Direct Detection and ldentification of Viruses in Saliva
in Real-Time Using a SpecID™ Mass Spectrometer

Patented mass spec technology capable of detecting any virus in saliva with no sample prep in real-time
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Quick Script of Videoclip (adapted for the visual impaired).

In this video, we’re going to identify a virus dissolved in a suspension using Spec I D technology.

The virus we’re trying to detect and identify is called, C L S V.

We start out by briefly homogenizing the sample in our lab.

Only a tiny droplet is required for this type of analysis.

Our workhorse is a modified Compact Mass Spectrometer, running on argon gas.

Samples are ionized by means of sparking, in this ionization chamber.

The sparking is enabled by an external electric power supply, of 2500 volts.


The sample is introduced manually.

Spectra acquisition is controlled by software. 


Since the sample holder can hold up to 4 samples, 


as many as four replicate spectra are acquired per sample.

The researcher systematically names the data files containing acquired spectra.


These spectra can be compared to reference spectra stored in a spectra library.

Special software is used to display and investigate spectra.

Here we have replicate spectra acquire of a saliva suspension without any virus.

And here we have replicate spectra acquire of a suspension containing the C L S V virus.



The viral load in the spiked saliva sample, is comparable to that of a patient infected with the virus.

We have developed in-house software, which allows us to determine spectra similarities.



In this case, the C L S V virus is readily identified using spectra pattern recognition software.

This video was produced at the N C T R, F D A, in March of 20 20.
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