SUMMARY

STEVEN MONROE LIPKIN
CURRICULUM VITAE

e | am Director of the Weill Cornell Medical College Adult and Cancer Genetics Clinic, where |
practice as a Clinical Geneticist and supervise Genetic Counselors in the Departments of
Medicine and Genetic Medicine, and Director of the Program in Mendelian Genetics.

e | am a Vice Chair for Medicine, Weill-Cornell Department of Medicine, where | lead a
~$115MM annual revenue research enterprise portfolio.

¢ | am a physician-scientist who has published in Cell, Science, Cell Stem Cell, Nature
Biotechnology, Nature Genetics, Genes and Development, Proceedings of the National
Academy of Sciences and Journal of Clinical Investigation, among others.

o | can effectively communicate complex medical issues to the public. | am author of “The Age
of Genomes,” a well-received book reviewed in the NY Times, have been quoted as a
medical technology KOL in The Wall Street Journal and other media publications, and have
participated as medical technology KOL presenting at lay conferences.

o | direct a translational research laboratory that uses massively parallel sequencing,
computational biology, mouse models, cell culture and genomics to understand the
contribution of genetics to, and mechanisms of, hereditary genetic syndromes. | have been
Pl on two NCI sponsored Phase | clinical trials and am currently co-Investigator on two
additional NCI sponsored Phase | clinical trials.

¢ | discovered and mechanistically characterized MLH3, a DNA mismatch repair gene
colorectal polyposis and cancer predisposition gene.
| identified or co-identified 6 B cell malignancy predisposition genes.

o | created the first human cancer cell model in immune proficient mice.
| have directed a NIH Contract Consortium that cumulatively spent more than $12 million
over the past five years and currently have an NCI Moonshot U0O1 and other grants.

e | am PI of the NCI Center for LNP RNA Cancer Immunoprevention.

e | am currently co-leading an international effort to develop and validate a cancer
immunoprevention vaccine for Lynch syndrome.

A. GENERAL INFORMATION

Required Information:

Name: First, Middle,
Last

Steven M. Lipkin, MD, PhD

Office address:

413 East 69" Street Lab - 7" Floor Room 702
New York, NY 10021

Office telephone:

646-962-6333

Work Email:

stl2012@med.cornell.edu

Citizenship:

USA

B. EDUCATIONAL BACKGROUND

1. Academic Degree:



mailto:stl2012@med.cornell.edu

Degree Institution Name Dates attended Year Awarded
BA Princeton University 9/1982-6/1986 1986
Princeton NJ
MD/PhD University of California 9/1986-6/1995 1995
La Jolla, San Diego
2. Post-doctoral training:
Title Institution Dates held
Internship and Residency Duke University Medical Center 1995-1997
(Medicine) Durham, NC
Clinical Genetics Fellowship National Human Genome Research 1997-2000
Institute
(NIH) Bethesda, MD
Post-doctoral fellow National Human Genome Research 2000-2001

(Francis Collins Post-doc
Advisor)

Institute

(NIH) Bethesda, MD

C. LICENSURE, BOARD CERTIFICATION, MALPRACTICE
1. Licensure:
a. State Number Date of issue Date of last registration
California A75820 07/2001 04/2008 (on leave)
New York 252237 04/2009 04/2017
b. If no license:
1. 1. Do you have a temporary certificate? N/A
2. Have you passed the examination for N/A

foreign medical school graduates?

2.

Board Certification
Full Name of Board Certificate # Dates of Certification (mm/dd/yyyy) —
American Board of Medical 99094 4/30/1999

Genetics (ABMG)




D. PROFESSIONAL POSITIONS AND EMPLOYMENT

Academic positions

Title Institution name and location Dates held
Assistant Professor of Medicine | Department of Medicine 2001-2007
University of California, Irvine
Irvine, CA
Associate Professor of Medicine, | Department of Medicine 2007-2009

with Tenure

University of California, Irvine
Irvine, CA

Associate Professor of Genetic
Medicine

Department of Genetic Medicine
Weill Cornell Medical College
New York, NY

3/01/2009-Present

Associate Professor of Medicine

Department of Medicine
Weill Cornell Medical College
New York, NY

3/01/2009-2/29/2015

Adjunct Professor of Medicine,

School of Basic Medical Sciences, Beijing
University

2013-2018

Professor of Medicine

Department of Medicine
Weill Cornell Medical College
New York, NY

03/01/2015-Present

Gladys and Roland Harriman
Associate Professor of Medicine

Department of Medicine
Weill Cornell Medical College
New York, NY

4/2016-Present

Hospital positions

Title

Institution

Dates held

Attending Physician

New York Presbyterian Hospital
New York, NY

03/01/2009-Present

Associate Attending

Memorial Sloan Kettering Cancer Center
New York, NY

03/01/2014-2017

Associate Member

Memorial Sloan Kettering Cancer Center
New York, NY

03/01/2014-Present

Other Employment
N/A

EMPLOYMENT STATUS




Name of Employer: Weill Cornell Medical College, Cornell University

Employment Status: Full-time salaried by Weill Cornell Medical College, Cornell University

F. INSTITUTIONAL/HOSPITAL AFFILIATION
1. Primary Hospital Affiliation: New York Presbyterian
2. Other Hospital Affiliations: Memorial Sloan Kettering Hospital
3. Other Institutional Affiliations: N/A
G. PERCENT EFFORT AND INSTITUTIONAL RESPONSIBILITIES
WCMC ANTICIPATED % EFFORT | (%) Does the activity involve WCMC
students/researchers? Yes
TEACHING 10% Yes
CLINICAL 20% Yes
ADMINISTRATIVE 10% Yes
RESEARCH 60% Yes
TOTAL 100%

Research Activity / Key Contributions

Gastrointestinal (Gl) and colorectal cancer (CRC) research has been a major focus of my
research. One program that has successfully been clinical translated is the cloning and
mechanistic characterization of MutL Homologue 3 (MLH3). MLH3 is a DNA mismatch repair
gene that is a Mendelian cause of increased germline colorectal cancer risk. Mechanistically,
my lab also showed that functional redundancy between MLH3 and another DNA mismatch
repair gene PMS2 resolved a long-standing paradox observed in clinical cancer genetics: why
MLH1 is a common cause of Lynch syndrome while PMS2 and MLH3 are less commonly
mutated.

Another highlight of my colorectal cancer research program that has successfully been
clinically translated is writing the computational algorithm MAPP-MMR. MAPP-MMR is a
computational tool that medical geneticists, genetic counselors and oncologists in North
America, Europe, Japan and Australia use to diagnose Lynch syndrome missense variants as
mutations or benign polymorphisms, and continuations of this work were published in Nature
Biotechnology with commentaries on this work in Nature and Nature Methods. | have
continued this line of investigation that | started several years before and worked to improve
interpretation of human whole exome coding variants as mutations or benign polymorphisms.
This work incorporates both structural and functional studies to improve variant interpretation,
and has been published in several journals, including Nature Biotechnology with commentaries

on this work in Nature and Nature Methods.




| have also continued a long term line of research into the mechanisms of colorectal cancer
tumorigenesis and progression. This has provided new insights into the role of colorectal
cancer initiating cells, Notch signaling, miR-34a, miR-23a, miR-1269, TGF-Beta and EGFR
signaling in these mechanisms. In particular, we have developed novel experimental mouse
models to study colorectal cancer progression, metastasis and chemoresistance, for which
WCMC has filed US patents. This work has been published in Journal of Clinical Investigation,
Nature Biotechnology, other journals and featured in the Biocentury biotechnology industry
news publication SciBx and an associated patent.

For the past several years an important focus of my research has been genetic
predisposition to Monoclonal Gammopathy of Undetermined Significance and Multiple
Myeloma. My lab also has played important roles in the identification of several germline B cell
malignancy predisposition genes, including (most recently) KDM1A, as well as PAX5, ETV6
ARID1A, USP45 and DIS3S.

| am co-leading an international project under an NCI Cancer Moonshot and other grants to
develop the first clinically tested cancer immunoprevention vaccine.

Administrative Activities (duties, dates): Describe administrative activities in the table below. To
document administrative activities more extensively use a supplemental statement, refer to it here

and attach it to the CV.

Administrative Activity Date
Administrative duties

Director, Adult and Cancer Genetics Clinic, UC Irvine Medical Center 2001-2009
Faculty, UC Irvine Genetic Counselor Masters Degree Training Program 2001-2009
Cancer Center Research American Cancer Society Seed Grant Review Committee 2002-2008
Organizer, Cancer Center Symposium, UCI “Human Genetic Variation: Merging 2003
Genetics with Clinical Medicine.”

UC Irvine Genetic Epidemiology Tenure Track Faculty Search Committee 2003
Genetic Epidemiology Research Institute Seminar and Annual Conference 2004-2008
Organizer

Cancer Center Translational Research Grant Review Committee 2005-2008
Chair, Session, Novel Technologies in Cancer Research, UCI Cancer Center Annual 2005
Retreat.

UC Irvine Hematology-Oncology Tenure Track Faculty Search Committee 2005
Search Committee for Chair, UCI Division of Medical Genetics 2005

UCl Institutional Biosafety Committee (IBC) 2005-2008
UCI School of Medicine Research Seed Grant Review Committee. 2006-2008
Executive Board, Genetic Epidemiology Research Institute, UC Irvine 2006-2008
Program in Pharmaceutical Sciences Tenure Track Faculty Search Committee 2006
Chair, Gl Cancer Prevention Session at UCI Chao Family Comprehensive Cancer 2006
Center Chemoprevention Retreat

Co-Chair, UCI Chao Family NCI Designated Comprehensive Cancer Center Program | 2007-2009
in Population Sciences

Director, Weill Cornell-NYPH Center for Advanced Digestive Care Colorectal Cancer | 2009-2011
Biobank

Faculty, NYPH/CUMC CME Review Courses for Gastroenterology 2009-2014
Interviewer, Applicants for Internal Medicine Residency Research Program Track 2009-2012




Faculty, WCMC Department of Medicine Annual Report Task Force 2011
Chair, search committees, NYPH CADC Genetic Counselor Recruitment 2011-2013
Member, Dept of Medicine Resident Research Award Selection Committee 2011-2012
Member, NYPH Oncology Strategic Plan-Personalized Medicine 2012-
Member, Department of Medicine Midcareer mentoring task force 2012-2013
Search Committee, Clinical and Research Directors NYPH/WCMC Department of 2014
Pediatrics Division of Medical Genetics

Director, Center for Advanced Digestive Care Hereditary Gl Cancer Registry and 2013
WCMC Neurosurgery Colloid Cyst Registries

WCMC Cancer Center, Division of Oncology and Department of Medicine Faculty 2013
Recruitment

Member, Department of Medicine Grand Rounds Speaker Selection Committee 2013-2014
Faculty, WCMC Oncology Board Review Course 2013-2014
Member, Search Committee WCMC Center for Metabolism 2014
WCMC/NYPH-ARCH Electronic Medical Record Research Data Repsitory (RDR) 2014
Scientific Advisory Board member

WCMC Medical Student Teaching” Cancer Genetics” 2015

Member, American Society for Clinical Investigation (ASCI)

2015- Present

Member, American Association of Physicians (AAP)

2015- Present

Vice Chair for Basic and Translational Research, Department of Medicine.

2015

Director, Weill-Cornell Medicine Program in Mendelian Genetics

2015-Present

Co-Program Leader, Weill-Cornell Meyer Cancer Center Program in Genetics,
Epigenetics and Systems Biology

2015-Present

Chair, WCM Genetics Faculty Initiative Committee 2016

Member, Cornell Ithaca Genome Biology Initiative Committee 2016

Co-Organizer, 2" Department of Medicine Research Retreat 2017

Co-Director, Department of Medicine Research Fund for Future Program 2017

Co-Director, Department of Medicine Seed Grants Program 2017

Vice Chair for Research, Department of Medicine. 2018
EXTRAMURAL PROFESSIONAL RESPONSIBILITIES

Activity / Responsibility Dates

Scientific Advisory Board, Innovate Biopharmaceuticals (Nasdag INNT) 2018-present

Member, US FDA Clinical and Molecular Genetics Panel 2007-2013 and 2019-2023

Scientific Advisory Board, Invitae Corporation (Nasdaq NVTA) 2012-2016

Scientific Advisory Board, Nanostring 2015-2016

Scientific Advisory Board, Acuamark 2015-2020

Peer Reviewer for journals New England Journal of Medicine, Nature 2004-Present

Genetics, Nature Communications, Journal of the National Cancer

Institute, Cell Stem Cell, Journal of Clinical Oncology, Cancer Research,

Cancer Prevention Research, Gastroenterology, Oncogene, Human

Molecular Genetics, Cancer Epidemiology, Biomarkers and Prevention,

Human Mutation and others.

Member, American ASCO Cancer Education Coordinating Committee 2006-2008

Member, American Society for Clinical Oncology (ASCO) Scientific 2006-2008

Program Committee




Member, NCI and Lance Armstrong Foundation Adolescent and Young 2006-2010
Adult Oncology Program Review Group (PRG)

Advisory Board Member, NCI Colorectal Cancer Collaborative Family 2007-2013
Registry Network (CCFR)

Ad hoc Grant Reviewer, NCI Study Section Cancer Epidemiology, 2007-2008
Prevention and Control E

Ad hoc Grant Reviewer, Department of Defense CDRP Prostate Cancer 2007
Program

Ad hoc Grant Reviewer ,SEP R01 and PO1 RFA “Stem Cells and Cancer” 2008
Editorial Board, Cancer Prevention Research Journal 2008-2013
Present Chair, Correlative Sciences Committee, NCI DCP "A Phase lla 2009-2013
Randomized, Double-Blind Trial of Erlotinib in Inhibiting EGF Receptor

Signaling in Aberrant Crypt Foci of the Colon"

Ad hoc Grant Reviewer, NCI Gl SPORE Grants 2010

Ad hoc Grant Reviewer, Department of Defense IDEA Awards 2011
Member. PREVENT SEP, NCI Division of Cancer Prevention 2011-2013
Member, SEP Repeat Ad hoc NCI SBIR/STTR Cancer Diagnostics and 2012-2013
Treatments (CDT)

Ad hoc Reviewer, NCI Provocative Questions Special Emphasis Panel 2012-2013
Ad hoc Grant Reviewer, DeGregorio Foundation 2012-2014
Reviewer Cancer UK 2012
Member, U54 NCI BETTRNet Barrett’s Esophagus Network Special 2012

Emphasis Panel

Chair, Correlative Sciences Committee, NCI SWOG S8020 Phase Il trial

DFMO/Sulindac for Colon Adenoma and Second Promary Prevention Trial

2012-Present

Chair, Correlative Sciences Committee, NCI DCP Phase lla trial "Naproxen

for Lynch Syndrome Chemoprevention."

2013-Present

Member, -ASCO Cancer Prevention Committee CIGNA Taskforce ASCO 2013
President Cliff Hudis, ASCO Chief Medical Officer Richard Schilsky

Member, ASCO Cancer Prevention Committee and Cancer Genetics sub- 2012-2013
committee

Member, NCI RO3 and R21 SEP Reviewer 2012-2013
Ad hoc Reviewer, member NCI Tumor Cell Biology (TCB) Study Section 2013

June 2013

Ad hoc Grants Program Reviewer member, Commonwealth of 2013
Pennsylvania Grant Review

Member, ASCO University Clinical Cancer Genetics Program Committee 2013-2014
Chartered Reviewer and Member, NCI Study Section “Cancer Etiology 2005-2010
Principal Investigator, Molecular Epidemiology of Non-Small Cell Lung 2014-2016
Cancer (MENSCH) consortium.

Member, AACR Annual Meeting Program Committee 2015
Member, NCI Division of Cancer Prevention PREVENT Cancer Program 2015
External Advisory Board

Chair, NCI R15 Tumor Cell Biology Study Section 2015
Member, Ad hoc reviewer, NCI Cancer Genetics Study Section 2015
Member, SEP Repeat Ad hoc NCI SBIR/STTR Cancer Diagnostics and 2015
Treatments (CDT)

NCI Cancer Genetics Study Section ad hoc member 2016-2018




NCI Division of Cancer Prevention PREVENT Program External Advisory 2016-2017

Board

NCI Tumor Cell Biology Study section ad hoc reviewer 2017

NCI Provocative Questions ad hoc reviewer 2017

Member, Tumor Cell Biology (TCB) Study Section 2018-2021
Selected Invited Lectures and Oral Presentations

University of Michigan Department of Medicine Grand Rounds “MLH3: A | 2004

Novel Inherited Cause of atypical HNPCC”

Hereditary Hematological Malignancies Conference, Creighton University, | 2002

Omaha NE.

“Genomic Technologies for Hereditary Colorectal Cancer and Acute

Myeloid Leukemia Clustering.”

Chao Family NCI Designated Comprehensive Cancer Center Retreat, 2002

“Applied Genomic Technologies for Cancer Genetics.” Palm Spring, CA

Long Beach Veteran’s Administration Hospital Department of Medicine 2003

Grand Rounds, “New Genes in Inherited Colorectal Cancer.”

California Cancer Registry Annual Conference “Sequence variation and 2003

Hereditary Colorectal Cancer.”

Harvard/Partners Center for Genetics and Genomics, Lecture series in 2004

Human Genetics“Inherited Colorectal Cancer: New Genes, Chips and SNPs

Affymetrix Corporation Lecture series in human diseases “New Colorectal | 2004

Cancer Susceptibility SNPs.”Please list location

National Cancer Control Center Technion Translational Cancer Prevention | 2004

Workshop Haifa, Israel. “New causes of inherited colorectal cancer

susceptibility

Clalit Health Services International Educational Cancer Prevention 2004

Conference, Israel “Genetic Mechanisms in Clinical Cancer Genetics.”

MD Anderson Cancer Center, Blaffer Endowed Lecture, “Hypomorphic 2004

DNA Mismatch Repair Mutations.”

Albert Einstein College of Medicine, “Hypomorphic DNA Mismatch Repair | 2004

Mutations.”

Deutsche Society for Gastroenterology (DGVS) Annual Meeting Koln, 2005

Germany “Novel Susceptibility Alleles and Prevention Strategies for

Hereditary Colorectal Cancer.” Keynote Address. Koln Germany.

Annual Meeting International Collaborative Group on Inherited Colorectal | 2005

Cancer of the Americas “Contribution of MSH6 Susceptibility Alleles to

Hereditary Colorectal Cancer.” (Session Chair) San Francisco

NCI Division of Cancer Prevention Lecture series in translational medicine | 2005

“HMGCR Inhibitors “Statins” and Colorectal Cancer Susceptibility:

Pharmacogenetics for A Prospective Chemoprevention Trial.” Bethesda,

MD.

American Society for Clinical Oncology (ASCO) Annual Meeting “Dissecting | 2006

Risk Modifiers in Inherited Cancer Syndromes.” (Chair of Session).

Chicago, IL.

Ohio State University, DNA Repair Seminar Series, “Hypomorphic MSI in 2006

MIh3 Mutant Mice”. Columbus Ohio.




OSI Pharmaceuticals Lecture Series in Cancer Research “Molecular Cancer | 2006
Prevention of IPMNs with Tarceva and IGF1R Inhibitors in Mismatch

Repair Defective Colorectal Cancer. Boulder, Colorado

American Society for Clinical Oncology (ASCO) Annual Meeting “New 2006
Developments in Hereditary Colorectal Cancer” Chicago, lllinois

Western Pancreas Cancer Research Consortium Annual Conference 2006
“Molecular Cancer Prevention of IPMNs with Tarceva.”

Creighton University “Hypomorphic DNA Mismatch Repair and Single 2006
Molecule MSI” (Keynote address)

PanCan Conference “Molecular Epidemiology of Pancreatic Cancer and 2006
Genetic Risk Factors” San Francisco, CA.

American Society for Clinical Oncology (ASCO) Annual Meeting “New 2006
Developments in Hereditary Colorectal Cancer” (Session Chair) Chicago, IL

AACR Frontiers in Cancer Prevention Conference “Molecular Cancer 2007
Prevention of IPMNs with Erlotinib.” (Session Chair)

Kaiser Clinical Oncology Symposium “Molecular Cancer Prevention” Los 2007
Angeles, CA.

Stanford University Division of Clinical Cancer Genetics Seminar Series 2007
“Colorectal Cancer Risk Hypomorphs” Palo Alto, CA

American Society for Clinical Oncology (ASCO) Annual Meeting “Genetic 2007
Testing in Diagnosis and Treatment of Hereditary Colorectal Cancer.”

(Session Chair) Chicago, IL

Annual Meeting International Collaborative Group on Inherited Colorectal | 2008
Cancer of the Americas Novel Molecular Diagnostics for Hereditary Gl

Cancer.” (Session Chair). Dallas, TX.

Albert Einstein College of Medicine Biomedical Sciences Lecture Series 2009
“NOTCH Signaling and Colon Cancer Initiating Cells.”

Hospital for Special Surgery Research Lecture Series “New molecular 2009
mechanisms and genes in Inflammatory Bowel disease associated

colorectal cancer.”

New York Academy of Medicine “Hereditary Gl Cancer Genetics.” NCI 2009
Division of Cancer Prevention Conference “Erlotinib for chemoprevention

of Pancreatic IPMNs.”

Creighton University Molecular Oncology Seminar Series. “Whole exome | 2010
sequencing for cancer risk gene discovery.”

University of Connecticut Center for Genetics Lecture series “Colon 2010
cancer stem cells.”

Far Rockaway Hospital Research Lecture Series “Gl Cancer Genetics for 2011
Generalists

Cleveland Clinic Cancer Biology Seminar Series “Mechanisms of colon 2011
cancer metastasis.”

NY Academy of Sciences Cancer Metabolomics Symposium “DFMO for 2012
Colorectal Cancer Chemoprevention.” (Panel with Craig Thompson)
Champalimaud Foundation Annual Meeting on Tumor Metastasis Lisbon, | 2012
Portugal. “CCR9 and progression of colorectal cancer.”

Scarsdale High School “Age of Exomes” 2012
Macao Polytechnic Institute (Macao) Distinguished Lecture Series “Exome | 2012

analysis to identify cancer risk gene mutations”




Guangzhou Third Oncology Hospital (China) Research Lecture Series 2012
“CCR9 prevents Colon Cancer Metastasis”

Shenyang First Medical School “(China) Honored Biotechnology Seminar 2012
Series“CCR9 prevents Colon Cancer Metastasis

Technion University Cancer Epidemiology Seminar Series (Israel) "Familial | 2013
NSCLC Risk Gene Identification by Exome Sequencing

Rockefeller University Center for Digestive Diseases Sciences Research 2013
Lecture Series "Role of miR-34a in Colon Cancer Stem Cell Asymmetric

Division."

Columbia University Department of Medicine, Gl Division Grand Rounds 2013
“Parallels between Colorectal Cancer Chemoprevention and

Chemotherapy: DFMO”

Starr Cancer Consortium “Whole Exome and Genome Sequencing to 2013
Identify Novel Cancer Risk Genes.”

AACR Frontiers in Cancer Prevention Conference "Inhibition of EGFR 2013
Signaling in Colon ACFs by Erlotinib." Washington DC.

Genetic Epidemiology of Leukemias Consortium Conference Salt Lake 2013
City, “Familial Myeloma and CLL.”

MD Anderson Cancer Center Division of Cancer Prevention Lecturer 2014
Seminar Series “DFMO and mechanisms of colorectal cancer

chemoprevention

Eugenides Foundation (Athens, Greece) Medical Oncology and 2015
Hematology Board Review Course, “Update in Clinical Cancer Genetics.”

UC Irvine “Age of Exomes: Identifying novel autoimmune and cancer 2015
susceptibility genes.”

City of Hope NCI Comprehensive Cancer Center “Identifying novel 2015
autoimmune and cancer susceptibility genes.”

AACR Annual Meeting “Chemokine-Targeted Mouse Models of Human 2015
Primary and Metastatic Colorectal Cancer.”

UCSD “Exome sequencing for Familial Crohn’s Disease and Multiple 2015
Myeloma

Creighton University Lynch Symposia “Genetics of Multiple Myeloma” 2015 Sept
Columbia University Precision Medicine Program “RP105 Mutations in 2016 May
Pediatric Crohn’s Disease.”

INTERLYMPH conference “Mutation Burden Testing in Familial Multiple 2016 June
Myeloma” Rochester MN

Genetics of Founder Populations International Conference “Whole Exome | 2016 July

Sequencing Discovery of Familial Lung Cancer Risk Genes.” Haifa, Israel

New York Genome Center “Multiple Myeloma Predisposition Genes.”
New York, NY

2016 November

39 New York Human Genetics Conference “Familial Multiple Myeloma”

2017 Jan 25th.

Co-organizer and host, 4" New York Human Genetics Conference
(608 enrolled registrants)

2017 Sept 12

Participant, NCl Workshop
“Mouse models of Immunotherapy and Immunorevention”

2017 Sept 19th

City of Hope Cancer Center “Genetics of Multiple Myeloma” 2017 Oct 2nd
Frontiers in Clinical Cancer Genetics “Genetics of Multiple Myeloma” 2018 April 19th
Cancer Moonshot Immunoprevention Workshop 2020 July 29

10




| Translational Advances in Cancer Prevention Agent Development 2020 Aug 28th

H. PROFESSIONAL MEMBERSHIPS

Member/Officer/Fellow/Role | Organization Dates

Member Phi Beta Kappa 1986-Present

Member Sigma Xi 1986-Present

Member American Society for Human Genetics 1999-Present
(ASHG)

Member American Society for Clinical Oncology 2003-Present
(ASCO)

Member American Association for Cancer 2003-Present
Research (AACR)

Fellow American College of Medical Genetics 2013-Present
(ACMG)

Fellow American Society of Clinical Investigation | 2015-Present
(ASCI)

I. HONORS AND AWARDS
HONORS

2021-Co-Founder, AnaNeo Therapeutics

2018-Vice Chair for Research, Joan and Sanford Weill Department of Medicine, Weill-Cornell
2015-Present Fellow, American Society for Clinical Investigation (ASCI)

2015-Present Co-Program Leader, Genomics and Systems Biology, WCM Cancer Center
2015-Present Gladys and Roland Harriman Professor of Medicine and Genetic Medicine
2007-Present Member, US FDA Clinical and Molecular Genetics Panel

2009-Present, Director, Adult and Cancer Genetics Clinic, Weill Cornell Medical College
2013-Present Associate Member, Memorial Sloan Kettering Cancer Center

2012-2015 American Society for Clinical Oncology (ASCO) Cancer Prevention Committee
2006-2008 Chair, ASCO “Molecular Diagnostic Testing in Cancer”

2009-Present Associate Director of Research, Weill Cornell-New York Presbyterian Hospital
Center for Advanced Digestive Care

2008-Present Editorial Board, Cancer Prevention Research

2006-2010 Chartered Reviewer, NCI Study Section “Cancer Etiology”

2006-2008-American Society for Clinical Oncology (ASCO) Scientific Program Committee
2005-Present Member, ASCO Cancer Education Coordinating Committee

2003-American Cancer Society Research Scholar

1986-1989, 1993-1995 NIH Medical Scientist Training Program

1986 Summa cum laude, Phi Beta Kappa, Princeton University
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