dulcis x Prunus 
Plant hybrid Unassigned Food Plant J Prunus Pru 4 Profil_in_ peach cherry almond lgE plus basophil+ or SPT+ 131 

I 
190613937 10 __ _p~rsica __ , 

___ Pru~u~ pe~sica_ Peach U_n~s_s!~n~d Food Plant I Pru p 9 peach a PR-1 protein Cys rich lgE plus basop~il+ or S~"I:+-_ _ 161 595790543 20 - ---
Pr~nus persica __ ___ _ _ _ _ _ Peach -~~s~s~~ed___ Food Plant i- Pru~u~-p~rslca Pru p 2 IUIS lgE plus basophil+ orSPT+ I 246 -

~~;;~;~::!
P83332. 1 

=
25091405 2 

.. -- --

. 
1- . 

_ _Prunus persice Peach - - Unassign~d _ ___ _ ~ood Plant - ·--·~ ::~~~~ie~~~-p~~Y_2-(Ui8 - ·- 1 1Q~Pi.~~-b·a;~-~-i1+:o~~PT+ ·~ - -- 24~ P83335.1 25091406 - -- - -·. i_ 12 
__ Prunu~ persica Peach ~na_~~~~ed Food Plant P~~~s AEV57471.1 359744030 e.•.r-~i~~ P!~_p__3 __ 1~!.S __ _ . ·.t-· !g._E p.lus ~aso·p·· ~-~I+ ~.r_~~T. ~-- --~.46 ! 13 

Prunus _persica __ Peach Pru p 1.0101 _ F0<>d_Pla_r,_t _ __ f'. runus PRJ> (13et_v_1 famil~) __ . l~E plus basophil+ or~~,:+ _ _ _160 ABB78006.1 82492265 7 

Prunus persica Peach __ P_ru p 1.0301 Food Plant Prunus PRP (Bet v 1 family) I lgE plus basophil+ orSPT+ 160 AJE61291.1 748758672 16 
_ P_runus ~ersica __ Peach _ Pru.P .1.0201 _ - ·-·Food Plant Prunus PRP .(Bet .v 1 family) lgE plus basophil+ orSPT+_ 160 AJE61290.1 748758670 16 

Prunus persica Peach Pru p 3.0101 Food Plant Prunus Pru 3 lgE plus basophil+ or SPT+ 91 P81402.1 32878_7~7 __ _ 

Prunus persica Peach --- Unass igned Food Plant Prunus Pru 3 .. _ lgE plus basophit+ or SPT+ . 117 AAV40850. 1 54793477 7 ----- - ---
P,:unus pe_i:!!_ca __ Peach Un~s~ned- - ·- - FoodPla~t - - PrunusPru3_____ lgE.elus_basophil+_<>rs.~:r• --1fr1 - ADR66939~1- ~ __ 3135757_18 _ _ 12._ 

·>--- - ---
__ Pru_~us persica _ Peach _ ___ . Unassigned _ _ --- Food Plant ·- - t·-- -- - ----~u~-~~~!_u~------ - ·-·- __ lgEplus_basophil+or _SPT+ 117 ---~~W213~4~ - _ 544369592 15 

Prunus persica Peach _ ___ Prup.4.0101 Food Plant PrunusPru4Profilinpeachcheny .almond _ lgEplusbasophil+orSPT+ 131 __ CAD~~!l.1.:..!._ .. 27528310 ··- --·7 _ 

Prunus persica Peach ___ _ P_ru~p_4.0201 Food Plant Prunus Pru 4 Profilin peach cherry almond lgE plus basophil+ or SPT+ 131 CAD37202.1 27528312 7 

Prunus persica -- Peach Food Plant Pru nus Pru p _Il)_!~. -~-? - -- Peamactein __ _ _lgE_ plus basophil+ ~r SPT + _ 63 P86888--.1 - - 406407790 14 --- -------•---- - - -----·-· --
PseudOcardium _ll - ~-ru _ __ p _1._o-10-1 -

Mollusc - _ Unassigned Food Animal Pseudocardium tropomyosin lgE but no biological lest 284 BAH10154.1 219806598 10 
... sachalinensis . __ 

_ _. Punica granatu,m _ Po~~~l_~~~a!~- - - - _ Food Plant ~-~~ssig~ed .. P~-~~~~!1!~_i_,:i_~~e_p_~~ali~e Put_.9_1_~ ~ __ lgE but no _biolo~ical test 299 G1UH28.1 1679362782 20 
- --- ---· -- - -

Punica grana1um Pomegranate Pun g 7- -~- - Food Plant Punica peptide Pommaclein Pun g 7 lgE but no biological test 20 COHKC0.1 1179881437 18 
Punica ~ranatum _ _ _ _ Pom_~~a!e_ . Pun ~ _1 :~~Q_~-- ___ ___!.o_od Pla_~t - - ~~-~~a~P_u~n'-'g~1 __ _ l_~E but no biological .test _ 120 AHB19227.1 559797767 15 

___ Punica_ granatum 

1·-~ 
____ 1 P_om_ egranate Pung 1.0201 --+- · Food Plant _ _ Punica Pun_g _1 _ _ _lgE but no _biological.test _ 120 AHB19226.1 559797765 15 

__ Punica granatum __ Pome8_~.?~~~ --+-_ Pu~_!~_Q1 Food Plant _ Punjca_Pun g_ 1 _ _l_gE __ but no b,iol~gica_l __ tesl 120 AHB19225. 1 559797763 15 ---- -- ·-·-- - -
_ Pyrus c~mm_unis _ _ _ Pea_r _ ___ __, j _ Pyr c 3.0101 _ Food Plant _ ___ P~y~ru.s L TP .Pyr c 3 IUIS _ _ _ __ lgE but no. biologicaltosl _ ·- 11.~- _ _ i>.AF_~~51. 1 6715524 11 

Pyrus comn:unis 

t 
Pear -~~a~~iq_ned _ Food Plant Pyrus L TP Pyr c 3 IUIS lgE_ but no biologic~I_ tesl _ 94 AET05733.1 355525862 13 

_ _ Pyrus communls__ _ Pear . . .LJ.~assig~d ·-· - - FoodPi;;~. ··-· · -- PyrusLTP Pyr_c.3 IUIS + lgE but no biological test . 94 _ AET05!:g,_1., _ _ . ·- 3.55525860 13 

__ Pyrus communis Pear ' Unassigned Food Plant Pyrus L TP Pyr c 3 !UIS I lgE but no biological test 94 AET05730.1 355525856 13 

__ ?yrus_communis _ Pear Py!_~ _1.:.~_1_01 Food Plant I 
Pyrus communis - -P~a~ --=--=- ~X!". c ~-~101 Fo~d Plant ---r - - ---- _Py_~~-~y_~c 1 __ =t_!_!!E_E~~J asoph1I+- orSPT+ 159 065200.1 ----,- 14423877 9 

~~ru~_fyr~ ~ _ -- _ l~E_p!~S basoph1I+ or SPT~ 131 AAD29410.1 4761-sSO 

--- p~~::t~:~:ls ;~::~·~~~~ - _ PyrusPyrc5_ ___ lgEplusbasoph1l+orSPT+_ 308i AAC240011 3243234 7 
___ _ _____ __ _ ____ 

t•:: ·-
_ ___ _ - · _ 

-
__ 
-:~;::,':~

_ 
----- ----

~~':"'_us~1
.. 

-~ue_m 1 ___ lgEp!u~b•~ophil_-t:or~_P,:+ __ ·.- .1 59. - - ._AABBZie_1·.·045~.·1--• -1·~ 7-4·7··2· s~·4_7 _ t 10 
160 81047 1 157472 51 

Quercus alba Oak Que a 1 0401 Aero Plant ___ _9~~rcus_g .~~ ~ 1 ~~ m 1 _____ lgE plus.bss_oph1f+ orSPT+ _ _ _ . _ __ 10 

___ Quarcus alba _ _ ___ _ Oak _____ Que a 1 0301 _ _ _ Aero Plant ______ Quercus Que a 1 Que m 1 lgE plus basophil+ or SPT+ _ ~ . __ ./\828104~:.1 . . 16?47284.9 _ 10 
Cuercus mongolrca Unassigned Aero Planl Quercus Que a 1 Que m 1 lgE plus basophil+ or SPT+ 160 AUH28179.1 1316209040 19 

R~a e."culenta ___ _ _ ___ Frog _ _ _ Rane 1 01P,1_ _ ( __ !:,oo~~n.'.'!'"' - ·- ~.an~~~n- •_1 ___ , ---,-gE but no.biological.test __ 110 _ C:!'~a;i~~:1 20796729 7 

__ .. Rana es~!!_n~_ _ _ ___ _ _ii:_oQ._ Rane 2 010_1_ --~ -~~ 1 An1m~! Rana Rane 2 lgE but no biological test 109 --~~'?!~}52;_1 20797081 
Rana sp , CH-2001 Frog Unass,gned Food Animal ·- Rana .Ran-; ·1- - - -· ·- igE bui iioblologic:ai te;t - ·- 110 -,f- CAC83047.1 20796733 

~;;~-;p,~1- - --- - --~iog___ - -Un~;;g,;.-d - ·. Food Animal ----·- R·ana·R·•~. 2 --- . I lgE bui no bioiog1c,;1·1~si . . ' F 11)9 - . CAC95153.1 . ·-- 207-97085 -

·-~:::::~':9~:~::::~u:rt~ ::: Ras k 1.0~:__ ,.. - ~:: ~~:~::- -~Rastr_el~{~il~itt:~b~~~ --:.l j i:i1;:~:·:::i;;;:f i::_-:, ~t= ' ~ ~~!:~J, 1_. ·- -1:~:!f ft I- \8 

Ratturnoivegicus _ _B~---- Rat n 1.0101 f ~".ro_~ni~t_ _ _ Rattus Rat n 1 lgE but no b1olog1cal test 1J.7_ - -· AAA41198 .1 204261 15 
R.hizopu5.oryzae. . Fungus _ . Una ... il!_ned. _ Aero Fungi - --· _ -· __ Rh,zop_us R_h_1 o 1-0!0~- -:=-_:..:::: ~-l~E_etus ba;op!',1!_+_orSP~ =-- 401 A!S82657.1 .. 6~5094~4 ~ ·-16 

_ Rhodotorula mucilaginoss _ _ ___ F~ngus 

-~~b~
Rho m 

-1~:~: 
1.0101 Aero 

~~~:t:
Fungi 

--- ----
Rhod~!~rula R~o m __ 1_ 

-~~::;ti&Jt;:;~:1• 
l~_E bul no b1olog11:al Jl:s~-- ___ · 43._.9 -· .1· AAP30720. 1 --~0_31~9-~0 _ 1~ _ _ 

342
. _ Rhodotorula mucllaginosa ________ Fungus _ Rho_ m 2.0101 __ _____ Aero Fungi . Rhodotorula Rho m 2 lgE bul no b1olog1cal test --~-~ ~3J6I_~;~ __ _ 54654335 7 

1 ·-~~~~;f:O;i~~is ___ c;.;~~-n ____ - -- ~:~"~••:i~1 -· · -{~-- --·J:b!{~~}: -- 11~:~~:25 - --~ --
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Rubus idaeus raspbeny ____ j_ __ Rub _13.0101 _ _ _ _!'o_od Pl~- - - Rubu_s_R~_b_i_3 ______ lgE_ but no biological lost .. I_ 1_17 A_BG5_4~,1 _ __ _1_1!)_1~0523 8 
-·-- ·-·-· -

Saccostrea glomerata _____ Sac g 1 Food Animal • Saccoslrea glomerata Sac g 1 lgE but no biological test 284 AVD53650.1 1343184138 19 

$alma salar Salmon _l 
Salmo salar Salmon --------11-_-U-nass.igned ____ - t 

FoodAmmal __ _____ SalmoSals1 _ __ _ t_lgEp!u_~!soph1l+_orS~T+ 108 Q914833 18281421 
__ , - -- - Foo_d An1m;,--- __ - ----~~!mo Sal s 1 _ _ _ 12-_E _p~us_basoph1I+ or SPT~-- 109 

t 
_ ACl68103.1_ _ _ --~qg?!-4468 10 

Salmo salar Salmon Sal s 1.0101 food ____ Anim_ al _ Sahno Sal_s _ _!__ _ _ __ lgE plus basoph1I+ orSPT+ 109 CAA66403.1 1322183 15 
1-$;_Im __ · ~_s_·a_l~_-r ___ ':_, ~~~~~~~~ -S~el-m_-_o-n -· Unassigned_ Food Animal -· ___ !&l!flo Sal s 2 I 

0
enol~e _ _ _ _ lgE plus basoph1I+ or SPT+ 432 __ CBL7~1-~ _-- 385145180 13 

Salmo salar Salmon Sal s 2.0101 Food Animal Salmo Sal s 2 enolase -·- __JIL~_!'lus _basoph1I+ or !.PT+ I 434 ACH70931 .1 197632415 15 

- -~~~ ~~~jii.~-_r ___ - Salm~!!_______ SalsJ.0101 Food Animal SalmoSals3aldolase _____ _ _ lgEplusbasoph!l+orSPT+ __ 363 ACH70901.1 - ~_?_?~~-~~~~-.. L-13 

Salmo salar ___ S_al_m_on 

I __ 
Unassigned Food Animal Salmo Sal s 3 aldolase __ lgE plus besophil+ or SPT+ 363 CBL79147.1 3851 ~ 13 

Salsola ka, Thistle Unassigned Aero Plant Salso_la_k_a_!i_~~-600_1__ _ I _ I9E plus basophl+ or SPT+ 381 ____ A_fj_L2~g 1_ ___ 5~9!3_~8~3_ 15 

Salsola kati _ ______::_-__::::-:- Thistl;, --- 0 ~_1_11_6:9_1{)_1_ Aero Plant Salsola kali Sal k6.01 ~ lgE plus basopha+ orSPT+ 401 ARS33724. 1 1194995727 18 

___ Th~ I ~'._"__1 :0201 Aero Pla~I - Salsola pectin meit;;terase Salk ftif& - -lgE but ~:-;;;-;;g-ical t~;, 362 ·- -;;T~~;~;.1 51242679 - ,-- . Salsola kali 

h 1 01 Salsola kali Thistle ~ Salk 1.0302 Aero Plant -Salsola pectin mel {_~;terase Salk · & lgE but no biological test 339 AAX11261.1 59895728 

Thistle Salk1 .0301 AeroPlant SalsolapeclinmethyleSleraseSalkl .01 & I~ b. It t 339 AAX11262.1 59895730 Salsola kali -
--~--1-==

I -
02__ g u no 10og1ca es 

Unassigned Aero Plant -Salsola pectin methr_';;terEise lgE but no biological tes; 339 AC034813.1 225810597 Salsola kali Thistle Sa.I 1t··,.Of&. lD 

Salsola kali ___:_-_- _-=-_:fhi;t;;,----- - Sal_~!J)_1_Q1__ _ ___ ·6,~~~t---- __ _ - SalsolaSalk1 lgEplusbasophil+orSPT+ 42 PB3181.1 l =-25090947 10 

_ ~-~o_!~ _k~!!_ __ Thistle Salk 3.0101 Aero Plant Salsola Salk 3 pollen allergen lgE plus basophil+ or SPT+ . 757 AC034814.1 l---225810599 10 

Salscla kali Thistle _____ _ ~ 4_Q101 Aero Plant ==- ~a_!s~l•~~ii_~i,rotilin _:___::__ _ lg5.__Plus baso_pllil+ o~P·F ~I_ 133 - --- ACS3~ _ ~~9916S66 __.::: - i_i:= 
Salsola kali - ThisUe 

l 
. Unassigned__ Aero Plant ______ Salsola Salk 4 profilin____ lgE plus basophil+ or SPT+ 133 AHL24658.1 589912885 15 

Sal!')la_ kali _ ____ __ Thistle _J --~~l_k_~_._Q201 _ _A_e_ro _Pl••!.... ---~alsola Sal k4 profilin lgE plus ba~PT+ _____ 133 ADK22841.1 300490499 15 
----~_!llsol_a_ka_li ___ ________ Thistle i Salk 6.0101 Aero Plant Salsola Salk 5 ___ _ lgE but no biological test ___ _ 151 __ _ _ IID_K2_2B42.1 I 300490501 ___ _ 15 

Salvelinus fontinalis __ - ~!~~~~~-'--- _J __ ~~~_ss_i~~ed ______ ! _~od Anim_~ - -

_ 
- ~alvelin_u_~_p.~~~lb~~in lgE .but no biological lest 109 -~~~-~~~~..:.! .. J _ ~8855743~_ 11 

Salvelinus fontinalis ---~~~ ~~-· Unassigned F~od Ani~~_I___ _ _ _ Salvelinus parvalbumin lgE but nc biol~gic~I lest 106 CAX32967.1 _ --~8855744~ 11 

~ Sarcoptes scabiei mite Una_~i!!ned ___ __V~nom or Salr1ary _1 Sarco~1es scabiei paramyosin _ lgE but _:'IE_biolcgical !est 828 --~HD~~~-1 _ 1109598142 18 

Sarcopt::~:tei type Scabies mite Unassigned Venom or Salivary _ Sarcoptes Apolipoprotein Ssag1 .2 lgE but nc biological test 330 AA015613.1 27462848 

Sarcoptes sCSbtei type 
Scabies mite Unassigned 

t 
Venom or Salivary Sarcoptes cysteine protease coe lgE but no biological lesl 340 AAS93669.1 46406002 

hominis 
Sarcoptes scabiei type Scabies mite Unassigned Venom or Salivary Sarcoptes cysteine proteases F04 lgE but no biological test 338 AAS93674.1 46406012 

_ _ hominis ---- -~- - ----- ---- - - --
Sarcoptes scabiei type 

Scabies mite Unassigned Venom or Salivary Sarcoptes cysteine proteases F04 lgE but no biological test 339 AAS93675.1 46406014 
hominis 

Sarcoptes scabiei type 
Scabies mite Unassigned Venom or Salivary Sarcoptes cystelne proteases F04 lgE but no biological test 273 AAS93676.1 46406016 

hominis 
Sarcoptes-·scabiei type 

Scabies mite Unassigned Venom or Salivary Sarcoptes Glutathione S~transferase Mu lgE but no biological test 219 AA015607.1 27462836 
hominis 

Sarcoptes scabiei type 
Scabies mite Unassigned Venom or Salivary Sarcoptes Glutathione S-transferase Mu lgE but no biological test 219 AAX37321.1 60920770 

. h!)~_L~i~ ----­

Ssrcoptes scabiei type suis Scabies mite 

r 
Unassigned Aero Mite Sarcoptes Apolipoprotein Ssag1 .2 lgE but no biological test 310 AGM48615.1 507480520 15 

- ----- -- ---- - ·- -··---- -

-- ~!..~inops sagax South American pilchard Sor sa 1.0101 Food Animal Sardlnops Sar sa 1.E.~~~l~~min lgE but no biological test 109 CAQ68366.1 193247972 10 
Scapharca broughtonii __ -+ ___ Clam - ____ -I . Unassigned _ _ . Food Animal __ _ _ __ _ Scapharca tropomyosin . __ r _ . lgE_ but no biological test 284 BAH10151 .1 219806592 10 

_ Schedonorus arundineceus +-- Tall fescuo Unassigned ____ . Aer0 Plant ___ Festuca group 1 allergen _, __ _ lgE_ but no_biological test 35 C7M1Y 1 . -r 75139991 7 

Scheclonorus arundinaceu~ Tall fescue __ Unassigned Venom or Salivary Festuca group 1 allergen lgE but no biological test 17 C37396 320610 7 

Schedonorus arundinaceus _____ Tall fescue __ _ _ Unassigned __ __ Aero Plan! ___ --- ·-Festuca group 1 allergen i- lgE but no biological test -----20 D37396 320611 7 --------· 
s~~~~-?~~-a japonicum Schistosoma _ ·- Un~ssigned --· -- Protozoan ··--- __ Schistosoma profilin __ . _ -.I _·iQ.EbutM" bioi~giCa1 test" - 129 AAP06493.1 · _29_8::1.46W_ __1 

Schistosoma japonicum Schistosoma ___ _ Unassigned _ f:!~!~~~~~---- s_~is_los~m~ f~!J~me_n~~l_!~~e!'_ _,!2~~':'l no bio~~icat t_est_. 191 AAC67308.1 2739154 7 

Schfzophyllum comniurle H4-
Mushroom Sch c 1.0101 Aero Fungi Schizophyllum Sch c 1 lgE but no biological test 576 XP _003030591.1 302681819 15 

·- 8 --·-·- · --- - -
__ S_?:!~_ber japonlcus Chub mackerel -·· Sco)1 __ Food Animal ----·----Scomber Parvalbumin Seo s ----- 1 _ . _ lgE but no biological_ lost 109 BAC66618.1 29420793 

•·-• 

--Scomber ------scombrus - Atlantic mackerel - Seo s 1.0101 Food Animal Scomber Parvalbumin Seo s -··- 1 __ lgE but no_biological test 109 CAX32965.1 288557436 11 
·- ·-- . - - . --

___ Scyl~ paramamosain - · __ gree~ .mud crab _ Sey p 2.0~~ __ ___ F_o.~~~~·-- ---~cylla arginine kinase Sey p 2 lgE but no biological test ~~ _ AFA45340.1 _ 375298903 1-- 13 

Scylla paramamosain green mud_ crab __ . __ _ Unassigned Food An~~I ___ . _ Scylla arginine kinase Sey p 2_ _ _ _ lgE but ~o biological test ~~- __ __ sz.i:ia= A __ 1597623661 20 ·- -- --- ----
Scylla paramamosain greBn mud crab Unassigned Food Animal Scylla paramamosain filamin C lgE plus basophil+ or SPT + 847 QFl57017.1 ~ 9300245 20 

Scylla paramamosain green mud crab Sey p 4.0101 Food Animal ----Scylla param~7nod~~: ~~Y p 4 Sare Ce lgE but no biological test 193 AFJ80778.1 387571563 18 
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Scylla parama-mosain Triosphosphate 
paramamosain green mud crab Sey p 8.0101 Food Animal t

ion 

Scylla lgE but no biological test 
-r 

-

L:;~ 
APP94292 .1 1122816254 18 

lsomerase - . -·
Scylla serrata _ _ _ giant mu~ er.a_~ "t.1~a-~sI!1~-~.d Food Animal .. s~y~~ C9EIP1 .1 ~r9~!1_i~~-~ ~s~- ·~·c~ p -~-­ 1.Q.~--~u~ n~-~~~~.llicaJ _I_~~! ._ 356 1679377517 20 

. _ Scyl\a se_rrata Food Animal 1---- - ~gi~a_nt ~ut(_~a~ -­ _ Una~~i~~-E:~­ SC¥11•_s_e._(rnu_d_crab) !r~eomyosin __ .lgE but no biologic~! lest ... 284 ABS12233, 1 _ 151505279 

Sebastes marinus ocean perch (red fish) Sob m 1.0101 Food Animal Sebastes Seb m 1 lgE but no biological lest 109 CAQ7296B.1 242253959 11 

Sebastes marinus ___ _ _ ocean perch (red fish) Sob m 1.0201 Food Animal Sebastes Seb m 1 19~ but ~~ _bio!o~i~~-l_!!_SI 110 CAQ72969.1 242253961 I 11 

Secale cereale ,__ _ _ _ -. Rye _ __ _ Sec c 20.0101 Food Plant Secale ~J!'__t _J_O __ __ ___ I lgE plus basophil+ or SPT+ 23 AA837403 .1 - -1699225 15 
-- - · ------·

·
-
-r
-

-
Secale cereale Rye __ -~ _S~c _c~~01 , _ Food Plant Secale Sec c 20 lgE plus basophil+ or SPT + 29 AA837406.1 1699228 15 

Secale cerealo Rye -t_Se_c:_c_3f!:~!01 _ , __ Aero Plant 26 75198875 

Secale cereale -~~ ____ __ Una_5!il~ned Aero Plant -~-~e!;~t!;~;Y: ~ _d-jf fJ [~~1:::~~:~:;;•_ F . --520 
I - ----•---CAH92630, 1 55859456 

Secale cereale ___ R_ye__ ___ ~~a.ss~ned Aero Plant 518 CAH92627.1 55859454 - ------ --· 
Secale cereals +--- Rye Unassig~n_e_d_+--- Aero Plant Secale Sec c 5 I lgE but no biological test __ 16 Q7M263 75140047 

- -- Seca_le cereale . C -·- R_y~ _ _ 5!_~~.:_D-~g~_ Food Plant Secale Set t 5 lgE_ but no biological test 292 CBG76811.1 332205751 12 

Sepia esculenta cultle_~~h Unassigned __ ~ Food Animal Sepia tro_~on,_yo_sin _ _ lgE but no_ biological test 284 J 8AE54429, 1 83715928 7 

-~i~~~~-i~ ~~ss~~_ia~a ·.- --- -~ i~~~ - reef s~qu_i~ U~assi~_ned Food Animal - - - S-e-pioteuthis tropomyosin _ __ lij~ but n~ bio~o.Q(c_~~~-~-'- ___ .?B~ _J-_ eA~s4430,!_ _ _ _____!5~7~~-~~~- ) 

Sesamum indicum Sesame .unass~ned Food Planl ---··-·-- ---- -- _ ll!E but no biolo~icalJ_e_~ -- 345 AC855491.1 _____ 1_71~~~2- 16 

Sesamum indicum Sesame ----Ses ·- i 1.0101 Food Plant Sesamum Ses i 1 tgE but no_biological test 153 AAK15088.1 13183175 -- - -- - .-
) 

Sesamum indicum Sesame ~-- Unassigne~ - · __ Food Plant Sesamum Ses i 1 _ _ lgE but_no biological test 153 ACl41244.1 209165427 10 

Sesamum indicum Sesame ! Ses 12.0101 Food Plant Sesamum Ses i 2 lgE but no biological lost 148 AAD42943.1 5381323 7 

Sesamum indicum Sesame iSes 13.0101 Food Plant Sesamum Ses i 3 n E but no biological lost_ 585 AAK15089.1 13183177 
Sesamum indicum Sesame _ _.1 ~.e!_i~'.~~0_1_ _ _ -:___ _ 

j 
13 

31 Sesamum indicum Sesame __ _ _ i - _ _y~~~iined : __ ::_ :-~:~~: _ - t~ - --~~-~f flf~::~ __ --- lg~:~:;::~~::::: ~ 1~09~5:s::3 10 

Sesamum indicum Sesame I Sos i 5.0101 

- :~!~~:~
--

- : 
---·· 

~= 
····-- ·-· 

Sesamum indicu~--- -• Sesame ----l . _ ~~:~i:;~t-__ ~:m:~12 i -=r----S••;;~.:~~ ~!.°i':o~n -- - -- l~~~i~~t ::,;~~::1~ij:_-· _ ::: --1 __ 15 

Sesamum indicum Sesame ____ _£o~_P(ant __ ·-i 
15 

Sesamum SesJ 7____ __ ___ lgE but _no biological test __ 497 

::~:~::t; 
AAK15087.1 13183173 

:::1m = 
15 

Simulium vitlatum black fly Venom or Salivary Simulium vit antigen 5 by similarity lgE but no biological test 277 ACH56843.1 197260686 10 

Simulium viltalum _black fly _ _ Unass_igned yeno~_?!_~_!ll!~a.ry Simulium v~ antigen 5 ~Y simila_rity _ lgE but no b1olog1cal test - ~ 277 ACH56844.1 197260688 10 

Sinapis alba White mustard Food Plant Si nap is Sj_n a 1.01 _J~E__p~u~ ~-a~ophd+ or SPT+ _ _ 1 ~5 __ CAA62909.1 1009434 7 

S !~a_p~--~lb~ White mustard Food Plant Sinapis Sin•. 1.01__ ___ lgE plus basophli+ or SPT+ 145 CAA62910. 1 ---• 1009436 

_ Sinapis alba White mustard 
! _ _ ___ -

Food Plant . Sinapis Sin a 1,01__ lgE_pl~~-basoph!+ ~~SPT+ _ - 145 CAA62911 .1 1009438 
--- -·--· ··- ·--·-·-

While mustard --- --food Plant , _ _ _ __ Sinapis Sin a _1:01_ lgE plus basophil+ orSPT+ 145 CAA62912 .1 1009440 --~S_in_a~pis ~~-• --­
Sj~~_!s_a_lb_a __ --i CAA62908,1 1009442 -~~WhWh. - !,t,•.--mm- uu- ••·ttaerrd~--=J ~ s ,n - a -1_-0_1_0_1__ _ FFoooodd PPllaanntt t---- - ~~e_i~ _S!n .a ~ ~O~ I .igE plus basophil+ ~r SPT+ 145 
Sinapis alba ! Sinapis Sin a 1.01 ---r - ·IQE-Plus b~soPhil+ or sPT+ - -1 45· - I P15322.2 51338758 

While mustard Sin a 2.0101 - ---~o~-~~!cl_nt Sinepis Sin a 2.01 11S globulin _._ lg~ elus besophil_+ or SPT+ 510 AAX77383.1 62240390 . ~(~clPi~-~-1-~a. 
Sinapls alba While mustard Unassigned Food Plant Sinapis Sin-. 2.01 ;·1s globulin lgE plus basophil+ or SPT+ 523 AAX77384.1 62240392 

_ _ _ ~inapis ~J.~8:- While mustard S_!_n_'!._?~01 _ _ ~ Food Plant -- -r 1 __ _ ..§!~~pi_~_~i~ ~-~·_01 LT~ _ _ lgE.but no biolo_?ical _test 92 ABU95411.1 156778059 12 

IAlhite mustard Sin a 4 .0101 Food Plant Sinapis Sin a 4.01 profilin . . _ _ ~.gE ~ut no biological test 131 ABU95412.1 156778061 12 - -~ ~i~.l~a .. 
Sinonovacula constricta Chinese razor clam Unass!~n-~d Food Animal --- - r - ·si~~~~~I~ t~P..?.~~(~ ~~_n.2_P.apert - . l~E but no ~io_lO_QiC_al_l~s~_ 284 ABU53681 .1 156145810 15 

. sOianuin 1Y-COPe"rSiCUm . -
Tomato Sola 16.0101 Food Plant Solanum lycopers1cum Sola 16 lgE plus basophil+ or SPT+ 96 

(Lycop13rsicon es_culantum) . _ _ _ _ 
Solanum lycopersicum 

r 
NP _001306883.1 985801667 17 

Tomato Sota I 7.0101 Food Plant Solanum lycopers1cum Sola I 7 lgE plus basophil+ or SPT + 115 XP _004229753.1 460367790 
---

16 
_(b)'.copersicon e_scu lentu~) - - -- - -

Solanum lycopersicum 
Tomato Sola 11 .0101 Food Plant ~"._~~um Sola 11 e I lgE plus basophil+ or SPT• 131 CAD10377.1 16555787 

_ (Lyco,eersicon ".'.'.'fil'.". ~L)'c 1) eswlentum) 
Solanum lycoperslcum 

Tomato Food Plant Sotenum Sola 11 prof1hn (Lye e 1) lgE plus basophil+ or SPT+ 131 AAL29690.1 17224229 
j lyco?ersicon esculentum) -1- -·-­

I 
Solanum lycaperslcum · - S-Olanum SOil i-2 eOta-fructOfuianosid;;;- -- - - - - ---

Tomato Sola I 2.0101 Food Plant 553 AAL75449 ,1 18542113 
__ (Lyco~cr~icon. esculen_tum) - ..... (~l£.!.~ - ·----· . __ __ . lgE but no bio~o_g~ ~~~s~--- . 

Solanum lyeopersicum Solanum Sola 12 Beta-fructofuranosidase 
Toma1o Sola I 2.0201 Food Planl lgE bu1 no biological 1esl 636 AAL75450.1 18542115 

(Lyco ersicon esculentum) (Lye e 2) 
Solanum lycopersicum 

Tomato Unassigned Food Plant '.~Y~~ ~ -- ~p~ 114 CAJ19705.1 71360928 
(~1trsicon esculentum) -~olanum Sola '. :_L~~ -j~~us _"._'.'•~phil+ or + 

Solanum lycopersicum 
Tomato Sola 13.0101 Food Plant Solanum Sola I 3 L TP (Lye e 3) lgE plus 15 

.. _ 
basophil+ or SPT + 114 AAB42069.

(Ly__copef!icon esculontumJ --- . - ---
1 1816535 

. -- · .
Solanum lycopersicum 

Tomato Sola 14.0101 Food Plant Solanum Sola 14 PR-10 (Lye e 4) lgE but no biological test 178 CAA75803.1 2887310 14 
__ (Ly~P.~~~~.~-s~ul~f!tl:!m) __ 

Solanum lycopersicum 
Tomato Sola 14.0201 Food Plant Solanum Sola 14 PR-10 (Lye e 4) lgE but no biological test 160 AHC06074.1 565380268 15 

_(Lycoperslcon esculentumJ _ 
Solan um lycopersicum 

Tomato Unassigned Food Plant Solanum Sola 14 PR-10 (Lye e 4) lgE but no biological test 160 AHC08073.1 565380238 15 
L co ersicon esculentum 
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solan~:•::::ngena _ . ::::: 
Solanum tubercsum Potato 

---~
I Unassigned 

~;:::::•n j ,' First Vers 

Fo:::~ant __ s~num mel:;::;ana So~ m_ 1 _ lgE ~~::::::~ii~::, SPT + . _[_ Le1;i:__r~ 1 1743~~9991 ~; 
Food Plant Solanum profilin-like lgE but no biological test 1 131 

a:::::~;
ABA81865.

. 
1 _____..,____]7416979 

Solanum tuberosum Potato l ~n~~-~i-~ned Food Plant S1:>lanum profilin-l_ike __ ~ I!1E _b~!-~'? ~.~~-l~~!~~E:_~t. - · 131 ABB1698S. 1 77999277 
Solanum tuberasum Potato l _ Unassign~d Food Plant \ -~ol~_':'u_m _§_~~a_t_1. _ lgE pl~_s_ b-~-S~J?-~i~~_or_Sf>}:+-__ 386 CAA31575.1 21510 

-~~l~n~_6i_Ui~~~ Potato l \ Un~-s~i~n~~ _ Food Plant r Solanum Sola t 1 I ~~-p~~~a-~~Ahil+ ors~,:: 386 ___ . . __2___~?~~ .. 1_ 21512 7 
Sotanum tuberosum _ -~otato__ Unassi~ned Food Plant - · 1 - -· Solanum Sola l 1 --~J>_lus. b~!op~il+ or S~T_+ . ___ 3~_6 _ __ ___£~7588.1 21514 __ _ -- ~- -

.~~~~~-~-~-~~-~s~."!: _ ____ _ _ Potato __ _l!nassiined Food--Plant .J Solanum Sola t 1 _ lgE plus basophil+ or_~PT+ 386 AAA33819.1 169500 7 

_ §_!>)~-~~':!1-~~~-~~o~-~ .-- Potato --+ Food Plant ------~_olanum Sola t 1 __ )g_E _plus_basophil~ ~-r SPT+ _ 

~2
386 

-r· 
P15476.2 158517845 

Solanum tuberosum Potalo Sola t 2.0101 Food Plant Solanum Sola t 2 lgE plus basophil+ or SPT+ 188 P16348. 1 124148 

_ s~.1~.n.umtuber~s.um _ Pota~o_ __ _1 Foo.ct.~"."!_ - t Solanu111S~ _____ _ lgEplu~basophil+.orSPT~ _ 1"20347.3 2014134~ 
Solanum luberosum Polalo Sola 13.0101 Food Plant Solanum Sola 13 lgE plus basoph,I+ or SPT+ 186 AAB63099 1 1575306 

_
j 15 

7_ 
- Sola~;;;;;t1Jberosum ·· -P~- Sola 14.0101 Food Plant l 

=s~i!~~;;f~:r~:~:1 
Solan~,;, Sol~ t 4---- ·--l lgE plus basoph,I+ orSPT•· -221 - BAAC4149.1 

1. -- s.:!At:i: ; 1:~~~ta G;,~::::i·;i~~ :h:il~ -i -i~~~~~~i ---- v.:::do~~:i.ry . -r ___ l -
·- S~enoe.sis gern_in_at11 _. _Troeic:al_Fire A,!11_ -·. 

::1f~~~:-:::t~::~::;:·-
r .. ·- . 

I~ --- - -~ 

- Venom-or"sali~~;y-_ . Solenops,s SJI g 4. Sol 1 ~ -- I lgE bul no b1olog1cal lest 

.L
I 

-~:~
137 

~ ~::~~~~{I: 
AAF65313. 1 

~--
-

-
994779 -- - 15 

2 2 
;:~~~~~ - r ~ -
7638030 I 7 

Solenopsis invicta Red fire ant Venom or Salivary ~ nopsIs Sol g 4 Sol 14 I tQE but no-b~olog1catlest"- - 137 AAC97370~1-- 4038411 

__ Solenopsisinvicta _ _ _ Redfireant Soli4.0101 --~!:_~o_mor __ ~_alivary _ S~leno~~~-[4Sol i4 '-~~butnobio_l_ogicaltest 137 --1- AAC97369.1 4038409 11 1 
.~.'?l~-~~e~i~Jn~.~c~a_ _ 

---= 
Red fire ant ~~~,-~i~ned __ _ve~om o~ Sa_li~ary l Solenopsis Sal i 1 1 I-~~-~~!.~.~ -~i~l~~i~al_.te_st 58 .L._ AAB36117.1 1336809 7 

--

--=~~f:~::::: 
Solenopsis _

:~::::: 
i_nvicta . ~~~-!i_r~~-n! _____ ~r:!~S_5_~'!~~~ Venom or S~i'!~_Cl.,__ 1 ·s01enopsis 501 i 1 - . lilE .. but no _~_io1o~i~al __ ~esl ... 25 I AAB36119. i 1336811 

~~;;!-~: ~~::::~~:_ ~:=~~~ : ~ 
Solen~p!i~ !nvicta _ _ ----~~d fire ant l 

1-- ~: _ --!:-
_ _ S_~IJJ.~~!Q~ _ --

_1:2;~~; 
~e!'o~ or 

::::~~
Saliv_a~. 

- r 
-

-=~ 
- -

.. 
-

:::~:~:H~1: 
~~~!nops!s Solj 

: 
_1_ 

-~--~-• .. -
_ 

-::;
l~E 

.:
~~~

:~ 
_

~~;:;~;::;;H:
no biolol!~c~! l~sl 

-;t~ 
346 AAT95008.1 

_ 
51093373 

mm! , 
7 

Solenopsis invicta Red fire ant Sol i 2.0101 Venom or Salivary Solenopsis Sol i and Sol r Venom allergen II I lgE but no bialo_:~~a~I~~•--· 136 P35775.1 549179 

Sole_nopsis inv_ic~a_ _ 1_ Red fire ant S0I1 3.0101 Venom or Salivary Solenopsis Venom allergen Ill -j lgE bu! .n~.-biol_o~j~~.!.t':.~!- _ 234 AA865434, 1 2293571 11 

Solenopsis richteri 

ii~:zi:'~
Black fire ant 

~:~ 
Sol r 2 0101 --V~nom or ~;~ a_ry_ Sole~op~1s Sol; ~~~ -~~-; - r ·V~~~-~11~;~~~1~ f 

~-=~::;,:~~;::~ 
lgE but no biological test 119 P35776,2 6136162 

~jF::u~:::=f=~::_- [-__ --~1 _ f~~;i~~~- 1 
1 :~~;,~~:; 

Sorghum halepense Johnson grass Sar h 2.0101 Aero Plant 

--t-- :::~!~~~i~~~;~;~::~n
Sorghum halepens group 2 allergen 

:=Fi:H~:~ii;~~:;::
lgE but no biological 

_:;;: 
test 

:~~ 
119 AIL01318 .1 

:;;~;:~!~ 
674275733 

:~ 
16 

~O!!!.hum halepense .Johnson grass Sor h 1.0101 Aero Plant Sorghum Sor h 1 lgE but no b1olog1cal lest 266 AIL01316.1 674275729 JS 

_ Sorghumhalepen••- .- - . Johnsongrass - ·~S~riiio20T - AaroPlanl - - -~ ___ Sor~~n,-Sor~1 - ~ ~=.1~fbutnob1olog1callesl _ I _266~~ 

f 
- - AIL013171 674275731 15 

_ Sorghum hal~pense. _ _ _ _ Johnson grass ____ Sor h 13 0101 Aero Plant Sorghum Sor h 13 lgE but no b10log1cal test L 422 AIL01320.1 674275737 1S 

So!ghum halepens• - - · - - - - Johnson grass Sor h 13 0201 _ __ Aern_Pla.n! __ ~ - -· - - So~i~i~0~ 1-3.---- -=--
_ Stachybotrys chartarum _ Fungus _ _ S_t.a ±_0101__ Aero ic:un~i. Stachybolrys Sia c 3 

=:,_ 
+ 

r- lgE but no b~oloical]~~I 410 AIL01~2i i .. _ 674275739 15 
·I-· lgE but no biological test 144 ACT37324 1 253970748 _ __ .14_ ·-

Slaphylococcus eureus Bacteria Unassigned Bacteria skin - Staphyl~c~us enterotoxin SEA lgEpl~ baSoph11+ or SPT + 233 - - 1 EsF:S- 1633233 

Staphylococcus aureus Bacteria l Unassigned Bacteria skin Staphylococcus enterotoxIn SEB I lgE plus basopM+ or SPT+~ 4 CAJ43561.1 8330824_9 __ 1_ 
.~!~P~Y!~c~~u~ . ~~~-~~. Bacteria Un~s-~~~~_e_d __ t- Bacteria skin Staphrl_oc_occus .. enterotoxin s~c __ __ !~~.but_ no _bi~l~~~~)~s~_ ----~~§_ P34071.1 --~~~~-~--, ~ - __ _ 
Staphyloco_~u~ aureus _ Bacteria -· Unassigned_ _ ~ -· Bacteria skin Staphylococcus enlerotoxm SEO lgE but no bIological test 258 P20723.1 _ - --~•M1•~-~~~--- _ 

__ .staphylococcus aureus M-~_!~l_!!ia_ __ ___ _ ~n~~~!~ned Bacteria skin Staphylo~o-c~u-s ·e-~Gr~1~~in TSST-1 - lgE pluS basoph~- or SPr+ 234 __ _f~_~e.~~.J .. _ 136457 

_ §!e~ph\jlium ca.I.~i~!~_ph!_ __ ~Q~-~ -_ . U~a~~.i~n~d _ ·--· Aero Fungi St~-mJJhyllum fflaJor 811;rg;~-a~ - lgE bUt no bIologIcal test ---

f 
137 AAT66567 .1 494?._Si~.?~ ~?._ 

Sle~p~ylium sp: ~~0~012 

+-
_ 

-
Fungus _ Unassigned __ _ : ____ Aero Fungi - S-te,;,j,hyhum ~aJof"-3tferQenalt~1-1;ko- - l9E but no b1olog1cal test- 137 - ABS29033.1 - ·~~~~?!>.~-. 9 

Stemphylium vesicarium ·- - ~·u_ngus Unas_5:~~~--- · ____ Aer~ F.1:-1~~~ _ slemj;h}'lium maJor"an11~Q;~ ;11 a1-hke 1QE bul ~o bi~iogicai1est·- - 137 · AAT66566.1 49476465 
StrClrlgyi~ides·· s·te~~r~liS Parasitic nematode Unassigned Worm (parasite) StrongyloIdes L3NleAg 01 lgE plus basophd+ or SPT + 229 AAD46493.1 5669875 

Suidasia modanensis ·--~ -i~e_____ _ --~~~.ssi~ne~ ':-_f:_rJ __ t.!.li~e ---·- ---~~!~_a_sia.putative no_t _ _offi~i~_l __ ~~l __ '!' __ ~-----j - J~.§ _b~! .. ~o bi~.lo~_ical_tes! 141 AAS75831.1 45738062 
. 

. . , 
Sus

.. 
.sc

~·-
.rofa 

:-
_ _ _ _ 

--r
I-

- -
___ _P

"• 
_iQ____ 

I 
I Unsssigned Aero Animal Sus Porcine Pepsin lgE but no biological test 385 P00791.3 118572685 11 

Sus scrofa Pt~ ---1~~~';-'S 08° 1:0101- ·Aer0Arliniai ___ - - SuS s se~u~ aib~~in- ---r r - - ·igE--b~1-~~ biok>gical teSt . 605 AA~~o-~.f!.~.~-M- - -:,~4318 ~ .. I 17 __ 

Unassigned Aero Animal -~-=~ ~~ ~-~;~-~!b~m~n-_~- _Ii~ but_~ .~o~(~J_ t;st · 607 N~~-0100520~_. 1 52353352 17 
Syrtnga vulgarIs LIiac ______ s1rv_ ~ .. ~~~1 Aero Plant .. __ _____ SV~in~~ S~r v ~ ___ ·-- j ___ lj_~ ~ut no ~io_loQical te~_t __ - -~-~-· P58171. 1 ~4~~38~? _ 

l 
! 

__ sxn~!!~-•~!!a,,. _ _ _ ~'!•c__ _syr_v 1.~101 Aero Plan.I --·• ·- ··--·--- _ Syrin!!.a. sxrv.1 ·--- _ 

I 
,._J~.E but no.biolo.~ical test . __ 1~5 S43242 __ 6 .. 31 9_.1.. 1__ 1

6 3191 2 1 __ Syringe vulgans LIiac Syr v 1.0102 Aero Plant Syringa Syr v I lgE bul no biological test 145 S43243 
Syrmga vulgans L,wc Syr v 1 .0103._ I ____ .Aero Planl . _ Syringa Syr v I . , lgE but no biological test 145 S43244 631913 7 

- -Tabanus yao - --- - ··H orse Fly Tab y 1.0101 Venom or Salivary Tabanus Tab y 1 Apyraso lgE plus basoph1I+ or SPT + 554 ADX7B255. 1 323473390 12 
-----T~biinusyao· .. Horse Fly -· _ T~b ;;·2.iff~,- ·veno.rn_!'~~~(lva,y __ . . - TabanusTaii y2-Hyaluron,dase -- lgE b~tno i;,;;iog,cai test 349 ADM18346.1 I . 304273371 12 
-- ·Tabanus yao ·1 ---H~;.; Fly Tab.Y. 5.010.1 Ve_n".m or~•~~~ry TabanusTab v·s -- - - igE but no b1ol~g1cal lest .. _ 256 ADM18345.1 -304273369 12 

·--· T~n~briO" rTio1iioi- . ·--·· v;1ioWmea1WOrm Unassigned Food insect Tenebrio mohtor tropomyosIn mealworm lgE plus basophII+ or SPT+ 284 QBM01048.1 1591440921 20 
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. ~p~ci:~--·l _First Vers 
IUISA Allergen Type Group Allergenicity Length Accession GI# 

ion Co~~n - - ·-- ---
Thaumetopoea pityocampa _ __ Pinl:J moth Th.a.p ~ ~01 Contact - - ~•~"'!"t~pc,e~_Iha_p 1 full length . 

J 
·- -- lgE but no biological test 126 ADK47876.1 301030229 12 

Thaumetopoea pityocampa Pine moth Toa p 2.0101 Contact Thaumetopoea Tha p 2 lgE but no biological test 115 P86360, 1 408387552 14 

1056731906 e~~-I'.)-~~ P.il.¥.~~ampa __ --- ~J~-~ CEE03319.1 _!_h~~'!1_ - 104 moth U_~a~~i~n-~d __ ··---Contact _Tha~~-e-~~-p~e~--~~_p __ ~ I~~ b_~~ no biol~~\'31I ~est 18 

,:-~eum_etopoe_~ _~ol_ita~ia 

- t 
_ - ··------ ·- l-! -. Un~~~~~~-~ Contact Tha~'!'~t.op~_~a--~~!l _ _e 2 , lgE 

.r 
but no biological test 100 CEE03318.1 

_1i::m~~9 _ Therag_ra __ chalc~gramma ~!ask_a_ Jl~Jl~ck -- Unassign~d _ Food Animal Theragra parvalbumin lgE plus basophil+·o; SPT+ I 109 AAK63089. 1 1 18 

Theragra ~lcogramma Alas~a;_Pf:ll~ck _____ ~ Unassigns~_ Food Animal -· Th~rag~ .Parvatbumin I __ lgE plus besophil+ or SPT+ 109 AAK63088.1 14531018 
Thunnus albacares __ _ ! ~!!.~~ ~u~a ___ Una~~igne~ Food Animal Thunnus Thu a 2 enolase J~ _li~_plus b_as~~~_il_+ or _~~'!_+ 12 P86978.1 576011132 15 

Thunnus albacares Yellowfin tuna Thu a 2.0101 Food Animal Thunnus Thu a 2 enolase 5?sofr129 -
- -------- - - --- -- ------- ·- --------·-· - - ------- -- l l_g~ pl~~-b~sop~il~-~-r _S_~T~ 432 IOJ1J1.1 -1- 15 

. -· 
Thunnus albacares Yellowfin tuna ~ nassigned Food Animal 1 Thunnus Thu a 3 aldolese lgE plus basophil+ or SPT+ 364 CAX62602.1 291195949 12 

Thunnus albacares Yellowfin tuna Thu a 3.0101 
---·-· ---- ··----·-

T odarodes pacrficus _ .. J_aeai:e~~ ~i~~ -~-i~ _ ~ __ Unassigne~ 

~!!~~~~~-s jap~~~~~- Japanese ryors~ mackerel  ~nas~i~ned -~ 

T res us keenae Unassigned 

r. __ . 
Food Animal 

--r~
I 

-
Thunnus Thu a J aldotase ·- lgE ,eius_ ba._•.o._phil+ o_rs_.PT+ 37 i _ _ P86979.1 576011088 15 

BAE54431-1 Food -Animal j 
t- 284 .. 
_ _ p 83715932 To~al'odes_ Tod 1 .1.·.- lgE bu.I n.o ~ological test 107 

i 
Food An im~!_ I Trachu~s parva_l_b~_'!'in lgE but no biological test BAE46763.1 77799800 I 
Food Animal Tresus troporn1"sin_ lgE-but no biologicit.;~j ·- F284 BAH10155.1 219806600 10 

_ Triaton:,_a_ protracla __ _ - W~stetJnenose -- Tri~_p ~-~!P1 r v~-nom_o_rS-;j,vary _ __ _ __ !_r~-~<:~a_T~~ _e __ 1 . !~~~-~t no b~~~O_Qical test 169 AAF07903.2 15426413 
Trichophyton rubrum - ~ungus ~j Tri r 2 0101 --- Contact ~-! !i~h_ophylon (A_rthrodarma) Tri r 2 __ _J_ _ l!JE pl~s bas~phil+ or SPT~ 412 AAD52013.1 5813790 

I 
----- - - --

-1 
Tric:hophylon rubrum fungus Tri r 4 0101 Contact Trichophylon tri 4 alleryen (Arthroderma) ! tgE plus basophil+ or SPT+ 726 AAD52012.1 5813788 7 

_ ! ~~h~_p~yt~~ ~~ho~_nleinti Unas_-!1g_ned Co~a_ct __ Trichophyton (Arthco~_e'!"•U•~~ ~- . ljjE plus basophil+ or SPT + 405 Q8JO,I7, 1 _ ~ 74663809 12 

.. T~i?~~.?.hyt~n schoe_n.l~inii ____ Fungus _ _ ! Unass1~ned _ _ Con~a~~ __ Trichophyton lri 4 a_l!!'IJl°.~{A_rth~d~r_ma) _ 726 CAD23374.1 23894227 7 
IQ_E. p.lus __ ~~~-~p_ry. ii+ .. ·o.~-~~T+J I 

- Triticum aeslivum Wheat Una~ ~~.'~_ed _ __ Food Plant _ ---------- ~r!l_i_~-~'!! ... T_~_l!_'!i!-.I~!ml!~se_ inhiblt~r __ l!IE _ _e~~b~.s_ophil+ or SPT + . 113 _ ) P24295.2 417370 11 
.. -

Triticum aeslivum Wheal Tri -a -40.0101 

-r 
- Aero Plant - ---Triticum ----aestivum -·-- Tri a 40 l.9_E but _no .!>_iolo~ical tes( . .. ·I· CAA42453.1 21711 - - - -- - 143 

Triticum aeslivum Wheat 

Triticum aestivum Wheat ;~: 
Unassigned 

:~ !;~; --}:~:~t: 
Food Plant 

____ _ 
Trilicum aestivum Tri a 40 

- -
l~E ~~t -"~ bioJo~ci:1I._t~~t _ 143 ACG59281 '.1 195957140 10 

··-
Triticum aestivum Tri a 41 lgE b.ut no biological tesl __ _ J 60 AKJ77988.1 f .827354845 16 

Triticum aestivum Wheat Triticum aestivum ----Tri a 42 lgE but no biological tesl 76 AKJ77986.1 827354790 16 

Triticum aestivum Wheat Tri a 43 0101 - Aero Plant Triticum aestivum Tri a 43 ___ !~~- - _ I 108 827354822 16 - - ~uJ no biol09i~al tesl AKJ77987.1 --
Triticum aestivum Wheat _ _ ~ Unass1~ned Food Plant Triticum aestivum Tri a 44 l~E ~u.t ~o_ biological le_st . 94 CAl64398.1 66840998 

- · ·--- ----- -- -··-·· 
Triticum aestivum Wheat Tn a 44 0101 Aero Plant Triticum aestivum Tri a l~E bu_t ~ -~~ol_o_~~!._!~st_ ·--_

i 
- •10-;··- AKJ77990.1 827354912 

L~ 
,I - 16 

Triticum aestivum Wheal Tn a 45.0101 Aero Plant 

44~----~-I-
Triticum aestivum VVheat Gliadin 

Triticum aestivum Wheat ___ .~~ass~~ne~ Gliadin 

;~::~: :;~;~:::u::i~ ,~:~~;~ :;s~-~~~:·~i~+-- 1 AKJ7798S ,1 827354784 ' 16 

---·- -- -- -- --- ----·--·- I- _____ 
1 8 

30~ CAA35238.1 21673 

_!~ilicu;,, alp_~albet~ 1J_l_i13.di_n ~~f:_p)~s ~-~sophi_l-+: or ~P,: :'.. 286 CAA25593.1 21755 
Triticum aestivum Wheat Unassigned 

~:::::~
Gliedin 

--_ _(-
, 

~:::
Triticum 

::~::::::
alpha/beta 

::::
gliadin 

::::~= ·- ::~::~:::::::::::::~: 
lgE plus basophil+ or SP-2:..__ 

--~: 
296 CAA26383 .1 21757 

Triticum aestivum Wheal Unassigned CAA26384.1 21761 
Triticum aestivum Wheat Una~si~~~~ _ CAA26385.1 21765 
Triticum aestivum -- ________ .. Wheat _ _ .unassigned __ Gliadin __ Triti~L_J_IT\ -~_!p!'alb~t~~iadin. lgE plus basophit+ or SPT + j 318 __ , __ AAA34275.1 17071 D 

Triticum aestivum Wheat___ _ _ _Unassig~ed Gliadin Triticum alpha/beta gliadin lgE plus basophil+ or SPT+ 291 AAA34276.1 170712 

Triticum aestivum Wheat . ~~a~~-i-~ned __ 
Triticum aestivum -+-----Wheat _ Una~sign~_d _ _ ~:::::~ - ~~:::~~::~~~~~ ~i~:r~ ----_ -_ -- =~f ;:~:-::;;~~~~~m-} ::: ~~::;~:: - -}m¾i-
Triticum aestivum Wheat Unassigned Gli•din Triticum alpha/beta gtiadin lgE plus basophil+ or SPT+ 262 AAA34281 .1 170722 

--+--­
Trilicum aesti vum Wheal - ! . Unassi~ned Gliadin Trilicum alpha/beta gliadin lgE plus basophil+ or SPT + 297 AAA34282.1 170724 

1 
Triticum aestivum Wheat U~~~s_i_!lned Gliadin ±n!itum alp_hlll~i• ~liadin ~ ~ l~E plusbas~phil+ or SP-r+ 282-- - AAA34283.1 170726 
Trlticum aestivum Wheat .. __ __j _ _ Lj~a~i_2_ned Gliadin ._ .!':i~un1 alp_h~b~!~ gliadin l~E ylus_~."_SOjl_hil.:t:.or~P-r+ 186 - - AAA342841 ·-···-·------ ·- ·- -- r 170728 -
Triticum aestivum 
- -- Wheat _ _ - ~~!lssigned _ Gliadin J Triticum alpha/beta 9!i~din _ __ l~E plus ba~ophil+ o~ SPT+ 

-G 
259 BAA12318 1 1304264 7 ------- -·-

TriHcum aestivum -Wheat - ~------ Una! ~i~~ed Aero Plan! 

l 
i _ _ T! il!~u~ -~akf:~~ ast~m~-~~~~~!1 't1 ___ ~§__~_~t _n~ bio~~!1ical _te~t___ - -~I__ 

1 
. P81496.1 3913017 7 

TriltcUm .. aestl-vum Wheal Unassigned ·---~-~~-~!a~!___ Triticum Hour Glutalhione T~~~f_!r_!~e__ lgE plus basophll+ or SPT+ 222 1 ACE82289.1 C 190684057 11 
. -· 

Triticum aestivum Wheal Tri a ie:0101 Food Plant Trilicum omega-5 gliadin Tri a 19 lgE plus basophil+ or SPT+ 43g BAE20328.1 73912496 
Triticum aestivum Wheat _Un~.s~~fl~~-~--­ Food Plant __ T; i_l!~~-~~j_a_:~~li~d~~ :1:ri a 19 ~ ~Q.~ .. el~s _b~-~P.~~I_+ or_SM~.'..~ 359 CAR82265.1 208605344 10 

Triticum aestivum -------Wheat ' Unessi_~,ne_d __ Food Plant '!"r~t_icu~_o~!1j~.:_5 JJ_l_i!~ !~ a 1~ !. l~-~?l~s ~as_?e._~1!:_or_~ ~T~ CAR82266.1 ~ 272 208605346 10 
TritiCu-ma e-stivum Wheal . __ Unassigned .. Food Plant __ _!~i~i~~~ -o.":e~a-S_~liad~n Tri•- ~~-- .J _ 1~5_p~u~_b_~sophil• or SPT+ 346 CAR82267.1 208605348 10 

Triticum aestivum VVheat BAN29067.1 508732623 15 1 1
Triticum aestivum -- -----·----Wheat - ~~::::}:~ _, Fo~l~•:::nl . Triti~[~li~:ii::_;_;;~~:;~.~cdtr_:;.:1 :;.,t~i~ f - ~1:t::t::•:~~~;~i;:i::~• -·· ... -it~ CAl64397.1 66840996 
Triticum aestivum Wheat uu:nn_a.•_•.~·g- nn-•.- ~~ ~--fF0_0·.~·pp·i_aanntt - ! rit~C.~'"!1- ~.!r!.~_e ~!~~_?_xypeptid~se II ~q-~-- ~u~!1E_~~o~o~!~I _t.~~t 260 CA164396.1 68840994 
Tritlcum ·aeStivu~---1--- --,Wheat 85519 00 1

L 
u u Trltlcum serine carboxypeptidase II lgE but no biological test 444 POB819_2 125987805 10 

Triticun, aestivum Wheat ·-- ·- l:J!'~ssi_{Jned F~ad_PJ~_nt Tr]ticum Theumatln-like ~~but~~ bl?~OQ \~\ .t_!t_sJ� 173 P27357.1 135917 12 --·--
Triticum aestlvum Wheat ___ Unass

.- i--;:::1~
i

Triticum aestlvum Wheat Tri a 12
Triticum aestivum Wheal 
Triticum aestivum Wheat 

:
gned 

.0103 ·-- ·- -· ··-·-----· ~~; -·-- ·-
Food Plant Trilicum Tri a 12 lgE but no biological lesl 131 ACE82291 .1 190684061 11 
Food Plant Triticum Tri e 12 . I~~- b~~ ~~ -~-i~I~~~~ te st 131 CAA61945.2 548948852 ·------ · -····-·· -··--- ·- -···-- 14 

-
Food Plant Triticum Tri a 12 lgE but no biological test 131 CAA61943.2 548948848 15 

Food Plant Trlticum Tri a 12 lgE bui' ri'a biological,.~; 131 CAA61944.2 548948850 15 
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One manual entry 

Species Common IUISA -Allergen ~ Type I Group Allergenicity Length Acussion GI# -~ 
~:: ::::::~: :~::~- -_:--1--

L_._... 

}~: ;:-!;~~ ~- ::-~11~/--
ion 

-1-- ;~:::~: ;~ 
~~.!l"_um 

::!-- ::: :~: ~: ::::::::::::: ;:; ~:~~;::~:; I :~ 
_Triti~~ITl- .._ ____ Wheat 

1-
Tri a 17.0101 Food Plant Triticum Tri a 17 _ l9_E_elus_baso_p_~il~ or~PT+ 509 6GER~A 1540347~25 

!~;:::::: 
L 19 

Triticumaestivum Wheat - _ynaSs~ne~--= _-- Guadin TritieumTria20 . lgEplusbasophil+orSPT+ 302 AAA34272.1 1~07~2-_ --1' 7 

Trilicum aestlvum - _wWh __ -~e.-•.- tt - -- -1----UUnnaa••_·. __ ,,ggnn_•edd L ___ GG_1111aadd,,nn_ Triticum Tri" a 20 - igE P1~~--b~~~Phi1+·0~ SPT + 291 -_I AAA34274.1 170708 
Triticum aestivum _ _ Trilicum Tri a 20---- - -

r 
lgE- plus basophil+ or SPT+ 251 AAA34288.1 _ __J 70_736_ 

~ri_ti~f'!'- ~~livury,__ Wheat Unassigned_ ~ Gliadin ..•.. T!i~!~!!' Tri a 2~ _ 

--i 
. _ 

-
_l9E _eJ~J_ ~~~ph!!!._ O_!.~.P.T + 327 AAA34289.1 ,_ 1 ! 0738 _ 1 7 

1063270 Triticum aestivum Wheat _ Unassigned .. .. _ Gliadin Triticum Tri a 20 l~E plus besophil:t or SPT + 279 BAA 11251.1 
Triticum eestivum Wheel Unassig~ - Gliedin - -- TMticu~-Tri a·-20- - - · J lgE plus basophil+ or SPT+ 285 CAl78902.1 62484B09 1 
Triticum aestivum Wheat 

I 
Tri a 20.0101 Food Plant Triticum Tri a 20 lgE plus basophil+ or SPT+ 279 BAN29066.1 508732621 

Triticum aestivum ·----Wh8at Tri a 21 0101 _ _ ,_ ---F~~d Plant Tritic_um_ T __ ;_i·a_-_-2_-_-_1 __ a __ l_p_ha_~_b_;t __ a_-_gl_iadi_~--- lgE. but no bio-logical test , 281 CAY54134.1 283476402 ;i
5 

~~\~i-~u-~ -~~i~~---- ·--- ----whealc==1-- . ___ Tri ~~5-01_0~ ~ -~-- -Aero-P1~nt _______ }_rlti~_u_~ .I~! a 2s - _ -- -~ij~i_ui~-o--bi~J<:>!3!c8i 'i8St -- --8~_23_50_ CAB96931.1 8980491 

rs 
Triticum aeslivum Wheat Unassigned Food Plant _____ Triticum Tri a 26 ___ lgE _p_l_l!s_ ba_s_o_p_h_il_+ or S __ P __ _ T+ _

+--_ 
CM43331.1 21743 

T~iticum aesl-i~;----- --- _ ~heal - ~nass~ne_d _ ~ood Pla~t ____ ·1- - Triticum Tri a 26 lgE plus basophil+ or SPT+ - 648- T I CAA31396.1 21751 

Triticum aestivum ___ Whea_t ___ _ __ Unoss1_!!n•d_ Food Plant Tritieum :rri~6___ - lgEpl~s ba,;;,phii+ ~, SPT•- 660 CAA26847~1-- 21779 

Triticum aestivum_c__.;__ Wheat ~ gned Food Plan! Triticum Tri a 26 ~ plus basophil+ or SPT+ l_ 39 CAA24934.1 21793 ! 7 

--~~~~~": .. ~!~t~~~m ________ Wheat ~~-a~~~~- 1------ !_'?o~.f>~a.~I ---- ~r~~-~~_!r( a 26 lgE plus basophil+ or SPT+ 70~_ --~~~~~~1.1 220_9~ __ _l !. 
Triticum aestivum Wheat -{- u_-~~~~~- -~-~-~- -- - Food Plant Triticum Tri a 26 . - ---~1-=i~~_-_!'_ (U_s· ba·s_o~_Phil+ ~r-S~_T+ 815 AAB027881 170743 I__ 

-~-t!~~~ aestivum Wheat ____ . _ _ UnassiQ~~-d _ Food Plant Tritlc~'!:i.!ti .a_~6___ __ _ __ I~~ plus ba~C?P~i!+ ~r ~~! ~ ---838 CAA27052.1 736319 
Triticum aestivum Wheat J __ Unassigned Food Plant 1- Triticum Tri a 26 lgE plus basophil+ or SPT+ 101 

--1-
CAA24933 1 897811 

Triticum aestivum Wheat l __ . ~na~s!gned Gliadin Tritlcum Tri a 26 -- - 19E Pius basophii+· or·s-p,=-; 794 BA!,12906~.1 508732625 15 

~TriiiC~~~~~l~vum _ _ . Wheat Tri a 2~.0101 __ _ ·- _ Food Plant ~ I~i~~,it~-26- lgE Pi~S b_asoPhil+_or_SPT+ 848 ~~~~~~ ~-- 288860106 15 
Triticum aestivum \'Vheat 

t 
Tri a 26.0201 Food Plant Triticum Tri a 26 lgE plus basophil+ or SPT+ 795 AAZ23584.1 71084277 15 

Triticum aestivum Wheat Una~s_!_ln_e~ Food Plant 

1 
Triticum Tri a 27.0101 Thiol reductase lgE but no biologica~ 203 BAC76688.1 30793446 7 

Triticum aestlv~;;;-- Wheat Tri a 28.0101 ____ -Fo..;d Plant Triticum-Tri-;;U - - --- lgEbut no-bi~i~gicaltesi_T_ 119 CA184642.1 - --- Sfi841026 
Triticuni"aei"tl~Um - Wh t 

--Tliiicum a~stivum w~::_t __ -- -----
. 
-

u . d Aero Plant - - Triti~u-mTri ;29·· igE Pi~s-b~;oph~ -~;: sPT+ --- ... 145 CAA3559-8.1 _____ 21701 

~J-;:f~;~~cf1e()1" Aero Plant --- - - -Triii'CU"m Tri a 29 ... --·r -1g·E·p1u·sti·asopi,;i~ 0~ SPT+ -- ·120 ·-·-·1-- -CA2760s2~---· 253783731 11 

Triticum aes.tivum Wheat Tri a 29.02_~-~- ... _ __ Aero Planl ---- - -~------ :r"ritiCum Tri a 29 lgE pluS ba-soPhil+ or SPT+ · 120 cs.A.13559.1 2834658_~? ___ _ 1; 

Triticum aestivum Wheat Tri a 30.0101 Aero Plant - -Triti~Uni Tri a 3() lgE .plus bas~phil+ or SPT+ 168 CAA35597.1 21713 7 
Tniicum;~;t·iv~~ -- .. ----- Wheat Tria~ci101 - ~ Aero Plant ___ -_ TriticumTri .a31 - .. -1ge·b~1 ·~~b~1~Qical~ -·2si·- "cAC14e1i1- . - 11124572 7 

Trilicum aestivum Wheat ~na!s!2_'!~~ Aero Plant Tnhcum Tri a 32 Perox:tredoxm lgE plus basoph1I+ or SPT+ 218 ACE82290, 1 190684059 11 
- - ·r"ritic~aeSt~m-· Wheat Tri a 32.0101 Aero Pl~nl - - - - -Tnllcu~-Tn; 32 -Parox1redoxi;; - lgE pl~baSOphtl+ or SPT+ -2,8 -i- -06W8Q2.1 75324900 14 

Trilicum aestivum Wheat Un __ ~_s_•---i-~n-ed --- t- -~~e!_o P~n! ~ ·- - - Tnt~cum Tn ~~ ?~ej~"a Pro_!_e~se ~~10;-i- ~Eb~I no b1olo~~test - ·-3-9-9 --,--· cAA?_2_¥'73.1 ·- 1885350 _____ - 1 

Trilicum aestivum ~----Wheat Tri a 33.0101 Aero Plant Trit1cum Tri a 33 Serine protease inh1bilor f lgE but no b1olog1cal test 398 CAB52710.1 5734506 15 

~!~~'!l_aestiv~~ Wheat -~+--7=~i_!t_14.~_1_~_1__ ~--_ Aer~ Plant --=--=:.. _ __ !ri~~~-~r;-ai4:~APDH -- - -~ I __jE ~u!_!!o b101o~~Ca1 te;, - _3_~-- - §A.276054.-1 -- . 253783729 11 
Triticum aestivum Whea! _ ___ ~nas~~~e~ Food !_!_a_n~- - _ . _ _ __ _ Tnt1~um Tn a 36 _ __ _ l!!_E bul no b10IOQlcal test 307 CAA31685.1 21773 
Triticum aesiivum Wheat Unassigned Food Plant Trit1cum Tri a 36 lgE but no biological test 356 CAA30570.1 21763 

~-
Triticumaestivum 

~~t~~-~1~~~------
____ 

:::: 
Wheat __ __ Unassigned

~~:::::~:: 
_ , ____ Glia~in_ 

~:::t ----1 
TriticumTria36 

_
, 

J~{~}~:~~:::H:~~
~~~-~~!~~~o__!_~i_!caltt!:.~! . ___ 304 _ AM34285.1 170730 

~ --t~~~~~~-- - t-: ~!:!::: ----~~mt 
~i:::~~::::::~~ -----~;;~;:: --_-- -~~:::l~::=t --~~~::::~~- -t---- - ~ffi:~~f~::~i- -- 1-- :~!-!~:~~::~:::~~:-i:~:-L~~t;-

I ::_ 7 

1 2
Triticum aeslivum Wheat -I Unassigned Food Plant 1- TriticumTri-;; 36 - ·-- lgE but no-biolosjic-;;i-i~sl - -- 276 - CAA59340.1 

~~~~:~~::; ~ 
I 

7 

:::::~ -, - - , 

886967 7 

Triticum aestivum __ Whe_a_t _____ Una~1gned Faod Plant ! Triticum Tri a 36 lgE but no bialcgical test 285 I 022108 +---------,5219081 

Tritic~'!'-":_•_l_illum _ Whea_t ___ _ _ UnasSl~ned _-_-_ _ tF_oo dd __ PP_~lannt_~-_ Tritieum Tri a 3_6 - -- 1ijE but no-bi;;-l~_gica~•~ 
0 0 

-326 
3!i 1

j CAl79052.1 --i- 62550933 
Triticum aestlvum Wheat Tn a 0101 _ _ Tritic~~ !ri_~ 3-~- ___ _llE _bu~ ~~~~~o~i~ _t~sl 369 ~ , AEH31546.1 I 335331566 12 
Triticum aestivum _ __ _ Wheat Unassigned __ _ _ _ __ g,l~ad~ _ _ . .!!i~~~_!,r!._a,_36 lgE but no biological tesl 283 _ BAN29069.1 508732627 - - f 15 

1 
Triticum aestivum Wheat Tn a 37.0101 __ 1 Food PlanJ_ ___ Triticum Tri a 37 alpha purolhionin --~~~ ·_but no_ biolo~ical test 137 CAA65313.1 4007850 14 

Triticum aestivum Wheat Unassigned Aero Plant TritiCUm "fri a· 39 ··s"eri1~: pro"teirlase illhibitOr.· lgE but no biological tesl 84 ABS58503.1 154101366 

f 
10 

Triticum aestivum Wheat Unassigned Aero Plant ··- -·Triticum .Tri a·3e ser'i~: proteinaieTrlhibitOi"- lgE but no biological lesl 84 P82977.2 122065237 11 

Trilicum aestivum Wheat Tri a 39.0101 Aero Plan! Triticum Tri a 39 s~~i7: _prolelnSse in-hibitor- lgE but no biological test 84 CCK33471 .1 ~ -~2~~~5_:___ 14 1

Trilicum aestivum Wheat Tri tu 14 Food Plant Triticum Tri tu 14 1 l9E plus basophil+ or SPT+ 115 CAH69206.1 84617221 19 
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One manual entry 

First Vers 
Species Common IUISA Allergen Type Group Allergeniclty Length I Accession GI# 

Ion 
Triticum monococcum subsp. 

Unassigned Gliadin Trilicum alpha/beta gliedin lgE plus basophil+ or SPT+ APY24042.1 1137166044 18 __ ae_gjlopoides _____ _ 
Triticum turgidum subsp. 

Wheat Unassigned Food Plant Triticum aeslivum Tri a 40 lgE but no biological test CAA34709.1 21916 
durum 

:.:~~i:M 
Triticum turgidum subsp. 

. -,;. 
Wheat 

1~;~; 
Unassigned 

__ j
Aero 

ii
Plant Triticum Tri a 29 lgE plus basophil+ or SPT + 

~~;
145 

_J 
CAA39099.1 21920 

durum 

Triticum turgidum subsp. Wheal -f CAA36063.1 21926 

CAA44473.1 21930 

Tyrophagus putrescentiae _ Dust l 

.~- ,,.;;~~;;~. 
l 

mite _ _ _ I_ Unassigned _ - - Aero Mite _ _ _ _ _ Tyr_ophagus BIC)-!-5-like lo~se -~roup 

,;~;i;~i~
lgE but no -~1-~log~c~ _les_~ 

J=r~ 
128 

~~,:
AA.X3405B.1 

- .~:::, 
60679592 g 

Tyrophagus putrescentiae Dust mite Unassigned Aero Mite Tyrophagus Blo-t-5-~ke loose group lgE but no biological t~ 138 AAX34059.1 60679594 9 

l)'~_p-~~~~-s p_~t~~cen~i~e. __ _ __D_ ~~!-~i!!__ !Yr p 28.01~~--- - ___ !',_e_~-~~--~- ,:-yrophagus P_':"rescentiae Ty,_ p_28 _ ~~E b_ut_!"_o_ bio!~~ica!__t~~- _ _ .6~9__ ~ ~~~-9~._1 _ _ _!~-~~~~-~-842 17 
___ Tyrophagus putrescentiae __ ____ D~~t mite__ _ _Tyr p 35.0101 . ____ Aero Mile -·· - Tyrophagus putrescentiae Tyr p 35 _ __ lgE but no biological test 486 A0075~96.! _ __1_0_55_~~~60 17 

__ I)'!o_p~a-~u~ pulresc~ntiae __ ~~~-t n-_:i_iJe . __ _ :ryr_p_36.0101 Aero Mite __ _ _ Tyrophegus putrescentlae_Tyr p 36 __ . lgE b~t no biological test 131 AOD75399.1 1055365943 17 

Tyrophagus putrescentiae C- _ ___ Dusi mite _ __ Unassigned_ _ Aero Mrte . ___ Tyrophagus Tyr p 10 tropomyosin j _l_~E __ ~ut_r,c>_b!~icai test_ 284 ABQ96644.1 148615631 9 

_!Y.~_~,!'!~j_US p~~~~centiae ---~usl mite ·--~n;JS~i~n~~- Aero Mite _ _ !1.~~E~~u~ .T~tJ? _1_0_!~.?.on:_y_c_~i~ _ l_i~ but no biological test 201 ABU974-79.1 ___ ~- _ _ !_~6~8_9_~~~~--- --

Tyrophagus putrescentiae Dusi mite Tyr p 10 0101 Aero Mite ___ Tyrophagus Tyr p 10 tropomyosin ___ 11'E but no b_io!o_g_ical_le_!I_I__ 284 AAT40866.1 ·---4-~~2_49_2I7: __ 
Tyrophagus putrescent,ae Oust mite Tyr p 13 0101 Aero Mite ___ Tyrophagus Tyr p 13 lgE but no biological test 131 AAU11502.1 51860756 7 

Tyrophagus pulrescent,ae _ _ _ Dusi mite _ _ _ _ _ Unassigned _ Aero Mite _ }X<'c£hagus I¥! p 13 lgE but no b1olog1cal test 130 ABM537511 121296~ 9 

Tyrophagus putrescentiae _ _ Dust mile _ _ Unassigned _ Aero Mile _ _ _ _ Tyrophagus Tyr p 13 lgE but-no-b1olog1cal te~t 131 - ABU97480-M - - 156938917~- 9 
__ :IJ!Oll_hagus p_u_!rescent1a~ ___ _ __ D_u~t m_il!__ _ __ _ !'tr p 2 01_!1_1 ___ !-_e~o-~!t•_ ~ TyroE_hagus Tyr p 2 -~§__but n~101oj~al tes!_ ·_ 14) = =-=-C~A73221. 1- · _ _ 2_182106 _ -- - 7 _ _ 

Tyrophagus putrescent1ae Dust mite Tyr p 34 0101 Aero Mile _Tyrophagus Tyr p 24 Troponin C _ _ _lgE b_ut no b,oio~cal le~ _ _ _ 153 __ _ __ ACL3~923.1 _ _ 219~-~ _ 11 
-_ !iropha1i~s putrescent1ae- o~;;i mrte - . - Tyrp 3.01_0} - Aero ~le __ ~- _ Tyrophagus Tyr p 3 lgE plus basoph1i+ or SPT+ 285 ABZ81991 .1 167540622 11 

_ Tyrophagus putresc_e~tiae _ _ ___ O_~s!__!!i~!-~- - - Unassigne~ Aero Mite ____ Tyropha_gus Tyr p B _ _ __ -1gep~S basop·h;i:;-~ SPT + 21B - - -AGG10560.1 4s221s22e 14 -

Ulacladium alternariae F~ Unassigned Aero Fungi Ulocladium alt a1-like !iE-but no -b101001cal test - 1 -38 AAT6sso7.1 - - 49476547 -- ·7 -
Ulocladium atrum _ __ F~_n_~~s ___ Unassigned _4 _ __ A_ero ~~ngi __ UJ':!~l~~~~!t a1-lik~---- lgE but no b1olog1cal~ 137 ~ 66091 4947655-,-- 7 

__ Ulodadiu,;;-~;p;i~-;--=-- ___ _ _ ____ _ U_nass~e? _ Ae!o£ u!'g1 Ulocladiumalta1-like lgEinrtrl0blOlog1calte~I • 1 134 ACH42144:1 - - -197110100 10 
Ulocladium chartarum _ _ ~~~~us __ u~~s~ed --p ero F~n_g1_ ___ Ulocladium alt a1-like -- 1ge-b~ no biol0Q1~al test - 137 · - AATs6s10 1 - 494-76553 -7-

~·_:]"f~~di~~~~C~.t . - - Unass!!I!'~~ _ _ Aero_F_LI_!']I __ __ ·

. 
=---=~!~_~!~~~~alt81~1ike ___ 1i~_!lut_l!o~10l0~1caltes~ ___ !37 __ ACJ65836.1 _ .i __...?15~~97~_!!_ 11 

- ~o_9_a. di.~_r:-_,~i£~sp. ~!-~1!1--~-· __ ·- _Una~s'ine~ - ~~o-~~- 1 ~l~~!~~~~~:~ l9Ebutn~b10log1caltest 138 AGC364151 441467668 _ ___ 18._ 
.. ~!~~aj_iu_~ o~d~~-~~i! _ _ Unass11~!~ _ _ __ !,ero !'_'!!lL _ Ul~_c!3diuf!1 __ alt a 1-li~e lgE but no biological test 

-·r 
13 7 ACH427 4l.1 197110098 10 

Ulocladium oudemansii Unassigned Aero Fungi Ulocladium alt a1-like lgE but no biological test 138 ACl44002.1 209363467 10 

_ Ulociadium sp._ CID262 ·-· _ __ _ __ Unassi~n_oj__ __ Aero Fun~• _ __ Ulociadium ail a1-iike ---_ -lgE _but no _t,_iolo!!_icai test _ _ . ~7 ___ ABQ59259.1 148357923 9 

Ulocladium sp, CID598 _ _ Unassigned _ -r . . Aero _Fun~( . T Ulocladium ail al-like lgE but no biological lest 137 AB059258.1 14!1357921 

_l!lo~adi~~-~e· CID~~ _ __ _ _ __ _ _ Unas_~ine_d 1-- __ Aero Fungi _ Ulo~l~dium an a1-li~~ - 1QE ·b;:;t no _bio10Qi~I test 137 ABC59255.1 148357915 

Ulocladium sp. HSAUP1144 Unassigned Aero Fungi Ulocladium alt e1-like lgE but no biological test 138 

f 
ACJ54737.1 213958825 11 

··--- ·- --- - --·· - - -- - - --- --· ~ -- - ---- - -- ---- --- ---- ·---- - - •----·-
Ulocladium sp. XGZ-2008 _ ,. I ~a_ss_l_!!n•~ _ Aero ~ungl _ _ Ulocladium alt a1-like ----+-_ lgE but _no ~io_lo~ical_t_est_ 1_3_I__ ACH42741.1 197110094 10 

_ ~l_o~~~~ ~P: ~~-Z:~011~--~ - :--~ Unassigned Aero Fungi Wocladium att a1-like I __ lgE .~ul no biological 1est 137 AGC36416 .1 441467671 16 

Urochloa mutica _-~- ~-a::_:-gg~::-

l 
1- -

_
-

__ 
~-:~ :~~~~ _ . _ - - ~~~~~_!~e_~nsi~ __ _ i lgE plu_~ basophil+_ or SPT + 262 __ ~~!3~~~3~ 161 aa48·5-5·2 20 

__ Va__c_hellia f~'!'_esiana _ _ _ Acacia (Vachellia) Aca f 1 _ lgE but no biological test 150 __ -~~-~?21~~·.) 914410006 17 
Vachellia fameslana Unassigned Aero Pl.ant Acacia (Vachellia) profilin Aca f 2 lgE but no biological test 133 AIV43662.1 -+ 7012251-96 - 17 

Venerupis philippinarum_ .~~---- _ Un~s~•llned Food_~~1~~1 _____ . Venerupis tropomyosin -~-- __ _ lgE.but no biological te:st _ 264_ 1__ _ 8A~1~~?.?_,_1 .±!_9~0~5?.3 _ 10 
Vespa affinis Lessor banded hornet Unassigned Venom or Salivary ~ a atfinis Phcspholipase A1 __ lgE plus basophil+ or SPT+ 334 PODMBS.1 576011175 15 

_ Vespa affinis ___ _ ____!:~ .s.E!~-~~!'.1.~9:~ -~~!n_et _Unas_~~~d_ _ _ _ Ve~~~ _0! Saliva I)' Vespa affinls Phospholipase A 1 lgE plus basophll+ or SPT + 334 PODMB4.1 576011171 15 

__ Vespa crabro _ ___ _ European hornet ____ _ _ Vesp _c 1.0101 _ _ _ 0 Venom or Salivary __ . ___ Vespa Vesp c .1 phospholipase __ _ _ lgE but no biological lest 1· :ioi - POCHei·i 313471397 12 
_ Vespa _crabro European hornet _ _ _ _ Vesp C 5.0101 Venom or Salivary . __ . Vespa Vesp c 5 a~~_'!'e_s.e_~~ __ . lgE but no blologfoal test_ 202 

·1-
P357B1 °1 549184 

··---· Vespa crabro . .. __ European hornet Vesp c 5.0102 Venom or Saivary _________ Vespa Vesp _c_S and Vosp m 5 _ __ ____ 1gE~p .. i.bu __ u t_b~aosb iohto~+-i_ca,I_SleP.•T(+_ -: - ~ 0_2-~ - · __ CPB3Y:s_7B2 i·_.- - · ____ 5:4?~,S. ____ _ 
19 5 0 11 0 357 8381

° 
6 1 

. Vespa magnifies___ Hornet ·l .•. unassigned__ Venom or Salivary Vespa magnifies Vesp ma 2 hyaluronidase _ __ ... __ -··· .L ___ _ . . .. _ .. .. _ _ ·---- . 315133295 12 

Ves~a -~ -agnif~ca_ __ Hornet !-- ~-~~~~_ned _ Veno~ or Sali~ary _ Vespa _magnifica Vesp ma 5__ lgE plus basophil+ or SPT+ 225 _ _ C_~-~ .3~~::! _ _ _ _ 31~801357 12 

Vespa mandarinia Wasp ' Vesp m 5.0101 Venom or Sali~ Vespa Vesp c 5 and Vesp m 5 lgE but no biological test 202 P81657.1 6138165 

Vespula flavopilosa ______ Wasp ________ '{~~-! .5..:_~_101 Venom or Salivary Vespula antige,n 5 Ves f, v, s 5 lgE plus basophil+ or SPT+ _ 

-~ri
204 __ _ _ P35_7B3.1 ·-- - -1 · 549189 

.Veapula gerrl1anica _ _Was~_ ______ _ __ Ves j ~0101 Venom or Salivary _ Vespula antigen 5 Ves f, v,_ s 5 __ _ lgE_plus basophil+ or SPT+ 204 P35784.1 549190 

-- - ~:::~:: ::~::~:::-- ::~ - - -- ~~:::::~:: ~:~:: ~; ~:::;:~- Ves~:::~~o:~l~~~i;:.~~1'.' ~~: ~v 1 :~~ ::~: :::::~::: :: ~:~: rt- 6~1im~:~·-· - ~j~-::~-. 
Richard E. Goodman, PhD 
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Species Common IUISA Allergen Type Group Allergenititv t_':"llh_ Accessk>n GI# t ir_si:~ers 
- - ------- - --· 

_- v;;p~la germanica - ~-- ~i!_SP __ U_n_a_ss~ig~n_e_d_ -+--- Ve_~~~-o~ ~~~i-~ary . . Vespule Ves v 2 ~~~~_p-~sophil+ ~~- ~.f:"!.+ 331 CAL59818.1 116174180 I - s· 
Vespula germanica Wasp Unassigned Venom or Salivary,__ _ ____ _ Vespula Ves v 2 lgE plus basophil+ or SPT+ 323 CAL59819.1 -- -,16174182 -r 
Vespula maculifr~_!l~ ,l__ __W_a•~P _ ___ _ Ve~~ _?~_Q1_p~-- Ver:~~-or Salivary y~~p_ul_~ ~~tiQen 5 Ves f, v, s ~ ·-·· lgEplus basophil+ or SPT+ _ __ 204 P35760.1 549191 

Vespula maculif~_~r::,_s __ · I· _ Wasp Unassigned Venom or Salivary _ Vespul~ anli.!Jen 5 Ves f, v, s _5 ________ l_!_E _p_lus baJ~~!I~ ~!. ~~!_+ 227 ABC73068.1 85681830 - -------· 
Vespula maculifrons Wa~p_ _ _v_~sp m 1.0101 _ .... Ve~~m-~rSalivary ____ . __ \fespula _Phospholipase_A1-Ves rrJ_v 1 _lgE plus bas~phil+ orSPT+ 300 P51528.1 1709545 8 

-- . -- ·- - ---
Ve~pula maculifrons. L_ ____ ~':'SP_ . Ves m 2.0101 ·• __ Venl:>_m or~alivarv __ _ Vespula Ve.s m 2 l:lyaluronidase __ _ lgE bul_,:io biological test 31 POCH89.1 313118253 12 

Vespula pensylvanica _ _____ Wasp____ Ves p5.0101 ___ Venom or Salivary .. Vespula anlijjen 5 Vesf, v, s 5 ___ _ lgE plus basophil+ orSPT+ 204 P35785.1 549192 7 - -r-··- ----- -· 
_ Vespula squamosa _ _ -~~--- Vess 5.0101 Venom or Salivary _ Vespula_ anligen 5 Ves_f, v, ~. 5 ___ __ lgE plus besophil+ or SPT+ ~ _ -- -~~-~786.1__ _ 54919~- -- _ _ _ 
Vespula squamosa Wasp V~~ s 1.0101 : Venom or Salivary Vespula Vess 1 phospholipese lgE bul no biological test 298 POCHB6.1 313471398 12 

Vespula vi_~l!a Wasp Ves vi 5.0101 
r 

Venom or Salivary - ~ Vespula_anligen _S Ves f, v, s 5 ___ _!i_~ plus basophil+ ·~-~-~~,:_+__ 206 P35787.1 549194 

Vespula vulg~r_i_~ _ _ VllaS_!I _ _ Vesv5.0101 Veno111orSalivary Vespuleanligen5Vesf,v,s 5 _ lgEplusbasophil+orSPT+ .. 227 -~~033301 ___ _ 162551 

Vespula vulgari~--­ ~e-~p_ Ves v 5 - t · . Vi_ri_~~-·or5aliVary-···--- .v;;p~j~-~-n·ii9eri·5 ·v·~·;r:;:·;·-5 lgE plus basophil+ or SPT+ 204 CA842887.1 --~~~~~~-
Ve~.~.~I~ vulgaris - ~~-~P_ _V~~~§_ __ __ Venom or Salivary____ _ __ Ve~pula anligen 5 Ves f, v, s 5 lgE plus basophil+ or SPT+ 209 1Q~~~A 11514279 
Vespula vulgaris Was~p ___ _ _ yesp -~-~101 __ Venom or Salivary Vespula Phospholipase A1- Ves m/v 1 lgE pl~~ basophil+ or SPT+ . __ "f~---. AAB480E:_'!.___ ___ __ 8_~7647 

~ spula vulgari~-- _ -~-a~~ ___ V.!_~~~ or Salivary ____ Ves_~ula Ves v 2 ·--· lgE plus basophil+ or SPT+ ·- 331 _ ~~9370.:.!._ _ 1346323 
Vespula vulgaris Wasp Ves v 2.0101 Venom or Salivary Vespula Ves v 2 lgE plus basophil+ or SPT+ 340 CAl77218.1 62147665 

_ _ Vespula vu_lg_aris Wasp __ U_r::,a_~_~i~ed Ven_om or Salivary _ Vespula Ves v 2 _ ·-- lgE plu_s basophil:t or SPT+ _ 331_ _ ~!-,TM_A _ --~~?-~~!1~3 8 
Vespula vulgaris_=_ r---·--wasP Vos v 3.0101 Venom or Salivary _ - ·vespula Ves v 3 dipoptidylpeptidase IV lgE plus basophil+ or SPT+ -- 7762r ACA00159.1 167782086 9 

Vigna radiata Vig r 1 0101 Food P_la~----- . Vig~a_llill_ r_) __ P_R 10 lgE but no biological test___ 155 AAX19889.1 60418924 7 
·v·,g r.2·.-_01·_·01 ·_~-- I 

Vigna ~a~iat~----- - mung bean . . Food Plant _ _ Vigna Vig r 2 _ lgE bllt_no -~i~-~~i~al_ te_sJ__ _ 453 ABG02262 1 106743976 115 
____ Vigna. radiata _ _ mung bea_~ _ _V_il!r2.0201__ ----- FoodPl~;;-t ____ - -- VignaVigr2 __ IJ!Ebutno~~!!'c•Lte_st_ 

+ 
_ 454 

- --
ABW235741 

--
.:_ 1_5B:iii1~ 15 __ 1 

Vigna "Vig r 6 Cytokinin-specific binding--·-
Vignaradiata mungbean ____ Vigr6~0101 FoodPlant ______ erotein _ _ lgEbutnobiologicaltest 

J_;_ 
155 BAA74451.1 + 4190976 14 __ 

_ Vigna radiata var

-=
. radiata 

-r 
____ 

_ 
mung ~e_an ____ _ Yig r 4.0101 Fo~j~-~--· _____ . __ __ Vigna Vig r 4 _ . _ ___ __ ~~-u~-~'? ?io~JJJ~! t~-~ 272 _ CAASOOOB.1 1000708 1S 

6 ndVigna radiate var, radiate mung bean Unassigned Food Plant ···-~~~~'.-~. r ~y!~~~:~~-specific bi ing lgE but no ~i~~o~-~~ 155 AOA 1 S3THRB.1 1559~~!38_ _ 20 _ 

:._ --~~"e_ Grape _ _ _ _ Una,;s1gned Food Plant Vitis _Lipid transfer protein P3 _ _ ___ lgE but no biological test _ 91 P80273 2 145559502 I 

Vltis sp. Grape Food Plant ________ _.Yi!i~!!_v __ 1 LTP __ lgE but no biological test . 37 ·_=- PP-8027:._ 1 - ~ --:-- ~ii211 !i 7 
38 33556

t _
1 462717

_yltis ~ =---- I ~ _ _ Grape Unassigned F£>~d Pia~- ·- Viti~ _Y\~..!.!:"!!:'______ _!~~-b~t -~~ bio~~J~!!~8_!t___ 

t· 
7 
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I. Objective of this report 

Examine the presence of particular proteins relevant to allergen risk assessment in samples derived 

from Bombyx mori using mass spectrometry (MS) data provided by Cambridge Crops, Inc. (CC) and 

analytical partners. 

A. Samples (information provided by CC) 

The following information was provided by Cambridge Crops. Samples sent by Cambridge Crops to their 
analytical partner at Harvard are below: 

• Pupa of Bombyx mori 

• Cocoon of Bombyx mori 

• Degummed Fibroin (partially processed product material} 

• Fibroin powder product (finished product material} 

B. Abbreviations used 

MS - mass spectrometry 

MWCO - molecular weight cutoff 

FASP - filter aided sample preparation 

TFA- triflou roacetic acid 

EiC - extracted ion chromatogram 

TM - tropmyosin 

AK - arginine kinase 

TR - thioredoxin 

CN - chitinase 

PM - paramyosin 

C. Notes and disclaimers 

This report describes the expert opinion of the author. This report should not be taken as an opinion as 

to the safety or otherwise of any product. Only the data analysis and interpretation were performed by 

Phil Johnson. I understand that Cambridge Crops provided the samples to the Harvard Center for Mass 

Spectrometry Proteomics laboratory, and that the Harvard laboratory prepared the samples and the MS 

analysis. The detail of methodology used for experimental work was provided by Cambridge Crops and 

the Harvard University laboratory. 

Proteins of interest were not selected by Phil Johnson, but were provided by Cambridge Crops after 

discussion with Dr. Richard Goodman of the Food Allergy Research and Resource Program at the 

University of Nebraska-Lincoln. 

Page 3 of 10 

000263 



II. Summary of opinions: 

Cambridge Crops, along with Dr. Richard Goodman, identified five Proteins of Allergenic Interest. Of the 

five proteins, only one is a recognized allergen in B. mori silkworms-the rest are allergens identified 

within potentially similar insects. 

It is my expert opinion that the fibroin powder product does not contain Proteins of Allergenic Interest 

that are detectable with the methods used under standardized identification criteria set by the Human 

Proteome Organization (HUPO)-Proteomics Standards Initiative (PSI). 
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Ill. Methodology 

A. Cocoon, degummed fibroin and fibroin powder product 

The cocoon, degum med fibroin, and fibroin powder product were prepared by CC to meet their own 

standards. I understand their methodology is described in the Generally Recognized as Safe dossier. 

Protein concentration of their samples was determined by CC using the BCA assay using 5% fibroin 

solution as a calibrant. For each sample, protein concentration was estimated at approximately 

14mg/ml. Each MS analysis presented in this report is the result of sample processing and MS of 

individual samples. For the powders and degummed fibroin these were individually weighed powders. 

For the cocoon, the analysis is of a single whole cocoon. 

I understand that the Harvard University laboratory performed the following: 20 µI of dialyzed material 

(protein concentration approximately 14 mg/ml for a total of approximately 280 µg of protein} was 

reduced, alkylated and digested under a total 4 µg of trypsin} using a FASP protocol. Samples were dried 

and resuspended in 30 µI of 0.1 % TFA. 5 ml ofthis solution was injected for MS analysis (Orbitrap Elite 

Hybrid Ion Trap-Orbitrap Mass Spectrometer using a WATERS Aquity column (#186008795 nanoEase 

M/Z Peptide BEH column). 

B. Pupa samples 

Three individual pupae were analyzed. Each sample was processed and analyzed once. Covaris DF buffer 

(containing urea} was added to a Bombyx mori pupa (sample 1 = 7.6 mg, sample 2 = 6.62 mg} to give a 

1% w/v solution, and sonicated using a Covaris S220 shearing device. Samples (1 = 76 µg, 2 = 66 µg) of 

the resultant extract were used in FASP and analyzed as described above. An estimated 2.5 µg of pupa 

material was injected. 

C. Source of data used in this analysis 

Raw MS data (Thermo.raw files} were provided by the Harvard laboratory. Table 1, below, shows an 

overview of the data files used in this report. Two separate sets of MS analysis were performed in 

separate experiments. In total, there are 3 MS runs of pupa material, 1 run of cocoon material, 1 run of 

degum med fibroin product and 3 runs offibroin powder product. These files are archived and are 

available upon request. 

Data file Name used in this Date of MS analysis 
report 

200204ASYSAM06609 Pupa-FT.raw Pupal 20200204 

200204ASYSAM06610 Cocoon-FT.raw Cocoonl 20200204 
200204ASYSAM06611 DegummedFibroin-FT.raw DFibl 20200204 

200204ASYSAM06612 FibroinPowderProduct-FT.raw Powderl 20200204 

200211ASYSAM06657 Pupa1-FT2.raw Pupa2a 20200211 
200211ASYSAM06658_Pupa2-FT2.raw Pupa2b 20200211 
200211ASYSAM066S9 Powder1-FT2.raw Powder2a 20200211 

200211ASYSAM06660 Powder2-FT2.raw Powder2b 20200211 
Table 1. MS data files and tissue of origin of MS data used In this report. Data generated on the two different dates were 
obtained using different protein load on column prior to MS. That obtained on 20200204 is detailed In Methodology, above. 
That obtained on 20200211 was obtained using a reduced protein load. 
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IV. Data analysis (performed by Phil Johnson) 

Data were analyzed using PEAKSQ version 8.5. Full settings used are available upon request. Data were 

taken directly from PEAKS, and label-free data was exported for analysis in MS Excel. Graph pad Prism 

wa.s used for generating figures. This report only considers data relevant to particular proteins (see 

below). Data for all proteins is available in a supplemental Excel file available upon request. 

A. Note on protein identification quality 

The -lOlgP score is a measure of quality of protein identification used by PEAKS software. The P-value is 

converted to -l0*loglO(P-value) to make it more immediately understandable. A more significant match 

will have a higher -10IgP value. Additionally, a P-value of 1% is equivalent to -10IgP of 20. This score is 

dependent upon the database used as well as the number and quality of peptide spectra. The number of 

peptides identified for each protein sequence is given here as an additional measure of identification 

quality. Human Proteome Organization (HUPO)-Proteomics Standards Initiative (PSI) demand at least 

two unique peptides for a protein identification. 

B. Proteins of allergenic interest 

The following proteins were identified by Cambridge Crops during their discussion with Dr. Richard 

Goodman. The proteins of allergenic interest were identified in that they are potentially allergenic. 

8. mori sequences corresponding to each protein of allergenic interest were identified by text search of 

protein name, and by BLAST searching to identify potentially unnamed members of the protein families. 

Analytical data pertaining to these identified sequences was used to prepare this report. Importantly, 

not all of the sequences included in this analysis are known or even suspected allergens. In this report 

we examine known protein sequences, related by function or homology, to these potential allergens: 

• Tropomyosin (TM) 

o TM is a cytoskeletal protein, abundant in muscular tissues. It has not been identified as a 

B. mori allergen but is recognized as a likely 'pan-allergen' in insects and shellfish. 

• Arginine Kinase (AK) 

o AK is involved in energy metabolism and is likely a component of all metabolically active 

tissues. AK is a recognized allergen in 8. mori and other insects. 

• Thioredoxin (TR) 

o TR is involved in redox signaling and is a likely component of all metabolically active 

tissues. TR is a recognized allergen in moth species, but not B. mori. 

• Chitinase (CT) (includes 'imaginal disk growth factor' and 'oviduct specific glycoprotein' which 

are homologous to chitinases and likely share function) 

o CT is involved in molting and development and is likely localized to tissues undergoing 

developmental change. CT is a recognized allergen in other insect species but not 8. 

mori. 

• Paramyosin (PM) 

o PM is a cytoskeletal protein, likely most abundant in muscle tissue. PM is a recognized 

allergen in other insect species but not in 8. mori. 
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Together, these proteins will be identified as "Proteins of Allergenic Interest." Only data pertinent to 

these proteins are discussed in this report. 

V. Results and Discussion 

A. Preliminary review of MS data quality 

Total Ion Chromatograms (TICs) represent the total amount of ions passing through the MS instrument 

and may be used as a measure of data quality, particularly with respect to chromatography. Maximum 

TIC (a measure of ion abundance from the sample) for all files was in the range 108-109 which is 

generally optimal. Peak resolution was poor but did not appear to adversely affect peptide and protein 

identification (see below). It is likely that quantitation of observed peptides and proteins by peak 

integration would be affected. Data presented here comes from two independent experiments, both 

showing poor peak resolution. The reproducibility of the chromatography indicates that poor resolution 

may be due to the nature of the samples and therefore difficult to avoid. 

B. Data overview - identification of peptides and proteins 

Table 1, below, summarizes number of MS2 triggers, as well as number of peptide and protein 

identifications. Number of identified proteins containing missed cleavages is also indicated. An FDR of 

1% (generally accepted standard in the field) is used in each case. Number of MS2 triggers was relatively 

consistent and indicates properly functioning MS acquisition. The number of identified peptides and 

proteins decreases in the non-pupa samples. The smaller number of peptide and protein identifications 

in cocoon, degummed fibroin and powder product are likely the result of decreased sample complexity 

(i.e. smaller number of proteins in the sample). Data from the second set of analysis (Pupa 2a, Pupa 2b, 

Powder 2a, Powder 2b) yielded higher numbers of peptide and protein identifications than comparable 

analyses from the first experiment (Pupa 1, Powder 1). This indicates that the adjustment of procedures 

resulted in improved detection. 

Sample #ms2 scans #Peptide- #Peptide #Proteins 
Spectrum sequences 
Matches 

Pupa 1 9013 3215 2544 730 
Pupa 2a 7243 3754 3193 1018 
Pupa 2b 6945 3569 2689 803 
Cocoonl 10804 2772 867 178 
DFibl 8689 1347 295 92 
Powderl 8252 688 166 87 
Powder2a 6352 659 202 135 
Powder2b 5746 712 197 140 

Table 2. Overview of data and database search quality. A false discovery rate (FDR) was set at <1 % throughout. '#ms2' scans 
is the number of times fragmentation and secondary scan was triggered. 'Peptide-spectrum matches' indicate the number of 
these secondary scans that could be matched to peptides in the B. mori sequence database. '#Peptide sequences' indicate the 
number of these matched peptide sequences. '#Proteins' indicates the number of individual protein sequences in the B. mori 
database to which these peptide sequences were matched. 
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C. Presence of proteins of allergenic interest in sam ples 

Complete information on the detection of Proteins of Allergenic Interest in each sample is given in a 
supplementary Excel file archived and available upon request. Summary of such information, showing 

on ly the highest-quality identification within each protein group, is shown in Table 3. A discussion of 

identified peptides and protein in each group of samples is given below. 

TM AK TR CN PM 
Pupal 237.67 (7) 318.42(16) 227.14(9) 348.47(13) 159.95(5) 
Pupa2a 236.16 (14} 289.72(15) 233.06(8) 229.73(13) 216.88(10) 
Pupa2b 225.47 (10) 238.37(10) 212.36(6) 246.08(15) 206.54(8) 

Cocoonl not detected 
("nd") (0) 

nd (0) nd (0) nd (0) nd (0) 

nd (0) nd (0) DFibl nd (0) nd (0) nd (0) 

Powderl nd (0) nd (0) nd (0) nd (0) nd (0) 
Powder2a nd (0) nd (0) nd (0) nd (0) nd (0) 
Powder2b 45.87 (1) nd (0) nd (0) nd (0) nd (0) 

Table 3. Identification of proteins of allergenic interest using data from each indicated sample (TM=trapomyosin, AK= 
arginine kinase, TR=thioredoxin, CN=chitinase, PM=paramyosin). Only the highest quality (highest-10lgP) protein 
identification for each protein of allergenic interest is given here. For a complete description of all proteins patentiolly 
identified in each sample, refer to the supplementary Excel file. For each pratein of allergenic interest, quality criteria for the 
highest quality identification among the sequences is given. The highest -10/ogP score (statistically derived measure of 
protein identification, higher Is better) is presented with the number of peptide matches to that sequence in parentheses. 
nd=not detected. 

1. Identification of Proteins of Allergenic Interest in the pupa 

Representative sequences from each Protein of Allergenic Interest were readily identifiable, at high 
confidence, in all three pupae samples. This high-quality identification serves as a positive control, and 

suggests that the methodology employed is capable of definitive demonstration of protein presence if 

proteins are present in the sample. In some cases, isoforms of proteins of allergenic interest were 

identifiable due to the presence of peptides that are unique to one or another isoform. In other cases, 

only peptides that were shared between isoforms were identified, therefore positively identifying the 
group of proteins rather than an individual isoform. 

2. Identification of Proteins of Allergenic Interest in the cocoon 

No identifiable Protein of Allergenic Interest was present in the single degummed fibroin sample. 

3. Identification of Proteins of Allergenic Interest in the degummed f ibroin 

No identifiable Protein of Allergenic Interest was present in the single degummed fibroin sample. 
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4. Identification of Proteins of Allergenic Interest in the fibroin powder 

(Mori Silk) 

Human Proteome Organization (HUPO)-Proteomics Standards Initiative (PSI) demand at least two 

unique peptides for a protein identification. That said, one of the three powder samples gave a single 

peptide match for a TM protein. A separate sample (powder 2a) gave a single peptide match for a TR 

protein. Further, these matches were of particularly low quality and depended on one peptide only­

which would not rise to the HUPO standard. This single peptide was further not detected in the other 

two powder samples, or in the cocoon sample. This further indicates that TM is not present at 

detectable levels in the powder product. 

The occurrence of the identified TM peptide in B. mori TM sequences is shown in Figure 1. The peptide, 

KIVELEEELR, is shared between all 8. mori TM sequences and could therefore arise from one, all, or 

some TM isoforms. The peptide is does not result from a trypsin (the enzyme used for MS sample 

preparation) cleavage at both ends. Were this peptide cleaved by trypsin, we would expect removal of 

the N-terminal lysine (K) residue, as trypsin cuts after Kor R except where Pis the next residue. In the 

vast majority of cases, the most abundant peptides and most reliable identification result from perfect 

trypsin cleavages. This further suggests that the identification of this peptide may not be genuine. 

Q1HPQ0-31TPM2 BOMMO MDAIKKl<MQAMKLEKDNALDRAAMCEQQAKDANLRAEKAEEEARQLQKKIQTIENELDQT 
QlHPQOITPM2 BOMMO MDAIKKKMQAMKLEKDNALDRAAMCEQQAKDANLRAEKAEEEARQLQKKIQTIENELDQT 
tr!B5TTU51B5TTU5 BOMMO MDAIKIOO!QAMKLEKDNALDRAAMCEQQAKDANLRAEKAEEEARQLQKKIQTIENELDQT 
tr!QlHPP71QlHPP7-BOMMO -~------mttrunqqgtiLD---- ~-----------------~-vLkKl(mrqtkeEmeky 
tr1QlHPP81QlHPP8-BOMMO --------mttnmqqgtiLD--- ---------------------vLk.KKmrqtkeEmeky 
Q1HPQ0-21TPM2_BOMMO MDAIKKl<MQAMKLEKDNALDRAAMCEQQAI<DANLRAEIOO:E.EARQLQKKIQTIENELDQT 

Q1HPQ0-31TPM2 BOMMO QESLMQVNGKLEEKEl<ALQNAESEVMLNRRIQLLEEDLERSEERLATATJ\K 
QlHPQOITPM2 BOMMO QESLMQVNGKLEEKEKALQNAESEVAllLNRRIQLLEEDLERSEER!.ATATAK 
trlBSTTUSIBSTTUS BOMMO QESLMQVNGKLEEKEKALQNAESEVAALNRRIQLLEEDLERSEERLATATAK 
trlQ1HPP7JQ1HPP7-BOMMO kdeceeyhkrLqveimrreeAESEVAALNRRIQLLEEDLERSEERLATATAKLSEASQAA 
tr1QlHPPBIQ1HPP8 BOMMO kdeceeyhkrLqveimrreeAESEVAALNRRIQLLEEDLERSEERLATATAKLSEASQAA 
QlHPQ0-21TPM2_BOMMO QESLMQVNGKLEEKEKALQNAESEVAALNRRIQLLEEDLERSEERLATATAKLSEASQAA 

QlHPQ0-3JTPM2 BOMMO r_ KvLENRSLADeeRMdl\LEnQLKEAr FlAEEADKKYDEVARKLAMVEADLERAE 
Q1HPQOITPM2 BOMMO -~ KvLENRSLAQeeRMdl\LEnQLKEArFlAEEADKK'lDEVARKLAHVJ:iADLERAE 
trlBSTTUSJBSTTUS BOMMO "KvLENRSLAPeeRMdALEnQLKEArFlAEEADKKYDEVARKLAMVEAOLERAE 
tr1QlHPP71QlHPP7-BOMMO DESERiRKALENRtruneODRvAiLEAQLsqAKlIAEEsDKI<'leEVARKLvlmEqDLERAE 
trJQlHPP81QlHPP8-BOMMO DESERiRKALENRtruneDDRVAiLEAQLsqAKl IAEEsDKicreEVARKI.v lmEqDLERAE 
QlHPQ0-21TPM2_BOMMO DESERiRKALENatruneDDRvAiLEAQLsqAKlIAEEsOKKYeEVARKLAM'IEAOLERAE 

Q1HPQ0-3JTPM2 BOMMO ERAESGE~ GNNLKSLEVSEEKA.~QREEEskiQIKnLTTRLKEAEARAE 
Q1HPQOITPM2 BOMMO ERAESGE GNNLKSLEVSEEKANQREEEYknQIKtLTTRLKEAEARAE 
trlBSTTUSIBSTTUS BOMMO ERAESGE GNNLKSLEVSEEKANQREEEYknQIKtLTTRLKEAEARAE 
trlQlHPP7JQlHPP7-BOMMO ERAEqsd GNNLKSLEVSEEKAtkREEt'lEthlKlLdaqLKEAEARAE 
trJQ1HPP8JQlHPP8-BOMMO ERAEqsd GNNLKSLEVSEEKAmasrEhvEdkihsLsqkl.aqAEARAE 
Q1HPQ0-2JTPM2_BOMMO ERAESGE GNNLKSLEVSEEKAtkREEtYEthlK1LdaqLK&AEARAE 

QlHPQ0-3ITPM2 BOMMO FAEktVkKLQKEVDRLEDeLginKdryKsLaDEMDsTFaelagy­
QlHPQOITPM2 BOMMO FAERSVQKLQKEVDRLEDeLVAEKEKyKdigDdlDtaFvelilkE 
trlBSTTUSIBSTTUS BOMMO FAERSVQKLQKEVDRLEDeLVAEKEKyI<digPd!Dta Fve 1 i l kE 
trlQlHPP71QlHPP7-BOMMO FAERSVQKLQKEVDRLEDDLVAErEKSKlLQeEMeAT!HDiqnM­
trJQlHPPSIQ1HPP8-BOMMO FAERSVQKLQKEVDRLEDDLVAErEKSKlLQeEMeATlHDiqnM­
01HP00-21TPM2 BOMMO FAERSVOKLOKEVDRLEDDLVAErEKSKlLOeEMeATlHDiqnM-

Figure 1. Occurrence of the identified peptide (KIVELEEELR) in on alignment ofB B. mori TM sequences. Uniprot ID of each 
sequence is indicated ot the left of each sequence. The alignment was generated using PEAKS 8.5. The peptide identified is 
shown within a red box. Capital letters and shading (dark= high conservation, light= lower conservation} indicate 
conservation of residues throughout sequences. A dash indicates absence of residues in a given sequence. 
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VI. Conclusions 
• TM, AK, TR, CN and PM were readily identifiable in pupae samples at high confidence (n=3) . 

• Using HUPO Standards, no Proteins of Allergenic Interest were detected in the cocoon sample 

(n=3). 

• Using HUPO Standards, no Proteins of Allergenic Interest were detected in the degummed 

fibroin sample (n=l) . 

• Using HUPO Standards, no Proteins of Allergenic Interest were detected in the fibroin powder 

product samples (n=3). 

• In sum, it is my expert opinion that the fibroin powder product does not contain Proteins of 
Allergenic Interest that are detectable using the method employed. 

Date: Author: 

Philip Johnson, Ph.D. 

Assistant Professor 
University of Nebraska-Lincoln 
Department of Food Science and Technology 
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GRAS Determination of Cambridge Crops Mori Silk for Use as a Coating for Foods 

APPENDIX G 
MORI SILK TOXICOLOGICAL 

STUDIES 

000271 



GRAS Determination of Cambridge Crops Mori Silk for Use as a Coating for Foods 

APPENDIX G.1 
MORI SILK BACTERIAL 

REVERSE MUTATION TEST 
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GOODLABORATORYPRACTICECOMPUANCESTATEMENT 

Silk Fibroin 

This study meets the requirements of Good Laboratory Practices as stated in U.S. FDA GLP: 21 CFR 
Part 58, 1987, and with the following exception: 

Characterization of the positive control substances and verification of concentration of the positive 
control substances in their carriers during this study were not determined analytically; however, the purity 
of the materials used were certified by a reputable supplier and all preparations were thoroughly 
documented. 

Specific infonnation related to the characterization of the test substance as received and tested is the 
responsibility of the study Sponsor (see Test Substance section). 

Study Director; Date: 

Nome of Signer: Mithila_Shitut BVSc & A l MS 

Name of Company: Prodll_ct Safe =L=ab,:,s,,__ ___ ___ _ _ 

Sponsor: Date: 

Name of Signer: 

aine of Company: Iul\s Universit 

Submitter: Date: 

Name of Signer: 

Name of Company: Tut\s U!!iYers1-·· - --~ 
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QUALITY ASSURANCE STATEMENT 

The Product Safety Labs ' Quality Assurance Unit has reviewed this final study report to assure the report 
accurately describes the methods and standard operating procedures, and that the reported results 
accurately reflect the raw data of the study. 

QA activities for this study: 

QA Activity Performed By 

A. LaPorte; 
Protocol review . Villagran 

D teFloding 
Report To Stud 

I Date Conducted Director And 
Mansi:_ement 

Aug2 l ,20151; Aug 21. 2015; 
Aug 25, 2017 A g25, 2017 

-
In-process ·nspection· 

B. Simms 
Optical densily check and p/atmg 

--
Aug JO, 2017 Aug 10,2017 

- -
Raw data audit A. Villagran 

Draft report review A. Villagran 

Aug 25, 2017 Aug25, 2017 

Aug 25, 2017 Aug 25, 2017 

Final report reviewed by: 

Alicia Villagran, R 
Quality Assurance Auditor 
Product Safety Labs 

1 PSL's "generic" protocol used for this study was reviewed by the Quality Assurance group on this date. 
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SILK FIBROIN: 
BACTERIAL REVERSE MUTATION TEST (AMES TEST) 

PROTOCOL NO.: P600.AMES 

STUDY NUMBER: 45996 

SPONSOR: Tufts University 
l 69 Holland St. 
Somerville, MA 02144 

TEST SUBSTANCE IDENTIFICATION: Silk Fibroin 
Batch#: 2017 _27_07 

DATE RECEIVED: August 2, 2017 

PSL REFERENCE NO: 170802-1D 

STUDY INITIATION DATE: August 3, 2017 

DA TES OF TEST: August 10 - August 14, 2017 

NOTEBOOK NO.: 45996: pages l-82 

1. PURPOSE 

To evaluate the potential for Silk Fibroi.n to induce gene mutations in bacteria using the Ames 
assay. Point mutations which involve substitution, addition or deletion of one or a few DNA base 
pairs are detected in amino acid-requiring strains of Salmonella typhimurium (S. typmmurium, 
sn and Escherichia coli (E. coli, EC) by their ability to functionally reverse mutations. These 
reverse mutations result in revertant colonies of bacteria with restored capability to synthesize the 
essential amino acid. 

2. SUMMARY 

The Ames test was conducted with Silk Fibroin at levels of 31 .6, I 00, 316, 1000, 3160, I 0,000, 
31 ,600, and I 00,000 µglplate, with the high level being the standard limit for this test. The main 
test was conducted using the -plate incorporation method in both the absence and presence of 
metabolic activation (chemically-induced rat liver S9 mix). The results of the test were 
confinned using a similar study design but employing the pre-incubation modification of the 
Ames test. 
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The mean revertant colony counts for each strain treated with the- vehicle were close to or within 
the expected range, considering the laboratory historical control range and/or published values 
(Mortelmans & Zeiger, 2000; Gatehouse, 2012). The positive control substances caused tho 
expected substantial increases in revertant colony counts in both the absence and presence of S9 
in each phase of the test confirming the sensitivity of the test and the activity of the S9 mix. 
Therefore, each phase of the test is considered valid. 

No signs of precipitation or toxicity were noted in any of the strains. Contamination, wbich did 
not impact mutagenicity evaluation, was noted in individual plates for the E. coli, TA1535 and 
TA 153 7 strains. 

For all strains, eight dose levels without precipit.ation, toxicity or plate contamination were 
evaluated; therefore, bacterial mutagenicity was adequately assessed. 

1n conclusion, based on these findings and on the evaluation system used, Silk Fibroin did not 
elicit evidence of bacterial mutagenicity in the Ames assay. 

3. TEST SUBSTANCE 

The test substance, identified as Silk Fibroin, .Hatch#: 2017_27_07, was received on August 2, 
2017, and was further identified with PSL Reference Number 170802-1 D. The test substance 
was stored refrigerated. Documentation of the methods of synthesis, fabrication, or derivation of 
the test substance is retained by Tufts University Science and Tech Center, 4 Colby Street, 
Medford, MA. 

The following information related to the characterization of the test substance was provided by 
the Sponsor: 

Composition: Silk fibroin - 5% 
Water• 95% 

Physical Description: Clear liquid 

Stability: Test substance was expected to be stable for the duration of testing. 

Expiration Date: September 2 7, 2017 

No correction for purity was used in preparation of formulations, and all dose levels are expressed 
in terms of material as supplied. 

4. POSITIVE CONTROL SUBSTANCES 

The positive control substances (known mutagens) were received on the dates listed below and 
were further identified using Product Safety Labs' identification numbers. The substances were 
stored refrigerated. Documentation of the methods of synthesis, fabrication, or derivation of the 
positive controls is retained by the vendor (Molecular Toxicology, Inc.). 

Positive Control Substance 
Identification Lot No. CASNo. 

Date of 
Recei.J' l 

PSLJO No. Expiration 
Dat~ 

Sodiu.!!!_ Azide (NaNi) 6356SA 26628~22-8 Jun22 2017 l70622-6H Jul 14, 2018 
lCR 191 Acridine 6263ICR 17070-45-0 Jun 22, 2017 l 70622-SH Mar 29, 2019 

Daunom cin 2177DU 20830-81-3 Jun 22,2017 t70622--4H Dec 1, 2018 
Methyl methanesulfonate 

{MMS 
8210MS 66-27-3 Jun 27, 2017 110627-l SH Jun 20, 2019 

2-Aminoanthracene 
(2-AA 

6441AA 613 -13-8 Jun 22, 2017 170622-JH May 2, 2019 

--; 
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5. VEHICLE CONTROL SUBSTANCE 

The test substance was found to be soluble in sterile water that was used as the veh icle control. 

6. GENERAL TEST SYSTEM PARAMETERS 

A. Test System Identification 

Each of the S. typhim,qium and E. coli strains received for use on this study was accompanied by 
documentation that includes lot number, preparation and expiration dates, and confirmation of 
phenotype and response to specific mutagens. The following bacterial strains were pw-cbased from 
Molecular Toxicology, Inc.: 

Strain Char·acteristics Mutations Detected 
Lot 

Nnrober 
Expiration 

Date --
h STTA1535 his; rfa: uvrB Base-pair substitution 5138D Aug 25, 2018 

STTA1537 
-

his; rfa; uvrB Frameshift 5166D Mar 02. 2019 

STTA98 his; rfa; uvrB; R-factor -- --
Frameshift ---- 5165D -- Feb 23, 2019 

STTAlOO his; rf a; uvrB; R•factor ---- Base-pair substitution -- -- 5185D Apr 06, 2019 

EC WP2 uvrA trp; uvrA Base-pair substitution 5161D Jan 06, 2019 

Legend: 

his histidine required as a growth factor 

rfa deep rough mutation involves loss of a major component of the cell coat 
increasing permeability to larger molecules; this deletion also involves the gene 
coding for biotin synthesis 

uvrA/B deletion of DNA nucleotide excision repair system 

R-factor contains the pKM 101 plasmid which increases sensitivity by enhancing error• 
prone DNA repair systems 

trp tryptophan required as a growth factor 

B. Justification for the Selection of the Test Sys1em 

The referenced guidelines (Section 10) accept the combinat ion of S. typhimurium (TAI53S. 
TA 1S37, T A98, and TA l 00) and E. coli (WP2 uvr A) strains selected for use in this study. 

7. ASSAY MATERlALS 

A. Growth Media and Plates 

Overlay agar (supplemented with biotin and limited amounts of histidine and tryptophan) and minimal 
glucose agar plates were purchased from Molecular Toxicology, Inc. 

B. Metabolic Activation System (S9 Mix) and Substitution Buffer 

S9 mix (cofactor supplemented post•mitochondria1 fraction) was included in the Ames test to 
simulate mammalian metabolism since some test substances only become mutagenic following 
metabolic activation. S9 Jjver fraction was purchased from Molecular Toxicology, Inc., and 
sourced from male Sprague-Dawley rats induced with phenobarbital and benzotlavone. 
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Positive Control Metabolic 
Substance Solvent Tester Strain 

Activation (S9) 
Concentration --
Sodium Azide S. typhimurium 

Sterile water Absent 
15 1.1. 'mL TAlOO TAJ53S 

!CR 191 Acridine S. typhimurium 
Sterile water Absent 

(10 ,,g/mL} TAl537 
Daunomycin S. typhimurium 

Sterile water Absent 
60 · mL) TA98 

Methyl methanesulfonate E.coli 
Sterile water Absent 

(25 t,! LlmL) WP2 uvrA 
2-Aminoanthracene DMSO All Present 

(100 ~&:lmL2 J 
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The S9 mix, freshly prepared on the day of use, was maintained on ice prior to and during use and 
contained 5% v/v S9 fraction. The prepared S9 mix contained the following sterile cofactors 
(Maron & Ames, 1983): 8 mM MgCh, 33 mM KC1, 100 mM sodium phosphate buffer pH 7.4, 5 
mM glucose-6-phosphate and 4 mM NADP. 

Sodium phosphate buffer was used as the substitution buffer for plates treated in the absence of 
S9. 

C. Bacteria (Test Systems) 

Fresh bacterial suspension cultures in nutrient broth were prepared so that they were in the late 
exponential phase of growth at the time of use (approximately l x I 09 bacteria/mL). Bacterial 
growth was evaluated by spectrophotometric optical density measurement. 

D. Test Substance Preparation 

The test substance was formulated as a solution in Sterile water (0.316, 1, 3.16, 10, 31.6, JOO, 
.,16, and 1000 mg/mL) to provide corresponding dose levels of up to 100,000 µglplate . The test 
substance was mixed with the vehicle by gently pipetting up and down. The entire tube was 
placed on a stir plate with a sterile stir bar and mixed at 125 RPM for approximately 5 to J 0 
minutes to make a homogenous solution. This procedure was followed before making every 
dilution. 

E. Positive Control Substances 

The perfonnance of this test was evaluated with positive controls for each tester strain used, with 
and without metabolic activation (S9). Appropriate dilutions were prepared using the solvents 
listed below prior to testing. 
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8. EXPERIMENTAL DESIGN 

A. Main Test (see Section 12) 

The initial experiment foliowed the plate incorporation method, in which the following materials 
were mixed and poured over the surface of a minimal agar plate: 

• Standard volume 1 of vehicle control, test substance solution, or positive conlro) 

• 500 µL S9 mix or substitution buffer 

• 100 µL bacterial preparation (ST or EC) 

• 2.0 mL overlay agar maintained at approximately 45°C 

Plates were prepared in triplicate and uniquely identified. For each of the bacteriaJ strains, plates 
were prepared at each experimental point as follows: 

Active Final Test Number of Replicates 
Dose Ingredient Substance Number 

Treatment 
No. dose Dose -S9 ..j... ~9 of Strains 

( , plate) 1Jate C 

Vehicle control 0 0 0 3 

I 1.58 31.6 3 3 
2 5 ,0 100 3 3 

3 15.8 316 3 

4 50 1000 3 5 
Test substance 

5 )58 3160 3 3 5 
6 500 10,000 3 5 
7 1580 31600 3 3 5 
8 5000 100,000'' 3 5 

s Positive control ,;,O .. J 3 s 
The OECD standard limit dose 

'' Dose depends on the test organism and the positive control 
c- Active ingredient composition in test substance is 5% 

Appropriate sterility control check plates (treated with critical components in the absence of 
bacteria) were included as a standard procedural check. After pouring, plate were placed on a 
Jevel surface until the agar was gelled then incubated at approximately 37°C until growth was 
adequate for enumeration (approximately 65 hours). Note that the loss of an individual plate 
(e .g., due to microbiaJ contamination) will not affect the validity of the study. 

B. Confinnatory Test 

The confinnatory test employed the pre-incubation modification of the plate incorporation test. 
The test or control substances, bacteria suspension, and S9/substitution buffer were Incubated 
under agitation for approximately 30 minutes at approximately 37°C prior to mixing with the 
overlay agar and pouring onto the minimal agar plates before proceeding as described for the 

1 Standard dose volume is JOO µL per plate for the positive controls, but this may be adjusted for the vehlcle and 
test substance to achieve the required dose per plate depending on the nature of vehicle. 
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initial test. The study design for the confinnatory test, including strains, dose levels etc. was as 
described above for the initial (main) test. 

C. Control of Bias 

General procedures associated with the balanced design and conduct of this study were employed 
to control bias. 

D. Results 

After incubation, the number of colonies per plate was counted manually and/or with che aid of a 
plate counter (Colony Plate Reader: Model Colony-Doc-It™). The mean and standard deviation 
were calculated for ea.ch set of triplicate plates. 

E. Criteria for Valldlty 

The background lawn for vehicle control plates should appear oormaJ (i.e., slightly hazy with 
abundant microscopic non-revertant bacterial colonies). The mean revertant colony cow1ts for 
each strain treatecl with the vehicle should lie close to or within the expected range taking into 
account the laboratory historical control range and/or published values (Mortelmans & Zeiger, 
2000; Gatehouse, 2012). The positive controls (with S9 where required) should produce 
substantial increases in revertant colony numbers with the appropriate bacterial strain as specified 
in the Evaluation ofMutageoicity Section below. 

In the case where part of the- study is invalid based on these cri1eria ( e.g., the positive control does 
not induce an appropriate response with an individual strain or generally poor growth of the 
background lawn with that st.rain), detailed results for that part of the study will not be reported 
and the affooted part of the study would normally be subjected to an automatic repeat as described 
in an amendment. if appropriate. 

F. Evaluation of Toxicity 

Toxic effects of the test substance are indicated by the partial or compJete absence of a 
background lawn of non-revertant bacteria (colony counts, if any, should not be reported) or ..'i 

substantial dose-related reduction in revertant colony coW1ts compared with lower dose levels and 
concurrent vehicle control taking into account the laboratory historical control range. Where 
precipitation obscures observations on the condition of the background lawn, the lawn can be 
considered normal and intact if the revertant colony counts are within the expected range based 
on results for lower dose levels and historical control counts for that strain. 

G. Evaluation of Mutagenlcity 

For each ex:perimental point, the- Mutation Factor (MF) was calculated by dividing the mean 
revertant colony count by the mean revert.ant colony count for the corresponding concurrent 
vehicle control group. The mut.agenic activity of the test item was assessed by applying tne 
following criteria: 

The results were considered positive (i.e., indicative of mutagenic potential) if: 

• The results for the test item showed a substantial increase in revert.ant colony counts, i.e., 
response MF 2:. 2 for strains TA98, TAl001 and WP2 uvrA or MF 2: 3 for strains TA!S35 
and TA 1537, with mean va]ue(s) outsjde the laboratory historical control range. 
Otherwise, results were considered negative. 

• The above increase must be dose related -and/or reproducible, i.e .• increases must be 
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obtained at more than one experimental point (at least one strain, more than one dose 
level, more than one occasion or with different methodologies). 

If the second cdterion is not met, the results may be classified as equivocal, and further testing 
m8y be appropriate. 

A test substance that produces neither a concentration related increase in the nwnber of revertant 
colonies nor a reproducible substantial increase in revertaot colonies is considered to be non­
mutagenic in this test system. 

9. STATISTICAL ANALYSIS 

Product Safety Labs calculated means and standard deviations for all quantitative data collected. 

10. STUDY CONDUCT 

This study was conducted at Product Safety Labs• (PSL) test facility at 2394 US Highway 130, 
Dayton, New Jersey 08810. The Study Director for this study was Mithila Shltut, BVSc & AH, 
MS. The primary scientist for this study was Anupama Dubey, BS, with contributions from 
Monika Abraham, BA, Lisa Btoske-Godin, BS, RLATG, Janet Dell John, BA, RLATG, and 
Katherine Sibley, BS. This study was conducted to comply with the Good Laboratory Practice 
(GLP) regulations as defined in: 

• US FDA OLP: 21 CFR Part 58, 1987 

The procedures as described in this protocol are based on the most recent version of the following 
testing guidelines: 

• US FDA Toxicological Principles for the Safety Assessment of Food Ingredients, 
Red book 2000, IV. C. 1. a. (2007) 

• ICH S2 (RI) Guidance on Genotoxicity Testing and Data Joterprotation for 
Pharmaceuticals Intended for Human Use (2012) 

11. QUALITY ASSURANCE 

The final report was audited for agreement with the raw data records and for compliance with the 
-protocol, Product Safety Labs Standard Operating Procedures and appropriate Good Laboratory 
Practice Standards. Dates of inspections and audits perfonned during the study and the dates of 
reporting of the inspection and audit findings to the Study Director and Facility Management are 
presented in the Quality Assurance Statement. 

12. AMENDMENT TO THE PROTOCOL 

At the r-equest of the Sponsor, Section 7 A. Main Test of the protocol was changed to the­
followiog: 

The. initial experiment followed the plate incorporation method, in which the following materials 
were mixed and poured over the surface of a minimal agar plate; 

• Standard volume1 of vehicle control, test substance solution, or positive control 

Standard dose votume is too µL per plate for the positive controls, but this may be adjusted for the velticfe and test 
substance to achieve the required dose per plate depending on the nature of vehicle. 
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• 500 µL S9 mix or substitution buffer 

• I 00 µL bacterial preparation (ST or EC) 

• 2 ,0 mL overlay agar maintained at approximately 45°C 

Plates were prepared in triplicate and uniquely identified. For each of the bacterial strains, plates 
were prepared at each experimental point as follows: 

Active Final Test Number of Replicates 

Treatment 
Dose 
No. 

Ingredient 
dose 

Substance 
Dose -S9 +S9 

Number 
of Strains 

( lare) ( J latef 
Vehicle control 0 0 0 } s 

I 1.58 31.6 .. 5 

2 5.0 100 3 5 
3 15.8 316 3 3 5 

Test substance 
5 

so 
158 

1000 

3160 

3 5 

6 500 10,000 J 5 
7 1580 31,600 $ 

8 - 5000 100,000 .1 s 
Positive control -,t.B ~ 3 

A The OECD standard limit dose 
6 Dose depends on the test organism and the positive control 
c Active ingredient composition in test substance is 5% 

Appropriate sterility control check plates (treated with critical components in the absence of 
bacteria) were included as a standard procedural check. After pouring, plates were placed on a 
level surface until the agar was gelled then incubated at approximately 37°C until growth was 
adequate for enumeration (approximately 6S hours). Note that the loss of an individual plate 
(e g., due to microbial contamination) will not affect the validity of the study. 

13. DEVIATIONS FROM THE PROTOCOL 

None. 

14. FINAL REPORT AND RECORDS TO BE MAINTAINED 

Infonnation on equipment maintenance and calibration, storage, usage, and disposition of the test 
substance, and all other records that would demonstrate adherence to the protocol will be 
maintained. Facility records which are not speci.fic to the subject study will be maint.a.ined by the 
Lesting facility and archived according to PSL SOP. 

The original, finaJ report will be sent to tbe Sponsor. A copy of the signed report, together with 
the protocol, associated amendments and/or deviations if applicable, and all raw data generated at 
PSL will be maintained in the PSL Archives. PSL will maintain these records for a period of at 
least five years. After this time, the Sponsor of the study will be offered lhe opportunity to take 
possession of the records ot request continued archiving by PSL. 

15. RESULTS 

Revertant colony counts for each strain are presented in Tables l -5 . Historical Control Data is 
presented in Appendix A. 
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The mean revertant colony counts for each strain treated with the vehicle were close to or within 
the expected range, considering the laboratory historical control range and/or published values 
(Mortelmans & Zeiger, 2000; Gatehouse, 2012). The positive control substances caused the 
expected substantial increases in revertant colony counts in both the absence and presence of S9 
in each phase of the test continuing the sensitivit)' of the test and the activity of the S9 mix. 
Therefore, each phase of the test is considered valid. 

No signs of precipitation or toxicity were noted in any of the strains. Contamination, which did 
not obscure the counts, was noted in an individual plate in the vehicle control plate for the E. coli 
strain in the plate incorporation method. Contaminaiion, which obscured the counts, was noted 
for strains TA 1535 and TA 153 7 in individual plates at doses 3 t 60 µg/plate and 1000 ,µg/plate for 
the plate incorporation method with S9 and in the pre-incubation method with S9, respectively. 
lndividuaJ plate contamination did not impacl mutagenicity evaluation. 

For all strains, eight dose levels without precipitation, toxicity or plate contamination were 
evaluated; therefore, bacterial mutagenicity was adequately assessed. 

There was no concentration-related or substantial test substance related increases in the number 
ofre-vertant colonies observed with strains TA1535, TA 1537, TA98, TA100 or E. Coli WP2 uvrA 
in both the absence and presence of S9 using either the plate incorporation or the pre-incubation 
method. 

16. CONCLUSION 

Based on these findings and on the evaluation system used, Silk Fibroin did not elicit evidence of 
bacterial mutagenicity in the Ames assay. 

Ames, B. N .• Durston. W. E., Lee, F. D., & Yamasaki, £. (1973). Carcinogens are mutagens: a 
simple test system combining liver homogenates for activation and bacteria fot detection. 
Proceedings of the National Academy of Sciences, Vol. 70 (No. 8), 2281~2285. 

Gatehouse D (2012). Bacterial mut.agenicity assays: test methods. Methods in Molecu/(,11' 
Biology, Vol. 817: 21-34. 

Maron, D. M., & Ames, B. N. (1983). Revised methods for the Salmonella mutagenicity test. 
Mutation Research, 113, 173•215. 

Mortelmans, K., & Zeiger, E. (2000). The Ames Salmonellalmicrosome mutagenicity assay. 
Mutation Research, 455, 29-60. 

U.S. Department of Health and Human Services, Public Health Service, Centers for Disease 
Control and Prevention & National Institutes of Health. (2009). Biosafety in Microbiological and 
Biomedical Laboratories (5th ed.). HHS Publication No. (CDC) 21- 1112. 

000285 



Page 14 of26 Product Safe· Labs Stud Number 45996 

SIGNATURE 

Silk Fibroin 

r, the undersigned. declare that the methods, results and data contained in this report faithfully reflect the 
procedures used and raw data collected during the study. 

Mithila Shitut, BVSc & AH, MS Date 
Study Director 
Product Safety Labs 
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TABLE 1A: REVERTANT COLONY COUNTS - TA 1535 

Plate lncor oration Method w Main Test 
Revertant Colonies er Plate 

TAISJS Mutation Factor _With_o_ut_A_c_civation (-S9 !With Activation (+S9} 
Dose Treatment Cowlts l Mean SD l Co~ts I Mean j SD -S9 +S9 

( 1 I late 

5 7 12 
Sterile Water NIA 17 12 6.1 8 

-
9 I 2.3 1.00 1.00 

13 8 
12 15 

Test Substance 31.6 12 13 1.2 7 13 4.9 1.08 1.44 
14 16 
11 6 

Test Substance 100 

b-g 
13 13 2.0 --5 - 9 5.5 1.08 1.00 

~ t---15_ 
I_ 12 

12 
Test Substance 316 1.5 13 13 1.0 1.00 1.44 

12 14 
--+---

16 10 
Test Substance 1000 [ 13 15 1.5 9 II 3.2 1.25 1.22 

I 15 15 
12 

Test Substance 3160 12 12 0 6 · 13 1-:5 
u 

-I 12 4.2 1.00 1.33 

10 14 -r 
Test Substance 10000 12 15 7.0 9 10 3.2 l.25 1.1 l 

23 8 
11 14 

Test Substance 31600 l l 10 1.2 18 16 2.1 0.83 1.78 
9 15 
12 15 

Test Substance 1000000 21 17 ,-4.5 10 10 4.5 1.42_j 1.1 I 
17 6 

796 
Sodium Azide I.S 841 I 807 30.4 r:7.25 

783 
374 T 

10 461 412 44.S 45.78 
401 l~AA-

N/A = Not applicable; U = Contamination, plate unreadable 
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Pre-Incubation Method - Confirmato Test 
Revertant Colonies , er Plate 

TAIS3S Mutation Factor 
Without Activation -S9Ll_ With Activation {+89) 

Dose T 
Treatment I Counts I ·~ 

Mean SD Counts Mean SD -S9 +S9 
-~1 .<.-.H late , . 1 

1 
Sterile NIA 

l! 
8 

Water , 12 5.3 ' :~ i 13 3.8 1.00 1.00 

Test Substance 3 l.6 I l=i- 10 2.6 1.17 0.77 
14 26 

,.__5___ L 9s 
Test Substance 100 9 9 3.s 

I 
L 9 0.6 0,75 0.69 

12 9 
--1-3 - - l2-~~-

Test Substance 316 9 - 11 I 2.1 11 12 0.6 0.92 0.92 
10 ~---, 

Test Substance IOOO-t--:-~J- 12 ~ :,: 12 29~- 0.92 

TescSubstanc-e--3-16_0_ :_: _~ 16 --2.9 I ~---8--i - 0.-6 i 1.33 

!; ---
0.62 

1~4 ] - 12 _L_ - , ---

Test Substance j 10000 ( 

t 
12 13 1.5 __!±____j 2.9 1.08 0.92 

24 13 9 
- I i------17 ~-

' Test Substance 31600 

!~ 
1] 15 7,8 ~ S.2 1.25 

. 
Test Substance 1000000 2.1 

::-- 11 0.85 

13 11 14 
t 

15 3.2 
C 13 o.92 J _ 1_.1_s _ 

9 
792 1-

Sodium Azicie 1.5 807 805 JU 67.08 
I-SIS 

364 
2-AA JO 326 347 I 19.2 26.69 

350 
NI A == Not applicable 

000288 
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TABLE 2A: REVERTANT COLONY COUNTS- TA 1537 

PJate Incor oration Method - Main Test --~ ---- --
TAIS

--~~ 
37 Revertant Colonies e_er PJate _ Mutation Factor ________ w_1·th _ ___ out Activation (:fil}) With Activation +S9 

Dose Treatment Counts [ ,;~ SD T counts Moan SD _____ S_9 __ ..-S9 ,late 
11 14 

Sterile Water NIA ~-10 - 12 2.1 10 14 3.S 1.00 1.00 

14 --- 17 
1s 11 1 

Test Substance 31.6 } 16 15 I 3.6 ~ 7 J_ 16 2.3 j 1.25 1.14 
11 13 
9 14 

Test Substance !00 12 13 5.1 --17 - 14 3.5 l.08 1.00 
19 10 ___ 1_5_ 141 

Test Substance 316 L- lI 12 2.3 14- ·1 16 2.9 I 1.00 1.14 
I l ,-- 19 

Test Substance 1000 , 2 TI 1 ,2 1 ,_, lo.58 0.86 

14 
Tesl Substance 3160 I 10 

i 
I 4.7 13 14 1.5 1.00 

0.83 L I 
16 

Test Substance 10000 =18_ ,s $ 4.0 l.25 0.93 2.6 13 

I 
Test Substance 31600 16 3.0 , -1 -- 13 3.8 

t-
l.33 0.93 

IJ 10 
17 

r 20 2.9 25 21 4.0 1. 67 1.50 
20 

ICR 191 
287 52.7 23.92 

Acridine 

162 
2-AA 10 234 243 85 .9 17.36 

333 
N/A Not applicable 

I 
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Pre-Incubation Method - Confirmaton Test 
Revertant Colonies er Plate - - -

TA1537 ------ - Mutation Factor 
Without Activation (-S9) ~ Witb Activation (+S9) __ 

Treatment Dose ounts Mean SO Counts Mean SD I -S9 +S9 
--1-~1 .__.• "-~1l_a1_e)"-__ _ 

19 11 
Sterile Water NIA 16 l6 3.5 ll 14 4.6 1.00 1.00 

-1- 12 !9 
17 8 

Test Substance 31 .6 17 15 I 4.0 12 11 2 .3 0.94 0.79 
10 . 12 
12 11 

Test Substance 100 IO 11 l .2 I 0 12 2.1 0.69 0.86 

~ 
10 14 - --------f"· 
17 15 

Test Substance 316 10 14 3.8 13 15 l.07 
18 

1 2._s _.___o.ss 
u 

Test Substance 1000 7.5 18 17 1.4 1.13 1.21 
16 
22 

r Test Substance I 3 160 0.6 14 17 4.2 r •. 1, 1.21 

-r 16 
22 

Test Substance I 0000 I 17 18 3.2 1.06 1.29 
2.3 

16 
l-
I 

14_ 
Test Substance 3 1600 4.7 11 15 5.1 t 

1 13 1.07 
21 
12 

4.0 17 1. 13 1.00 
14 

JCR 191 37 1.75 
Acridine 

274 
2-AA 10 202 233 37.2 I 16.64 

222 

NI A = Not applicable; lJ Contamination, plate unreadable 
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TABLE 3A: REVERTANT COLONY COUNTS - TA 98 

F A98-
Dose 

Treatment 
( -J ;:, late) 

Sterile Water NIA 

- -
Plate Incorporation Method - Main Test 

Revertant Colonies ~r Place 
Without Ae!!vation (-S9) With Activation +S9) 

Counts Mean so Counts j----M~ SD 

23 - I 31 --1.2 30 28 4.9 !124 I - 22 

r 

Mutation Factor 
---

-S9 +S9 

LOO 1.00 

.] 24 
Test Substance 31.6 21 23 2.5 24 23 1.2 0.96 0.82 

26 22 _. 
21 22 

Test Substance 100 26 22 4.0 26 27 5.6 0.92 0,96 
18 33 

Test Substance 316 
19 
24 22 2.6 

32 
33 

... 
29 5.5 0.92 1.04 

23 

Test Substance 1000 24 10.0 33 29 4.0 1.00 1.04 
25 
19 

Tesr Substance 3160 26 3.6 30 25 5.7 1.08 0.89 

Test Substance 

----
Test Substance 

10000 

31600 2t 4.2 

27 
29 

28 
31 
22 
22 23 ·1~ 
26 

"~l+0.83 
2.3 0,88 

l.00 

0.82 

33 -

31 29 5.9 1.08 1.04 
22 --

Daunomycin 6 J 56.08 

3408 
2859 3205 300.9 114.46 

L__ 3347 
NI A = Not applicable 

26 4.0 

,H 

2-AA 10 
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TABLE 38; REVERT ANT COLONY COUNTS- TA 98 

Pre-Incubation Method - Confirmaton Test 
Revertant Colonies er Plate 

TA98 Mutation Factor Without Activation (-S9} With Activation ( +S~ 
Dose 

Treatment Counts I Mean SD Counts Mean SD -S9 +S9 ( late) 
22 30 

Sterile Water NIA 20 21 1.2 21 27 4.9 1.00 LOO 
22 29 

I )1.6 _1Q___ 25 
Test Substance L 21 23 3.8 1.10 0.93 

26 -t_ 
24 25 1.5 

I -i 27 27 
23 

Test Substance 100 16 20 5.1 ' 25 26 3.1 0.95 0.96 
19 29 
26 20 

Test Substance 316 22 23 2.3 26 23 3.! 1.10 0.85 
22 22 
25 18 

Test Substance 1000 22 22 3.5 26 24 5.7 l.05 0.89 
18 29 

Test Substance t-~: 
35 28 

3160 
_j 

31 3.8 29 

- 24 
1 

~ 

27 2,6 1.48 1.00 

17 134 
Test Substance 10000 29 21 6.9 37 34 3.5 1.00 126 

17 -- 30 
26 23 ~ 

Test Substance 31600 22 23 [,5 22 24 2.1 1.10 0.89 
25 23 
22 --25 

Test Substance 1000000 19 21 1.5 29 25 4.0 1.00 0.93 
21 - --21 
892 l 

Daunomycin 6 --864- 876 14.6 41.71 
871 ---

3868 
2-AA IO 3508 35!2 354.0 130.07 

3160 

NI A= Not applicable 
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TABLE 4A: REVERTANT COLONY COUNTS - TA 100 

----~_P_l_at_e __ In_ e_or_poration Method~ Main Test 
Revertant Colonies e'I' Plate 

TA100 Mutation Factor 
Without Activation-S9) With Actjvation (+ S9) 

- '-f--Dose 
Treatment Count5 Mean I SD Counts I Mean SD -S9 +S9 

( ~ late 
96 f 104 

SteriJe Water NIA 90 89 8.1 l 11 110 5.6 ~ 1.00 
80 115 
126 1~ 

Tes( Substance \ 31.6 112 122 +-8.4 122 j 113 13 ,3 1.37 1.03 
127 98 
89 112 

Test Substance 100 94 101 16.6 125 117 7.0 L\3 1.06 
120 1 14 
112 _!Q_L ~ 

Test Substance 316 118__. 112 6.5 I 116 106 11.1 1.26 0.96 
105 94 
84 115 

Test Substance !000 101-1 95 10.5 128 117 JO.I 1.07 1.06 
96 108 --.--
103 98 

Test Substance 3160 108 107 3.6 110 102 7.2 I 1.20 0,93 
110 -------97 
122 118 

Test Substance 10000 99 112 I 1.8 140 122 16.4 1.26 1.11 

----l 15 108 
122 133 

Test Substance 31600 107 107 15.0 j 118 117 I 16.5 1.20 1.06 

______ 92_ LOO _j-'----------
105 j 116 

Test Substance 1000000 ~ 95 
_ 
105 10 124 16.5 I.18 1.13 

115 __,__ - 3 _j_ 

Sodium Azide 1.5 ~ -- 696 36.1 7.82 

3983 
2-AA 10 3837 3812 184.2 34.65 

3617 

NI A= Not applicable 
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TABLE 48: REVERTANT COLONY COUNTS- TA 100 

Pre-Incubation Method - Confirmato Test 
Revertant Colonies r Plate -,---

TAlOO --- - - Mutation Factor 
Without Activation (-S9) With Activation (+S9) 

Dose =+-.-= I -
Treatment Counts Mean SD Counts Mean SD -S9 +S9 

( fl' late) 

1~~ 2
Sterile Water NIA 115 1 27.2 :21 121 r -;;;--- 1.00 1.00 

----126 145 
97 l 14 

Tost Substance 3 l.6 7L_J 91 15.5 118 122 
133 

I 1.01 10.0 :.:__9 

--102 
103 132 

Test Substance 100 100 99 4.6 ]~ 126 7.9 0.86 1.04 
1 ~ 129 

105 118 
Test Substance 316 1~ 107 17.6 143 133 13 .1 I 0.93 l.10 

91 137 
125 96 

Test Substance 1000 --ii2 124 2.1 115 113 16,6 1.08 0.93 
___ -126 -__ _j_ 129 

98 113 
1 Test Substance 3160 108 12.6 109 111 0.92 

2.0 ~ 96 ~ 110 123 Ill 
l27 118 

Test Substance 10000 ti) 9.5 l I 3.0 1.01 0.95 

---109 
92 i 

116 112 5 
115 
112 

Test Substance 31600 106 103 9.5 J 1.9 0.90 0.86 
uo _L 
112 

Test Substance 1000000 107 105 8.7 r~ i ::: 12.9 0.91 0.89 
95 ---93 

501 
Sodium Azide I.5 433 476 37.2 4.14 

493 
2464 

2-AA 10 2707 2708 245.0 22.38 
2954 

Nit\= Not applicable 
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TABLE 5A: REVERT ANT COLONY COUNTS-EC WP2 uvrA 

Plate Incor oration Method - Main Test 
- I Revertanl 

E. Coli WP2 uvrA Without Activation __(-S9) 
Dose - r 

Treatment ( late) Counts Mean SD 
f 

Mutation FacEor With Activation (+S9) 
1 

Counts I Mean SD 1 -S91 +S9 

t 41 I 43 
Sterile Water NIA 35/C 38 3.1 52 45 5.9 1.00 1.00 

---------,--39 - t 41 

Test Substance 31. 6 1~7 
I 

38 3.5 :} - 43 3.2 l.00 0.96 

-'-- 36 ~ 
r Test Substance I 100 ~~ 35 4.7 . ;1 j 39 7.8 0.92 0.87 

___ 3;..c.3_ 30 --

I 46 40 
Test Substance 3 I 6 .--39 41 4.4 44 43 2.6 1.08 0.96 

I 
38 I 45 1 
45 Q___, 

Test Substance 1000 36 1 44 7.s 36 43 6.5 l.16 0.96 

51 ---- 49 
36 35 

Test Substance 3160 31 37 6.6 44 37 6.7 0 .97 0.82 
44 _ 31 __ _ 

43 

f ;j 
50 

35 6,8 44 50 6,5 0.92 1.l I Test Substan: __ 10000 
57 
43 32 -r 

I 
Test Substance 31600 47 35 I0.8 42 41 2.6 0.92 0.91 

26 38 
34 45 

Test Substance 1000000 46 41 6.1 I 48 48 3.0 l.08 1.07 
42 --~----------51 

896 
---

MMS 2.5 817 881 58.0 2J .1s I 
t- 930 

_ 115 
2-1\A 10 120 I 17 2.5 2.60 

117 
NI A = Not applicable; C = Contamination, did not obscure count 

Colocies e-;.p~ - -I --
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TABLE SB: REVERT ANT COLONY COUNTS -EC WP2 uvrA 

Pre-Incubation Method - Coofirmato , Test 
E c I' WP2 A Revenant Co!oni~s • er Pla __ te __ 

0 1 Mutation Factor 
_ _ ·_ uvr 7 --Without Activation (-S9) With Activation (+S9) 

Dose -+---~---
Treatment Counts Mean SD Counts SD -S9 +S9 ______ ,_.,_! Mean a_,.,t e ) -l--

34 
Sterile Water NIA ~ i t 40 

38 4.0 44 42 2.1 1.00 I 1.00 

-,- 38 43 j 
47 S1 ~-

Test Substance 31.6 42 44 2.9 49 49 2.5 
-

1.16 1.17 
46 7 
48 j 

Test Substance 38 2.1 '49] 46 4.9 1.00 1.10 
___ 240 _9 ________ 40 42 ___ _ 

l 
Test Substance 316 I ~ 34 5.6 54 45 8.3 0.89 1.07 

r 33 38 
27 37 

Test Substanoe 1000 34 32 4.7 41 40 2.3 0.84 0.95 
36 41 

I 
32 41 

Test Substance 3160 40 

I 
37 4.2 43 39 5.3 0.97 0.93 

38 33 .I 
53 

Test Substance 10000 ~ 35 5.0 57 52 6.1 0.92 1.24 
40 45 -....----
38 46 _, 

j Test Substance 31600 44 37 7.0 43 41 6.8 0.97 0.98 
30 3~ 
34 46 

I Test Substance 

---
1000000 38 36 2.1 44 44 2.5 0.95 1.05 

j 35 41 

~ 457 
MrvfS 2.5 460 457 J.5 I 12.03 

453 
108 

2-AA lO I- 104 I I 1 8.9 2.64 
121 

NIA Not applicable 
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Plate Incor oration Method - Rcvertants Per Plate 
Dose Strain Treatment S9 Mean SD Min Max / Jute\ 

TAI535 ... -- 618 91 359 
TA1537 l 136 1437 6388 
TA98 Daunom 1cin 6 938 1500 

TAlOO 600 

-
634 IOI 846 

TAl535 267 86 
TAJ537 + 280 99 

TA98 10 2321 971 83 
806 

E. Coli _.J. 125 

TA 1535 t r Water 13 2 
TAl537 12 6 

TA98 Sterile 28 8 
TAt00 Sterile Water 130 16 

Sterile . -
Water 

TAl537 Water 
TA98 Sterile 29 5 
TAl00 + 14 170 

I 3 81 

Historical Data maintained by PSL from 2015. 
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Pre-Incubation Method - Revertants Per Plate 
Dose 

Strain Treatment S9 Mean 
1 late 

1.5 ~L 

TAl537 
TA98 6 602 345 
TAIOO 
E. Coli 313 808 

293 
TA 1537 + 260 

TA98 2-AA 10 938 
TAIOO I 2388 583 

2-AA 128 188 

TAI535 NIA 8 
TAI537 NIA 5 5 

TA98 29 7 
NIA 
NIA 

f NIA 
NIA + 

TA98 NIA 

NIA 

r 

Product Safety Labs of26 

APPENDDCA (cont)~ HISTORICAL CONTROL DATA1 

1 Historical Data maintained by PSL from 2015. 
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